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Abstract 

High glucose levels in the peripheral nervous system (PNS) have been implicated in the 

pathogenesis of diabetic neuropathy (DN). However our understanding of the molecular 

mechanisms which cause the marked distal pathology is incomplete. Here we performed a 

comprehensive, system-wide analysis of the PNS of a rodent model of DN. We integrated 

proteomics and metabolomics from the sciatic nerve (SN), the lumbar 4/5 dorsal root ganglia 

(DRG) and the trigeminal ganglia (TG) of streptozotocin-diabetic and healthy control rats. 

Even though all tissues showed a dramatic increase in glucose and polyol pathway 

intermediates in diabetes, there was a striking upregulation of mitochondrial oxidative 

phosphorylation and perturbation of lipid metabolism in the distal SN that was not present in 

the corresponding cell bodies of the DRG or the cranial TG. This suggests that the most 

severe molecular consequences of diabetes in the nervous system present in the SN, the 

region most affected by neuropathy. Such spatial metabolic dysfunction suggests a failure of 

energy homeostasis and/or oxidative stress specifically in the distal axon/Schwann cell-rich 

SN. These data provide a detailed molecular description of the distinct compartmental effects 

of diabetes on the PNS which could underlie the distal-proximal distribution of pathology. 
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Introduction 

Approximately 30-50% of patients with diabetes will develop diabetic neuropathy (DN), 

which typically presents with sensory symptoms in a distal ‘glove-and-stocking’ distribution 

(1; 2). DN is a poorly understood complication of diabetes and there are currently few 

treatments available (3). Raised glucose has long been thought to instigate pathology in DN, 

either through direct neurotoxicity, or from the activation of secondary pathways (4; 5). 

However, exactly how these pathways cause nerve conduction velocity deficits, neuropathic 

pain, distal axonopathy and numbness in the extremities continues to elude, and many clinical 

trials aimed at specific targets have failed due to lack of efficacy (3).  

There is crossover between proposed pathogenic pathways in DN but how these interact is 

unclear. This question can be approached by implementing extensive ‘-omic’ technologies to 

measure many transcripts, proteins or metabolites in parallel. Gene microarrays were 

amongst the first of these technologies to be used and transcriptomic analyses have been 

performed on tissues such as the dorsal root ganglia (DRG) from streptozotocin (STZ)-

diabetic rats compared to healthy controls (6), the sciatic nerve (SN) of db/db mice compared 

to those from db/+ mice (7) and sural nerve biopsies from human patients whose neuropathy 

progressed over a year compared to those whose neuropathy did not (based on myelinated 

fibre density loss) (8). Common changes across these gene array studies highlight altered 

carbohydrate and lipid metabolism. 

Since gene transcript levels do not always correlate with protein expression due to varying 

transcriptional/translational control, these studies have been expanded by the measurement of 

proteins through proteomics, using a cell culture-based method known as stable isotope 

labelling by amino acids in cell culture (SILAC). In neurons derived from the DRG of 
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diabetic rats (22 weeks post-STZ) compared to healthy controls and maintained in culture 

with high/normal glucose media respectively, there was significant downregulation of 

proteins related to oxidative phosphorylation and the tricarboxylic (TCA) cycle in 

diabetes/high glucose (9). In contrast, Schwann cells derived from the SN of neonatal rats and 

cultured in high glucose for 2, 6 or 16 days compared to normal glucose showed upregulation 

of oxidative phosphorylation and the TCA cycle at all time-points (10). Both findings 

strongly point to metabolic dysfunction and mitochondrial impairment occurring in DN. 

These studies describe the effects of high glucose on a single cell type in culture, but do not 

replicate the multifaceted in vivo environment. The nervous system exists as a complex 

arrangement of cell types (encompassing neurons, glia, endothelial cells and more) and 

therefore primary single cell culture models are not able to address tissue-wide changes in 

diabetes and the distal-proximal presentation of DN. Tissue measurements address such 

limitations and targeted metabolomic analysis of the sural nerve, SN and DRG of db/db mice 

compared to db/+ mice found that the metabolic intermediates of glycolysis and the TCA 

cycle are significantly downregulated in the sural nerve and SN, but not in the DRG in 

diabetes (11).  

Targeted analyses are, however, based on a priori assumptions and therefore there is 

sufficient scope for a re-assessment of established theories and the generation of new targets 

by analysing proteins and metabolites in multiple nervous tissues alongside one another in an 

unbiased and holistic analysis. Since DN is a complex, multifactorial process with not all 

sites of the PNS affected equally, we combined proteomic and metabolomic analyses of three 

different regions of the PNS from control and diabetic rats (12 weeks post-STZ). The 
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integration of both technologies presented here provides novel insights into the distal-

proximal pathogenesis of DN and these data enable generation of new therapeutic targets. 
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Research Design and Methods  

All reagents were purchased from Sigma-Aldrich unless stated. 

Animals 

All animal experiments were carried out in accordance with the UK Animal (Scientific 

Procedures) Act 1986 and institutional ethical policies. Adult male Sprague-Dawley rats 

(initial weight 370 ± 19 g, mean ± SD; Charles River) were randomly assigned to treatment 

groups and injected intraperitoneally with 55 mg/kg streptozotocin (in 0.9% sodium chloride; 

n=16) or an equivalent volume of saline (n=14) following an overnight fast. Hyperglycemia 

was confirmed 3 days post-STZ, and animals housed in groups of 2-3 under a 12 hour light-

dark cycle with ad libitum access to food and water. After 12 weeks, nerve conduction 

velocity was measured in the sciatic nerve of terminally-anaesthetised rats (2% (v/v) 

isoflurane in oxygen) as previously described (12).  

Cull and tissue collection 

Terminally anaesthetised rats were culled by decapitation and blood glucose measured from 

core blood using a strip-operated reflectance photometer (12). SN, lumbar 4/5 DRG, 

trigeminal ganglia (TG) and plantar skin were dissected. All tissue collection was limited to a 

90 minute time period each day to minimise circadian influences on metabolism and limit 

analyte degradation. Tissues destined for metabolomics were rapidly washed in ice-cold 0.9% 

NaCl in water. Tissues for proteomics were rapidly washed in ice-cold PBS followed by ice-

cold 0.25 M sucrose. Tissue was snap frozen in liquid nitrogen to halt metabolic and 

proteolytic processes. The mass of each tissue was recorded and samples stored at -80°C. and 

Intraepidermal nerve fibre density was measured by quantification of PGP9.5-
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immunoreactive nerve fibres in the glabrous surface of the hindpaw as previously described 

(12). 

Metabolomics 

Analysis of tissue metabolites was performed by lysing tissue in a mixture of choloroform, 

methanol and water to separate polar and non-polar metabolites, before analysis by gas- or 

liquid-chromatography mass spectrometry (GC-MS and LC-MS respectively). The weight of 

each sample was equalised and tissue lysed in 800 µL 50:50 MeOH:CHCl3, containing 

isotopically labelled internal standards (0.016 mg/mL each of citric acid-d4, 
13

C6-D-fructose, 

L-tryptophan-d5, L-alanine-d7, stearic acid-d35, benzoic acid-d5, and leucine-d10; Cambridge 

Isotopes) in a TissueLyser II (Qiagen). 400 µL H2O was added and samples centrifuged at 

2,400 x g for 15 min to cause separation of phases. After separation, tissue debris lay at the 

interface between the lower (non-polar, CHCl3) phase and the polar (MeOH:H2O) phase. 

