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Abstract

This thesis develops a quantitative cladistic approach to panbiogeography.

Algorithms for constructing and comp*irg area clad.ograms are developed

and implemented in a computer program. Examples of the use of this

software are described.

The principle results of this thesis are:

(1) The description of algorithms for implementing Nelson and platnick s

(1981) methods for constructing area cladograms. These algorithms

have been incorporated into a computer program.

@ Zandee and Roos' (1987) methods based on "component-compatibility"

are shown to be flawed.

(3) Recent criticisms of Nelson and PlatniclCs methods by E. O. Wiley are

rebutted.

(4) A quantitative reanalysis of Hafner and Nadlerrs (19gg) allozyme data

for gophers and their parasitic lice illustrates the utility of information

on timing of speciation events in interpreting apparent incongruence

between host and parasite dadograms.
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