Metabolites in the polar fraction were derivatised to methoxime/trimethylsilyl derivatives as 

described (13) and analysed by GC-MS (Agilent 7890A Gas Chromatograph and a LECO 

Pegasus HT time-of-flight MS). Metabolites in the non-polar fraction were resuspended in 

methanol and analysed by LC-MS (Accela UHPLC system coupled to an Orbitrap Velos 

MS). Instrumental analysis, data reduction and interpretation followed the protocol as 

previously described (14). Univariate statistical tests (mean ratio with confidence intervals, 

Mann-Whitney P-value, false discovery rate (FDR)-corrected q-value) were applied in R. All 

metabolites identified/quantified can be seen in Online Supplemental Table 1. 

Proteomics sample fractionation and mass spectrometry 

Proteomics was performed using 8-plex iTRAQ (isobaric tags for relative and absolute 

quantitation), a labelled method of analysis that allows simultaneous analysis of 8 
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independent tissue samples, as previously described (15) with the following modifications. 

Tissue was lysed in 1 M triethylammonium bicarbonate (TEAB) with 0.1% (w/v) sodium-

dodecyl sulphate in the following volumes: SN 600 µL, DRG 150 µL, TG 250 µL in a 

TissueLyser II. 100 µg of protein was aliquoted and volumes equalised to 30 µL with 1 M 

TEAB before cysteine reduction, alkylation and digestion with 7.5 µg trypsin. Tryptic digests 

were dried in a SpeedVac Concentrator (Eppendorf), resuspended in 30 µL 1 M TEAB and 

labelled with iTRAQ reagent (iTRAQ 8-plex reagent-labeling kit; AB SCIEX). Labelled 

peptide samples were pooled within one 8-plex and dried in a SpeedVac Concentrator.  

Peptides were fractionated off-line using high pH reverse phase chromatography on a 3 µm 

Extend-C18 column (4.6 x 100 mm; Agilent) at 45°C using a 30 minute gradient from 3% to 

40% acetonitrile in 0.1% ammonium hydroxide at 0.75 mL/min, with 30 second fractions 

collected, dried in a SpeedVac Concentrator and stored at -20°C until analysis. For 

subsequent analysis by low pH reverse phase liquid chromatography-tandem mass 

spectrometry (LC-MS/MS) analysis, dried fractions were resuspended in 15 µL 3% (v/v) 

acetonitrile, 0.1% (v/v) trifluoroacetic acid, with 5 µL analysed by low-pH reverse phase 

chromatography as previously described (15). 

Proteomic analysis 

To identify proteins from their peptide spectra, raw data files were analysed using 

ProteinPilot v4.0 using default search settings against a rat-specific Uniprot database (15190 

proteins; rel. 2011_04), which was concatenated with a reversed-sequence ‘decoy’ version of 

the same database to enable the False Discovery Rate (FDR) for identifications to be 

determined.  
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To identify differentially expressed proteins, protein-level quantification was performed on 

the ProteinPilot spectrum-level iTRAQ measurements by Bayesian mixed-effects modelling 

in R (16). For each protein identified, statistically significant FDR-controlled differential 

protein expression between diabetes and control animals was inferred using the 

measurements unique to that protein. We based our one-sided significance test on the 

posterior probability that the mean fold-change is at least 5% either above or below control 

expression (17). The reciprocal of this posterior probability represents the local FDR (lFDR) 

i.e. the probability that this specific test is a false discovery. In this study, we defined a 

‘significant’ difference in protein expression using a global FDR threshold of 5% (17). 

We framed the problem as a Generalised Linear Mixed Model (GLMM) with Poisson 

likelihood distribution and log-link. In the GLMM design, condition (diabetes/control) was 

treated as a fixed effect and subject as a random effect. Additional random effects were fitted 

for sample within each peptide, in order that technical peptide-level variation and biological 

protein-level variation were both captured. The sample normalization scaling factors 

represent the mass spectrometer’s exposure to each sample, and hence were included as a 

fixed offset within the model. 

Finally, the set of measurements within each iTRAQ spectrum were assigned: (a) their own 

baseline fixed effect, to account for differences in the location of the MS/MS selection 

window across the chromatographic profile, as well as varying ionisation/fragmentation 

efficiencies across peptides and charge states; and (b) their own independent and identically 

distributed log-normal residual variance, to account for over-dispersion due to background 

contamination and incorrectly identified spectra. Residual variances were assigned inverse-

Gamma priors, while random effects were assigned parameter-expanded Cauchy priors. The 
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model was then tested with different prior scale factors to establish that the priors were not 

informative to the outcome. For each protein, model inference was run initially with 8 chains 

of 20,000 samples each and 50% burn-in. Mixing was deemed successful if, for each 

significance test, the variance of the posterior probabilities for the 8 chains did not exceed 

0.02 (tested using a Bayesian Generalised Linear Model with Binomial likelihood 

distribution, logit link, 200,000 samples and 50% burn-in). If this test failed, the model was 

continually re-run with double the number of samples (thinned to 10,000) until the test passed 

All proteins identified/quantified can be seen in Online Supplemental Table 2. 

The results of the Bayesian analysis were analysed with Ingenuity® Pathway Analysis 

(IPA®; Qiagen; www.qiagen.com/ingenuity). Protein lists were input into IPA® using 

Uniprot accession numbers, mean log2 ratios and global FDRs for each of the three tissues 

separately. Significant changes (global FDR <0.05) were compared to the user input dataset 

as the reference set. To assess solely the mitochondrial proteome, proteins localised to the 

mitochondria were extracted via upload of the SN dataset to ConsensusPathDB (Max-Planck 

Institute for Molecular Genetics; http://cpdb.molgen.mpg.de/). 197 proteins were reported as 

being present in any part of the mitochondria. All mitochondrial proteins were then divided 

into two groups based on whether they were annotated as involved in metabolism (127 

proteins) or non-metabolic (70 proteins). 
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Results  

Elevation of glucose and polyol intermediates throughout the peripheral nervous system 

in diabetes 

Following 12 weeks of diabetes, rats displayed a phenotype of peripheral neuropathy (18), 

including decreased sensory and motor nerve conduction velocities in the SN and loss of 

intraepidermal nerve fibres in the hind paw (Table 1). To investigate the peripheral nervous 

system in diabetes, we first performed metabolomics on the distal SN, the corresponding 

lumbar 4/5 DRG and on the cranial TG of diabetic and control rats (Figure 1A). Analysis of 

polar metabolites by GC-MS identified and quantified 47 metabolites in the SN, 46 in the 

DRG, and 47 in the TG (n=4 per tissue). All tissues showed a similar extent of alteration with 

18 metabolites (38.3%) in the SN, 16 (34.8%) in the DRG, and 19 (40.4%) in the TG 

significantly changed in diabetes (Figure 1B).  

All tissues showed increases in glucose (SN: 4.8-fold, DRG: 14.6-fold, TG: 19.6-fold), 

sorbitol and fructose, and decreases in myo- and scyllo-inositol in diabetes (Figure 1C), 

characteristic of polyol pathway activation (19). Since free glucose should not normally 

accumulate, this indicates that impaired glucose utilisation is present in all three tissues in 

diabetes. All metabolites identified/quantified can be seen in Online Supplemental Table 1. 

Dysregulation of lipid metabolism occurs in the sciatic nerve, is less severe in the DRG 

and not evident in the TG 

Our GC-MS analysis also showed decreases in palmitic (16:0), stearic (18:0), and eicosanoic 

(20:0) fatty acids in the SN, but these were unchanged in the DRG or TG (Figure 1C). To 

explore lipid species more widely, we performed non-polar metabolomics by LC-MS. Initial 

analysis produced 9,166 putative metabolite features across the three tissues (n=6 per tissue). 
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We extracted features that showed potential changes (q<0.1) in any tissue and filtered these 

to 397 unique metabolite features (Online Supplemental Table 1). Of these, 257/397 (64.7%) 

in the SN (Figure 2A), 15/321 (4.7%) in the DRG (Figure 2B), and 1/365 (0.3%) in the TG 

(Figure 2C) were significantly altered in diabetes (q<0.05). 

The most comprehensive lipid changes observed were in the triacylglycerols (TAGs). In the 

SN, 73 of 110 (66.4%) identified TAG species were significantly changed in diabetes (Figure 

2E, inset). These exhibited a length-dependent phenomenon whereby relatively short-chain 

TAGs (<54:2) were reduced in diabetes, whilst longer chain species increased (Figure 2E). 

There was no change in any TAG species in either the DRG (Figure 2F) or TG (Figure 2G). 

Moreover, two abundant acylcarnitine species, palmitoylcarnitine (16:0) and linoleylcarnitine 

(18:2) showed increases in the SN (Figure 2H) but were unchanged in the DRG (Figure 2I) or 

TG (Figure 2J). Both families are functionally important in metabolism: TAGs for storage 

and acylcarnitines for fatty acid transport into the mitochondria for energy generation (Figure 

2D). Beside alterations to metabolic lipids, we observed changes in major 

structural/membrane lipids, including phospholipids and sphingolipids/ceramides specifically 

in the SN (Online Supplemental Table 1). Interestingly, these lipid changes appear severe in 

the distal SN, moderate in the proximal DRG and not evident in the cranial TG, suggesting 

that lipid dysfunction presents distally in the PNS in diabetes. 

Metabolic dysregulation in the sciatic nerve, but not in the dorsal root ganglia or 

trigeminal ganglia of diabetic rats 

To investigate the putative underlying mechanism of this spatial grading of metabolic 

dysfunction, we analysed all three tissues by iTRAQ proteomics (control n=4, diabetic n=6 

per tissue). We inferred differential protein expression between diabetic and control tissues 
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by Bayesian mixed effects modelling (see Methods). In the SN, 683 (28.9%) of the 2,356 

proteins identified and quantified showed significant changes of expression in diabetes 

(Figure 3A and Online Supplemental Table 2). Ingenuity® Pathway Analysis highlighted 

coordinated dysregulation to oxidative phosphorylation, liver/retinoid X receptor 

(LXR/RXR) activation and glycolysis (Figure 3B). In contrast, only 85/1,649 (5.2%) proteins 

in the DRG (Figure 3C) and 60/1,734 (3.4%) proteins in the TG (Figure 3E) significantly 

changed. Pathway analysis showed changes in the ‘Acute Phase Response’ and LXR/RXR 

activation in both the DRG and TG (Figure 3D and Figure 3F), but overall protein expression 

in the DRG and TG was relatively unaffected (Online Supplemental Table 2), in spite of the 

higher levels of glucose.  

Mitochondrial oxidative phosphorylation was particularly conspicuous between tissues with 

32/37 (86%) identified proteins in the SN increased in diabetes whilst not one of the 29 

oxidative phosphorylation proteins quantified in the DRG or TG was significantly altered 

(Figure 4). Dysregulation in the SN comprised increased expression in multiple subunits of 

complexes I, III, IV and V with no observed change in complex II. Since this upregulation 

could in principle be an artefact of increased mitochondrial numbers in the SN, we analysed 

the composition of the mitochondrial proteome. We found mitochondrial Rho GTPase 1 

(Miro1), a protein mediating axonal transport of mitochondria (20), to be upregulated by 

diabetes in the SN (Online Supplemental Table 1), which might reflect aberrant 

mitochondrial transport and accumulation of mitochondria in axons. However, we found only 

14/70 (20%) ‘non-metabolic’ mitochondrial proteins to be upregulated by diabetes compared 

to 86% of oxidative phosphorylation proteins. This disproportionate difference suggests 
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targeted effects on the proteins of oxidative phosphorylation rather than increased 

mitochondrial numbers. 

In glycolysis, 8/13 (62%) proteins significantly increased in the SN, with the DRG (0/15) and 

TG (1/15) again unaffected (Figure 5B). Since we now have data on both the metabolites and 

proteins of glycolysis, we can integrate these to assess pathways in detail. We found that 

although multiple glycolytic proteins increased in the SN (Figure 5B), glycolytic 

intermediates glucose-6-phosphate, fructose 1,6-bisphosphate and glyceraldehyde-3-

phosphate did not significantly change (Figure 5C). Whilst pathway analysis did not highlight 

the tricarboxylic acid (TCA) cycle, we found 6/13 (46%) TCA cycle enzymes were 

significantly increased in the SN, whereas none changed in either the DRG or TG (Figure 

5E). Once again we saw a similar phenomenon whereby proteins of the TCA cycle showed 

increases in the SN (Figure 5E) without coincident increases in the metabolic intermediates 

citrate, succinate or malate (Figure 5F). Overall, we conclude that all tissues measured in the 

PNS of STZ-diabetic rats exhibit impaired glucose utilisation but that metabolic dysfunction 

is restricted to the SN. 
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Discussion  

Our integrated metabolomic and proteomic analysis in experimental diabetic neuropathy has 

revealed coordinated dysregulation of sugar, lipid and mitochondrial metabolism in the distal 

axonal/glial compartment of the SN that is not present in the corresponding cell bodies of the 

lumbar 4/5 DRG or the cranial TG. Integrating both analyses allows construction of a 

comprehensive model of defective metabolism in the SN, where upregulation of protein 

components of glycolysis, the TCA cycle and oxidative phosphorylation occur alongside 

complex changes in lipid metabolism (Figure 6). Since diabetic neuropathy predominately 

presents with distal symptoms, these site-specific molecular changes may directly contribute 

to disease pathogenesis.  

We measured accumulation of glucose, fructose and sorbitol in all tissues, supporting the 

view that the polyol pathway is prominently altered in DN (4). As the polyol pathway is 

usually a minor route for glucose metabolism, these alterations point to changes in the 

utilization of glucose in all tissues studied. Thus raised glucose levels cannot alone explain 

the pathogenesis of diabetic neuropathy. The differential impact of impaired glucose 

utilisation on the PNS implies that metabolic regulation differs throughout the nervous 

system, with some regions more susceptible to dysfunctional metabolism than others.  

The synchrony of diabetes-induced dysregulation to glycolysis, the TCA cycle and oxidative 

phosphorylation in the SN indicates substantial bioenergetic dysfunction. We found that 

whilst protein components of glycolysis/TCA cycle increased, their metabolic intermediates 

showed no evidence of alteration. Since we did not perform flux experiments we cannot 

specifically comment upon pathway activity but we suggest that the discrepancy between 

protein and metabolite measures here indicates that upregulation of the enzymes of 
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glycolysis, the TCA cycle and oxidative phosphorylation may reflect a compensatory 

response to metabolite overload in the SN. Such changes might indicate reduced ATP 

production, since increased expression of respiratory chain components in cultured Schwann 

cells coincides with decreased respiration efficiency (10), and/or oxidative stress (21). 

Interestingly, glycolytic/TCA cycle intermediates decrease in the sural and sciatic nerves but 

not the DRG of db/db mice (11), supporting our interpretation that pathway activity may not 

be increased. However, since both studies rely upon steady-state measures, definitive 

pathway flux is currently unknown. 

Even though the normalisation of all protein ratios was performed, the majority of our 

highlighted protein changes showed an upregulation in the SN in diabetes. In principle, 

spatial differences could result from differential metabolism or an artefact such as increased 

numbers of mitochondria in the SN. We observed evidence of altered mitochondrial transport 

through increased expression of Miro1 in the SN in diabetes (20), however, increases in ‘non-

metabolic’ mitochondrial proteins were infrequent compared to the 86% of oxidative 

phosphorylation proteins. We believe this indicates mitochondria are dysfunctional in distal 

axons but do not change in number. To support this, analysis of human skin biopsies found 

no difference in mitochondrial numbers within intraepidermal nerve fibres between patients 

with and without DN, but that mitochondrial volume increased in DN (22).  

The main question arising from this work is why does the SN show such a disrupted 

proteomic/metabolomic signature whilst the DRG and TG appear relatively unaffected? We 

believe that there could be at least two, non-mutually-exclusive explanations for these 

observations. The first is due to a difference in composition of the tissues. Both the DRG and 

TG are largely neuronal, with smaller contributions from satellite glial cells. In the SN 
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however, there are a high proportion of Schwann cells which could be responsible for the 

disrupted tissue metabolism we have observed. This could be either a direct influence (the 

dysregulated proteins we have measured derive predominately from Schwann cells) and/or an 

indirect influence (metabolic dysfunction in Schwann cells impacts upon axonal health and 

protein expression). 

Here, our data harmonises with elegant molecular studies of peripheral neuropathy. Schwann-

cell specific mitochondrial dysfunction and/or metabolic stress in mice leads to symptoms of 

peripheral neuropathy with decreased conduction velocity, loss of both small unmyelinated 

fibres and degeneration of large myelinated fibres and thermal hypoalgesia (23; 24). This 

work demonstrates that Schwann cell metabolism plays a critical role in supporting neuronal 

function along long peripheral nerves, and its disruption can cause axonal 

degeneration/neuropathy. Since glucose is preferentially taken up into Schwann cells in 

peripheral nerve (25) and aldose reductase predominately localises to Schwann cells (26; 27), 

it is possible that high glucose levels principally instigate metabolic dysfunction in Schwann 

cells, which impacts upon neuronal health, resulting in neuropathy. This will require further 

investigation but represents an attractive target for future mechanistic and therapeutic studies 

in DN. 

It is believed that glycolytic glia support neuronal oxidative metabolism through the transfer 

of lactate which can support neuronal function during metabolic stress in Schwann cells (24; 

28). We did not observe any change in lactate levels in the SN, but this does not preclude 

alterations in the flux of lactate between neurons and glia. Lactate transfer is mediated by the 

monocarboxylate transporters (MCTs), of which MCT-1 is the main isoform expressed in 

peripheral nerve (29). We identified/quantified MCT-1 in both the SN and DRG but did not 
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observe significantly altered expression in either tissue (Online Supplemental Table 2). 

Changes in localisation of the MCTs in the PNS in diabetes could alter lactate transfer but 

there are few available data that address this point (5). 

Besides impaired metabolic support from Schwann cells, another possibility is that metabolic 

stress in Schwann cells themselves could result in accumulation of toxic intermediates, such 

as acylcarnitines, which have been shown to be neurotoxic and coincident to the development 

of peripheral neuropathy (30). Our data support the presence of this phenomenon in diabetic 

neuropathy since we observed concomitant mitochondrial dysfunction and deficits in lipid 

utilization in the SN, including alterations to acylcarnitines, which were not present without 

metabolic stress in the DRG/TG.  

Dysfunctional lipid metabolism has been linked to the pathogenesis of neuropathy previously 

(23; 24), but its mechanism is poorly understood. Our data add that there are profound 

changes to lipid intermediates in the SN but not the DRG or TG in STZ-diabetes. Total lipid 

content was ~20% higher in control SN than control DRG (data not shown). Theoretically 

this difference could make changes in the SN more detectable, but this relatively small 

difference is unlikely to solely explain the extensive difference between control and diabetic 

tissues we have observed. Importantly, these disease-associated lipid alterations occurred in 

the absence of protein changes to β-oxidation (Online Supplemental Table 2), highlighting 

that protein expression levels alone do not capture possible post-translational modification 

effects on protein activity.  

The second hypothesis approaches the relationship between the cell bodies in the DRG and 

the axons in the SN. It is possible that the neuronal cell bodies in the DRG are more capable 
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of responding to metabolic insult through constant synthesizing and refolding of proteins than 

the axonal compartment, which would explain why we do not observe abundant alterations in 

the DRG proteome/metabolome. Perikaryal preservation is a key feature of diabetic 

neuropathy, as no neuronal loss was detected in the DRG after 12 months of hyperglycaemia 

in STZ-diabetes (31; 32). The DRG plays a crucial role in axonal support, evidenced by 

findings in STZ-diabetes, when direct support of DRG neurons through intrathecal 

administration of insulin (which did not reduce hyperglycemia) improved sciatic nerve 

conduction velocity and protected against distal axonal atrophy and intraepidermal nerve 

fibre loss (33; 34). Therefore even apparently small phenotypic changes in the DRG may 

impact on distal axon health and play a role in the pathogenesis of diabetic neuropathy.  

Therefore, whilst our findings highlight that metabolic dysfunction is most evident in the 

sciatic nerve, this does not negate the role played by the DRG in the pathogenesis of the 

disease. We believe distal axon degeneration is most likely to result from a complex 

combination of both local axonal/Schwann cell dysfunction and failed axonal support from 

the cell body. In future work it will be important to study the fundamental mechanisms of 

metabolism within the PNS to allow dissection of the responses of Schwann cells, neurons 

and axons. 

During our analysis we focused on mechanisms of dysfunction in carbohydrate/lipid 

metabolism since these signals were the most enriched and concordant in our datasets. 

However, these data contain many more dysregulated proteins and metabolites which could 

yield interesting targets for future study. For example, endoplasmic reticulum stress and eIF2 

signaling, key stress pathways linked to the pathogenesis of peripheral neuropathy (30), 

appear prominently altered and LXR/RXR activation shows complex alteration that differs 
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between tissues. Data on all of these are provided as Online Supplemental Tables as a 

resource. Since similar changes in carbohydrate metabolism have been reported in the type 2 

db/db mouse model of diabetes (11), we believe that these alterations may well be applicable 

to further models and patients with DN. Investigation of shorter and longer durations of 

diabetes would be beneficial to describe the dynamics of some of the key changes highlighted 

here and their relationship to disease progression. Likewise, the reversion of some of these 

key changes with insulin or experimental therapeutics would be of interest.  

Whilst it remains unclear whether neuron-glial metabolic coupling is disrupted in diabetes, 

our measurements support the notion of a compartmentation of dysfunctional energy 

metabolism in peripheral neuropathy. The observation that metabolic regulation differs 

between the proximal cell bodies of the lumbar 4/5 DRG to the axonal/Schwann cell-rich SN 

may help explain the underlying molecular basis for the ‘glove-and-stocking’ distribution of 

peripheral neuropathies. These findings would not have been possible had we not integrated 

both protein and metabolite measures and the performance of both technologies in parallel 

has proven vital to help interpret pathway interactions. This comprehensive network view of 

dysfunctional metabolism identifies new therapeutic targets to rescue a healthy state of 

metabolism and treat the progression of diabetic neuropathy.  
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Table 1–Phenotype of streptozotocin-diabetic rats after 12 weeks' 

  Control Diabetic P-value 

n 14 16 
 

Blood glucose (mmol/L) 10.3 ± 2.4 40.4 ± 8.1 <0.0001 

 Body weight (g) 589 ± 46 350 ± 28 <0.0001 

Motor nerve conduction velocity (m/s) 52.3 ± 15.6 34.1 ± 6.8 0.002 

Sensory nerve conduction velocity (m/s) 48.0 ± 11.6 26.3 ± 9.7 0.0001 

Intraepidermal nerve fibre density (fibres/mm) 12.4 ± 3.4 8.7 ± 1.7 0.003 

Data presented as mean ± SD.  
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Figure 1–Impaired glucose utilization throughout the peripheral nervous system in diabetes. A: We 

analysed the sciatic nerve (SN), lumbar 4/5 dorsal root ganglia (DRG) and trigeminal ganglia (TG). B-D: 

Percentage of polar metabolite features in the SN (B), DRG (C) and TG (D) that were upregulated (green), 

downregulated (red) or not significantly changed in diabetes (grey; n=4). E: Selected polar metabolite 

features from the three tissues. Log2 ratio (diabetes/control – D/C) and Mann-Whitney P-value is shown 

based on the key in the top right. *Pyroglutamic acid is a derivatisation product of glutamate/glutamine. 

All metabolites identified/quantified can be seen in Online Supplemental Table 1. 
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Figure 2– Dysregulation of lipid metabolism in the 

sciatic nerve in diabetes is less severe in the dorsal 

root ganglia and not evident in the trigeminal 

ganglia. A-C: Percentage of unique non-polar 

metabolite features in the sciatic nerve (SN; A), 

dorsal root ganglia (DRG; B) and trigeminal 

ganglia (TG; C) that were upregulated (green), 

downregulated (red) or not significantly changed in 

diabetes (grey; n=6). D: Schematic of lipid 

incorporation into the mitochondria for catabolism 

via β oxidation. ACS, acyl CoA synthetase; ACT, 

acylcarnitine/carnitine translocase; CPT1/2, 

carnitine palmitoyltransferase I/II. E-G: All 

triacylglycerol species identified in SN (E), DRG 

(F) and TG (G) are denoted by number of 

carbons:degree of saturation and Log2 ratio 

(diabetes/control – D/C) shown. Inset shows 

percentage of triacylglycerols that were 

significantly changed (q<0.05; dark colour), 

approaching significant (q<0.1; light colour) or not 

significantly changed (q>0.1; grey). H-J: All 

acylcarnitine species identified in SN (H), DRG (I) 

and TG (J). Inset shows percentage of 

acylcarnitines that were significantly changed (dark 

colour), approaching significant (light colour) or 

not significantly changed (grey). All metabolites 

identified/quantified can be seen in Online 

Supplemental Table 1. 
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Figure 3–Proteomics reveals metabolic dysregulation in the sciatic nerve, but not in the dorsal root 

ganglia or trigeminal ganglia of diabetic rats. A,C,E: Percentage of proteins in SN (A), DRG (C) and TG 

(E) that were upregulated (green), downregulated (red) or not significantly changed in diabetes (grey; 

control n=4, diabetic n=6). B,D,F: Pathway analysis of SN (B), DRG (D) and TG (F). Plots show 

significantly altered pathways organised by their -log(P-value) (top x axis), bars show percentage of 

proteins (bottom x axis). All proteins identified/quantified can be seen in Online Supplemental Table 2. 
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Figure 4–Dysregulated oxidative phosphorylation 

is restricted to the sciatic nerve. A: The oxidative 

phosphorylation electron transport chain. ADP, 

adenosine diphosphate; ATP, adenosine 

triphosphate; Q, Coenzyme Q/ubiquinol; CytC, 

Cytochrome C; FAD, oxidised flavin adenine 

dinucleotide; FADH2, reduced flavin adenine 

dinucleotide; NAD
+
, oxidised nicotinamide 

adenine dinucleotide; NADH, reduced 

nicotinamide adenine dinucleotide; Pi, inorganic 

phosphate. B: All proteins identified/quantified 

from oxidative phosphorylation are shown. Each 

protein is identified by its gene symbol and the plot 

shows the posterior mean log2 ratio 

(diabetes/control – D/C) and local false discovery 

rate (FDR) in the sciatic nerve (SN), dorsal root 

ganglia (DRG) and trigeminal ganglia (TG). 
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Figure 5–Glycolysis and the TCA cycle show upregulated protein expression in the sciatic nerve but no 

changes in metabolic intermediates. A: The glycolysis pathway is shown with proteins (non-italicised) 

annotated by their gene symbol and metabolites (italicised). B: Proteins identified/quantified from 

glycolysis. Each protein is identified by its gene symbol and the plot shows the posterior mean log2 ratio 

(diabetes/control – D/C) and local false discovery rate (FDR) in the sciatic nerve (SN), dorsal root ganglia 

(DRG) and trigeminal ganglia (TG). C: Metabolites identified/quantified from glycolysis. Plot shows log2 

ratio and Mann-Whitney P-value in each tissue. D: The TCA cycle is shown. E: Proteins 

identified/quantified from the TCA cycle. F: Metabolites identified/quantified from the TCA cycle.  
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Figure 6–Schematic of protein and metabolite changes in the sciatic nerve in diabetes. Proteins (non-

italicised) and metabolites (italicised) are highlighted with upregulation in green, downregulation in red, no 

significant change in orange and not identified in black. Where a protein/metabolite showed multiple 

isoforms/species altered in different directions, these are depicted in multiple colours. Stars denote the 

production (closed stars) or consumption (open stars) of electron donors NADH (purple) and FADH2 (blue). 

ADP, adenosine diphosphate; ATP, adenosine triphsophate; CoA, coenzyme A; CoQ, Coenzyme 

Q/ubiquinol; CPT1/2, carnitine palmitoyltransferase 1/2; CytC, Cytochrome C; FAD, oxidised flavin 

adenine dinucleotide; FADH2, reduced flavin adenine dinucleotide; NAD
+
, oxidised nicotinamide adenine 

dinucleotide; NADH, reduced nicotinamide adenine dinucleotide; O2
•-
, superoxide; Pi, inorganic phosphate. 
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GC-MS Diabetic-Control

UHPLC-MS Diabetic-Control

Column headings are as follows for GC-MS:

Metabolite ID

SN Mean Log2 Ratio

SN l-95% CI

SN u-95% CI

SN P-value

DRG Mean Log2 Ratio

DRG l-95% CI

DRG u-95% CI

DRG P-value

TG Mean Log2 Ratio

TG l-95% CI

TG u-95% CI

TG P-value

Column headings are as follows for UHPLC-MS:

mz

rt

Putative ID

SN Control

SN STZ

SN Mean Log2 Ratio

SN l-95% CI

SN u-95% CI

SN P-value

SN FDR

DRG Control

DRG STZ

This document contains all metabolomic data in 2 sheets as follows:

Freeman et al. Supplemental Table 1
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DRG Mean Log2 Ratio

DRG l-95% CI

DRG u-95% CI

DRG P-value

DRG FDR

TG Control

TG STZ

TG Mean Log2 Ratio

TG l-95% CI

TG u-95% CI

TG P-value

TG FDR

Page 33 of 255 Diabetes



Gas Chromatography-MS data from the sciatic nerve, dorsal root ganglia and trigeminal ganglia of streptozotocin-

diabetic rats in comparison to healthy controls

Ultra-High Performance Liquid Chromatography-MS data from the sciatic nerve, dorsal root ganglia and trigeminal 

ganglia of streptozotocin-diabetic rats in comparison to healthy controls

Column headings are as follows for GC-MS:

Metabolite identification

Sciatic nerve mean log2 ratio 

Sciatic nerve lower 95% confidence interval

Sciatic nerve upper 95% confidence interval

Sciatic nerve Mann-Whitney P-value

Dorsal root ganglia mean log2 ratio 

Dorsal root ganglia lower 95% confidence interval

Dorsal root ganglia upper 95% confidence interval

Dorsal root ganglia Mann-Whitney P-value

Trigeminal ganglia mean log2 ratio 

Trigeminal ganglia lower 95% confidence interval

Trigeminal ganglia upper 95% confidence interval

Trigeminal ganglia Mann-Whitney P-value

Column headings are as follows for UHPLC-MS:

Mass-to-Charge ratio

Retention time

Putative identification, categorised

Number of control rats (total n =6) in which this feature was identified in the sciatic nerve

Number of streptozotocin rats (total n =6) in which this feature was identified in the sciatic nerve

Sciatic nerve mean log2 ratio 

Sciatic nerve lower 95% confidence interval

Sciatic nerve upper 95% confidence interval

Sciatic nerve Mann-Whitney P-value

Sciatic nerve false discovery rate

Number of control rats (total n=6) in which this feature was identified in the dorsal root ganglia

Number of streptozotocin rats (total n=6) in which this feature was identified in the dorsal root ganglia

This document contains all metabolomic data in 2 sheets as follows:
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Dorsal root ganglia mean log2 ratio 

Dorsal root ganglia lower 95% confidence interval

Dorsal root ganglia upper 95% confidence interval

Dorsal root ganglia Mann-Whitney P-value

Dorsal root ganglia false discovery rate

Number of control rats (total n=6) in which this feature was identified in the trigeminal ganglia

Number of streptozotocin rats (total n=6) in which this feature was identified in the trigeminal ganglia

Trigeminal ganglia mean log2 ratio 

Trigeminal ganglia lower 95% confidence interval

Trigeminal ganglia upper 95% confidence interval

Trigeminal ganglia Mann-Whitney P-value

Trigeminal ganglia false discovery rate
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Metabolite ID SN Mean LogSN l-95% CISN u-95% CISN p -value

Lactate -0.64386 -4.64386 1.063503 0.386476

Alanine -0.73697 -2.05889 1.117695 0.248213

Beta-Hydroxybutyric acid 4.146492 0.941106 6.391802 0.083265

Ethanolamine 0.678072 -0.18442 1.555816 0.148915

Glycerol 2.160275 1.709291 2.541019 0.020921

Leucine 1.327687 0.604071 2.107688 0.020921

Glycine -0.45403 -1.05889 0.201634 0.148915

Serine -0.97143 -1.78588 -0.1047 0.043308

Phosphoric acid -0.16812 -0.76121 0.641546 0.248213

Urea 0.815575 -0.0145 1.608809 0.148915

Benzoic acid -0.12029 -0.25154 0.014355 0.083265

Threonine -0.59946 -1.64386 1.042644 0.248213

Succinate -0.39593 -2.18442 0.956057 0.563703

Threitol and/or Erythritol 2.516015 1.726831 3.92505 0.020921

Malate -0.47393 -1.18442 0.344828 0.148915

Aspartate -1.152 -1.64386 -0.64386 0.020921

2-Hydroxyglutaric acid 0.056584 -1.64386 1.344828 0.77283

Creatinine 0.137504 -0.94342 1.981853 1

N-Acetylglutamic acid 0.189034 -0.47393 1.195348 0.77283

Glutamic acid -1.152 -2.05889 -0.16812 0.083265

Pyroglutamic acid -1.2863 -2.05889 -0.25154 0.148915

Dodecanoic acid -0.73697 -1.59946 0.124328 0.148915

Phenylalanine -1.25154 -2.12029 0.097611 0.020921

Pyroglutamic acid and/or glutamic acid -0.13606 -0.68966 0.344828 0.288844

Glycerol-2-phosphate -0.37707 -1 0.411426 0.248213

Pyrophosphate 0.124328 -2.05889 1.914565 0.4795

Glycerol-3-phosphate -0.35845 -1.25154 0.757023 0.248213

Sorbitol 4.646163 3.678072 6.119771 0.020921

Fructose 3.142413 2.403268 4.350497 0.020921

Glyceraldehyde-3-phosphate -0.26882 -0.78588 0.475085 0.248213

Glucose 2.266037 1.372952 3.224966 0.020921

Citrate 0.15056 -0.55639 1.157044 1

Tetradecanoic acid -0.94342 -1.39593 -0.57777 0.020921

Lysine -1.02915 -2.05889 -0.23447 0.043308

scyllo -Inositol -2.94342 -3.8365 -1.73697 0.020921

myo -Inositol -2.25154 -2.8365 -1.2863 0.020921

Tyrosine -1.47393 -2 -0.88897 0.020921

Palmitic acid -1.05889 -1.32193 -0.81097 0.020921

Stearic acid -1.05889 -1.32193 -0.81097 0.020921

Glucose-6-phosphate 0.111031 -0.78588 0.978196 0.563703

Tryptophan -0.94342 -1.8365 -0.18442 0.083265

Eicosanoic acid -1.05889 -1.32193 -0.81097 0.020921

Sucrose 0.731183 2.356144 1

Maltose -0.55639 -1.18442 -0.08927 0.043308

Fructose-1,6-bisphosphate 0.443607 -0.57777 1.748461 0.248213

Adenosine-5-monophosphate -0.152 -1.88897 1.344828 0.563703

Cholesterol -0.78588 -1.39593 0.238787 0.248213
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DRG Mean Log2 RatioDRG l-95% CIDRG u-95% CIDRG p -value TG Mean Log2 RatioTG l-95% CITG u-95% CITG p -value

0.238787 -1.64386 1.063503 0.563703 0.565597 -2.55639 0.4795

-2.12029 -5.05889 0.083265 0.713696 -3.64386 3.343408 0.4795

4.171527 5.975676 0.248213 5.072963 0.033895

0.704872 5.289466 0.77283 0.411426 0.028569 0.782409 0.0771

0.879706 0.400538 1.438293 0.020921 0.286881 -0.34008 1.111031 0.157299

0.83996 3.24184 0.563703 1.378512 -2.8365 2.632268 0.288844

-0.34008 -1.35845 1.744161 0.248213 -0.074 -0.81097 0.62293 0.723674

-1.51457 -3.05889 0.248213 0.111031 -1.25154 2.070389 0.723674

-0.32193 -0.68966 0.014355 0.083265 0.097611 -0.68966 0.910733 0.4795

-1 -2.64386 0.386476 2.893362 0.887525 0.033895

-0.49411 -1.73697 0.77283 -0.074 -0.32193 0.163499 0.372456

-1.25154 -2.32193 -0.30401 0.043308 -0.34008 -1.12029 0.214125 0.157299

0.367371 -1.39593 2.849999 0.77283 0.097611 -2.32193 1.895303 0.723674

-0.16812 -2.94342 0.77283 1.718088 0.895303 2.759156 0.033895

-0.41504 -1.05889 0.056584 0.148915 0.176323 -0.94342 1.769772 0.4795

-0.64386 -1.05889 -0.20091 0.020921 0.163499 -1 0.863938 0.4795

0.111031 -0.59946 0.956057 0.386476 -0.08927 -0.71312 0.516015 0.723674

-0.2863 -1.94342 0.963474 0.77283 -0.13606 -0.8365 0.62293 0.4795

-1.2863 -2.73697 0.386476 0.214125 -0.47393 1.176323 0.723674

-0.8625 -4.64386 0.189034 0.248213 -0.05889 -1.47393 1.232661 1

-1.02915 -1.55639 -0.62149 0.020921 -0.34008 -1.25154 0.823749 0.288844

-0.68966 1.104337 0.563703 -0.97143 -3.32193 -0.08927 0.033895

-1.68966 -3.32193 -0.91594 0.020921 -0.68966 -1.152 -0.32193 0.033895

-0.21759 -0.64386 0.263034 0.386476 0.887525 -1.25154 3.460743 0.288844

-0.16812 -0.76121 0.344828 0.77283 0.263034 -0.04394 0.604071 0.0771

1.722466 0.443607 0.049535

-0.37707 -1.05889 0.097611 0.148915 0.097611 -0.66658 0.831877 0.4795

4.256256 3.072106 5.035624 0.020921 4.778209 3.695994 7.263034 0.033895

2.823749 1.773996 3.68818 0.020921 2.965323 2.31904 3.858976 0.033895

-0.66658 -1.47393 -0.1047 0.083265 0.263034 -0.4344 0.925999 0.157299

3.868884 2.555816 5.088311 0.020921 4.292045 3.408712 5.694323 0.033895

-0.16812 -0.8625 0.298658 0.248213 0.411426 0.111031 0.773996 0.033895

-0.21759 -0.37707 -0.04394 0.043308 -0.59946 -0.76121 -0.45403 0.033895

-2.64386 -4.64386 -1.51457 0.020921 -0.8625 -1.51457 -0.34008 0.033895

-3.05889 -3.32193 -2.73697 0.020921 -2.55639 -3.32193 -1.64386 0.033895

-1.59946 -2.25154 -1.152 0.020921 -0.71312 -1.18442 -0.08927 0.033895

-1.25154 -1.51457 -0.91594 0.020921 -0.91594 -1.51457 -0.13606 0.033895

-0.37707 -0.8365 0.014355 0.083265 -0.49411 -1 0 0.0771

-0.39593 -0.81097 -0.02915 0.083265 -0.51457 -1.05889 0.014355 0.0771

0.356144 -0.57777 2.456806 0.248213 1.773996 1.028569 2.757023 0.033895

-0.20091 -0.76121 -2.64386 0.275007 0.0771

-0.23447 -0.51457 0.070389 0.148915 -0.45403 -1.05889 0.137504 0.0771

-1 -2.64386 0.386476 -2.47393 0.288844

0.9855 -0.39593 1.739848 0.148915 1.117695 -0.18442 1.996389 0.033895

1.475085 0.765535 2.017922 0.020921 0.903038 -1.4344 3.526069 0.4795

-0.0145 -2.18442 1.035624 0.723674 0.378512 -0.8625 1.744161 0.4795

-0.32193 -1.32193 0.298658 0.248213 -0.62149 -1.12029 -0.16812 0.033895
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-value
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mz rt

566.3214 375.8161

520.3385 378.4922

550.3876 455.0785

544.3374 389.5309

580.4332 453.5058

576.4001 418.7375

570.3537 395.7063

674.4347 414.7727

502.3287 513.5795

580.2956 344.3451

506.3594 584.121

504.3048 378.1925

647.4651 995.1112

673.4802 995.8957

785.6042 744.0215

791.5603 567.2106

839.6504 819.548

837.635 770.0239

813.6353 804.5006

853.5651 962.7527

803.5611 528.8486

761.5217 538.2935

659.4233 357.5435

754.5699 572.2351

846.552 580.0334

764.5567 551.8723

899.7288 746.8955

872.5671 584.765

558.3542 402.8825

856.7115 764.5041

928.6298 676.8447

728.5197 514.7022

746.5683 536.1022

829.5751 534.2905

761.3945 548.2099

774.5991 567.6027

840.5704 606.8419

786.5992 559.3982

784.5823 534.7596

780.5524 502.2131

802.6306 605.7189
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816.6463 627.7509

808.5828 530.1529

831.6655 652.4048

830.6618 653.1617

844.6778 675.5988

842.6615 636.6672

840.6448 603.8444

876.5852 652.1135

836.6146 560.9464

872.709 733.5355

852.5501 504.9917

868.679 722.9927

864.6462 595.0443

862.6299 564.0544

938.5325 529.1611

878.5681 495.7228

891.6637 647.9405

779.6611 653.3104

804.685 707.4154

478.3288 522.4009

564.4014 449.0944

848.6558 591.1109

548.4065 653.0036

846.6405 563.3425

674.5117 527.8578

726.5419 541.081

724.5276 530.1676

696.498 494.5724

722.5087 534.2933

812.5373 498.7441

814.5514 548.4312

803.6623 501.1003

780.587 635.1496

795.5975 565.0438

799.5424 554.1733

831.6931 532.0859

829.6773 567.5023

651.4734 502.5113

656.4235 425.4167

662.4752 491.3498

716.5228 519.5101

760.4899 490.9468

762.5057 491.4892

758.473 529.2574

846.5063 496.4053

786.5098 512.1703

820.5872 574.388
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858.5066 489.7902

856.6752 662.1647

852.6436 654.112

886.7246 775.5323

880.675 707.9553

878.6599 660.3987

770.5097 524.5181

769.5884 575.388

634.4801 485.267

883.5586 610.2556

826.5706 584.3496

760.5112 510.0961

760.5155 547.3721

873.4781 498.9447

874.6519 838.7625

925.5103 507.0619

939.5823 384.897

898.6558 674.8813

765.5256 522.296

810.6546 562.6279

843.5909 580.7249

903.668 930.4666

849.6928 834.5807

571.3566 395.5193

621.2998 369.8685

642.3613 380.568

665.2677 367.2137

822.5115 592.7711

903.5928 930.5803

937.6779 852.8342

935.6625 801.2615

963.6932 867.1291

892.6249 580.6204

912.5987 704.9136

927.6355 835.1768

612.3247 391.258

626.3657 406.2438

682.3633 379.3445

696.379 379.3138

760.4115 549.0091

810.5259 538.8523

842.5881 582.8274

812.542 535.7942

866.5266 521.8436

836.5425 531.7937

860.6353 804.8823

874.6518 704.1785
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866.5885 567.3681

888.671 874.2853

880.5117 485.005

918.6153 705.2608

694.5045 560.7003

774.564 470.2316

782.5326 470.6887

862.5195 566.568

796.5448 584.3852

676.455 464.2213

746.4571 534.7493

653.1423 508.5104

558.4852 491.732

644.5967 563.5627

692.4173 479.4602

618.485 809.9121

727.5141 501.4815

879.6548 981.7212

758.6471 528.3549

828.6279 558.1155

856.6593 592.6172

864.6537 785.3472

887.5632 509.6952

700.5716 498.9723

756.6331 558.4371

832.6598 603.2821

906.7024 867.8656

462.3419 351.2584

710.5237 508.1951

590.4536 685.0533

682.561 498.9335

739.6265 558.4253

626.3666 392.5178

482.4188 395.4073

416.2673 397.6259

386.2871 556.0152

701.5587 494.2684

799.6662 605.7516

827.6977 651.0702

790.7595 636.554

839.6968 634.972

703.5746 513.8561

729.5929 520.4912

809.6522 565.774

885.647 819.7948
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801.682 642.6599

837.6816 602.1784

835.6663 625.3192

851.6985 834.6199

879.6755 870.3595

783.6396 558.7424

811.6683 594.0029

302.3051 320.4642

424.2206 368.9778

411.297 557.7337

465.3467 351.7982

330.0679 282.6432

316.2479 305.97

370.2945 337.8977

344.2794 329.6798

394.2944 337.8962

460.2828 385.3556

462.2976 386.2562

422.3243 356.775

424.3415 358.5639

450.354 362.2456

414.3577 370.9839

468.333 358.4351

448.3413 358.1214

472.3402 357.2501

618.3073 425.7458

430.3799 377.9289

423.2714 321.271

639.4755 409.2485

613.4419 411.2056

557.4146 481.2763

583.4328 487.5151

585.4478 501.937

542.4841 512.2676

675.5148 528.0009

731.5026 533.372

745.4472 535.5257

771.4505 551.9693

755.5759 575.0075

685.5364 611.1223

825.6727 611.9264

791.6344 617.0642

687.5523 646.6503
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713.5676 654.0876

739.5833 656.073

715.5835 688.4914

741.599 693.1004

767.6146 705.4421

743.6149 733.9527

764.6749 744.7748

769.6306 744.9155

795.6451 755.2363

871.677 761.4977

909.7005 765.4246

745.6307 780.2241

766.6906 791.9471

771.6462 792.1547

873.6921 800.803

834.753 804.5006

792.7061 804.8023

797.6619 805.6087

899.7085 814.5289

915.6813 814.8243

949.7236 831.9067

886.7838 834.4811

920.7677 850.3817

925.7241 851.4848

912.7995 852.233

875.7083 852.2877

921.7011 853.1179

837.6928 854.3795

815.7121 856.4546

799.6773 861.5427

901.7237 865.8484

896.7687 866.229

938.8148 866.8376

947.7158 867.5763

825.693 877.8757

841.6667 877.9102

959.7861 879.3481

951.739 886.5428

889.7241 887.9806

888.7999 893.4633

846.7534 893.7525

913.6785 893.9344

661.5376 903.3773

927.739 903.6012

874.778 910.9059

840.712 919.2533

940.8304 929.1141
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865.7242 935.5399

843.7413 938.7949

864.7999 943.6408

827.7087 943.6621

822.7536 943.9043

889.6789 944.603

953.7541 949.9097

924.7994 951.1391

930.7583 951.3562

891.7398 951.7587

853.7241 960.928

890.8156 960.928

831.7425 961.5648

915.6945 961.7181

862.7833 962.0389

894.8005 962.0444

813.7315 964.3142

874.7846 979.2138

916.831 979.5425

941.7099 980.7329

819.7419 991.6513

887.7863 991.9422

841.7243 992.3833

905.7552 998.2575

659.5237 999.9497

942.8463 1000.134

947.7439 1020.987

932.7744 1021.096

892.8312 1036.65

833.7581 1037.079

923.7267 1037.78

917.7096 1038.725

919.7708 1045.136

859.7737 1056.303

918.8468 1056.757

943.7252 1058.216

957.786 1058.808

933.7867 1098.227

904.8313 1168.679

946.8776 1169.28

932.862 1170.043

935.8023 1189.634

961.8177 1217.512

911.8027 1273.249

798.6419 556.6205
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342.2635 317.9653

767.5396 545.941

905.68 1001.132

901.6459 865.8462

817.6092 750.3271

741.1946 534.54

725.1635 534.2915

838.1427 591.9708

891.2275 867.7132

580.2923 386.1644

853.2167 964.1982

751.128 507.8768

435.3119 711.1957

922.732 999.7683

754.2438 507.7178

647.5951 629.2842

213.146 297.3825

759.5718 529.3573

591.5341 1028.35

684.5301 560.5264

604.2933 376.3185

485.3586 448.194

396.31 343.7769

605.5494 570.4971

299.1613 332.3172

167.0701 320.2427

197.044 616.3268

181.0494 346.2316

454.8238 686.6308

856.212 918.3396

222.1804 350.4332

498.2027 371.8794

263.2364 1062.199

365.132 339.7252

557.9471 972.0942

765.034 526.1175

359.1666 523.9162

738.042 519.9767

770.0212 532.4018

736.0195 526.7684

249.021 344.8601

535.2086 318.622

462.2972 563.3703
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446.1193 508.1084

257.19 375.8813

225.0935 318.9698

795.048 526.5268

214.9888 475.2127

463.2988 600.5343

297.2402 376.5379

689.6432 704.9442

857.8256 982.3291

356.3519 431.1123

293.1812 395.3873

417.3138 627.5791

878.1522 679.5263

325.1619 422.428

502.3287 513.5795

675.9178 392.5194

371.1005 535.0602

223.9628 652.2901

104.1067 401.4274

327.0814 331.1091

224.0923 343.0631

472.2467 363.6764

347.1342 345.3191

839.0203 405.5836

767.0493 542.6586

261.1095 288.688

487.293 398.8344

777.6947 861.6933

248.9767 474.2849

815.0472 517.9969

279.0989 318.0419

390.0741 533.3688

646.3385 448.9202

644.3214 431.578

657.3207 376.184

295.1935 408.9782

316.1491 404.8291

262.9159 473.5694

436.3541 417.0342
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Putative ID

LYSOGLYCEROPHOSPHOLIPIDS

LysoPC(18:1)

LysoPC(18:2)

LysoPC(20:0)

LysoPC(20:4)

LysoPC(22:0)

LysoPC(22:2)

LysoPC(22:5);LysoPC(20:2)

LysoPC(24:1)

LysoPC(dm16:0)

LysoPC(dm18:1)

LysoPC(dm18:1)

LysoPE(18:0)

GLYCEROPHOSPHOLIPIDS

PA(32:0)

PA(34:1)

PA(42:2)

PA(43:6)

PA(44:0)

PA(44:1);PS(38:0)

PA(44:2)

PA(44:4)

PA(44:6);PA(42:3)

PA(O-18:0/19:1);PA(O-20:0/17:1);PA(P-16:0/21:0);PA(P-18:0/19:0);PA(P-20:0/17:0)

PA(P-16:0/13:0)

PC(15:0/dm18:0);PE(18:0/dm18:0);PE(20:0/dm16:0)

PC(18:0/dm18:1);PC(18:1/dm18:0);PC(20:1/dm16:0);PC(P-18:0/18:1);PC(18:2/O-18:0)

PC(18:4/dm18:1);PC(20:5/dm16:0);PC(16:1/dm18:1);PC(18:2/dm16:0);PC(O-16:0/18:3);PC(O-16:0/18:3);PC(P-16:0/18:2);PC(O-14:0/18:0);PC(O-16:0/16:0)

PC(20:1/24:1);PC(20:2/24:0);PC(44:2)

PC(20:1/dm18:1);PC(20:2/dm18:0);PC(22:2/dm16:0)

PC(21:4);PC(O-16:0/3:1)

PC(24:0/dm18:1);PC(24:1/dm18:0)

PC(24:1/dm18:1)

PC(32:3);PE(35:3);PC(32:0);PC(30:0);PE(33:0);PE-NMe(32:0);PA(37:4)

PC(33:1);PE(36:1);PE-NMe2(34:1);PA(38:2);PC(O-14:0/O-16:0);PE-NMe(O-16:0/O-16:0)

PC(34:0);PE(37:0);PE-NMe(36:0)

PC(34:1);PE(37:1);PA(39:2);PE-NMe2(O-16:0/O-16:0)

PC(35:1);PE(38:1);PA(40:2);PC(O-12:0/O-20:0);PC(O-14:0/O-18:0);PC(O-16:0/O-16:0);PC(O-20:0/O-12:0)

PC(35:2);PE(38:2);PE-NMe2(36:2)

PC(36:2);PA(41:3)

PC(36:3);PC(34:0);PE(37:0);PE-NMe(36:0);PA(41:4)

PC(36:5);PC(34:2);PE(37:2);PE-NMe(36:2);PA(41:6)

PC(37:1);PE(40:1);PA(42:2);PC(O-16:0/O-18:0)
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PC(38:1);PA(43:2)

PC(38:5);PC(36:2);PA(43:6)

PC(39:1);PE(42:1);PA(44:2);PC(O-18:0/O-18:0)

PC(39:1);PE(42:1);PA(44:2);PC(O-18:0/O-18:0)

PC(40:1)

PC(40:2)

PC(40:3);PC(38:0);PE(41:0);PE-NMe(40:0)

PC(40:4);PS(O-20:0/19:1);PS(P-18:0/21:0);PS(P-20:0/19:0)

PC(40:5);PC(38:2)

PC(42:1)

PC(42:11);PC(40:8);PC(38:5);PC(18:2/dm18:1);PC(18:3/dm18:0);PC(20:3/dm16:0);PC(O-16:0/20:4)

PC(42:3);PC(40:0);PE(43:0)

PC(42:5);PC(40:2)

PC(42:6);PC(40:3);PC(38:0);PE(41:0);PE-NMe(40:0)

PC(42:9)

PC(44:12);PC(42:9);PC(40:6);PE(43:6);PS(38:0);PC(20:3/dm18:1);PC(20:4/dm18:0);PC(22:4/dm16:0);PC(O-16:0/22:5);PC(O-16:0/22:6);PC(O-18:0/20:5);PC(O-18:1/20:4);PC(P-18:0/20:4)

PC(44:6);PC(42:3);PC(40:0);PE(43:0)

PC(O-14:0/22:0);PC(O-16:0/20:0);PC(O-18:0/18:0);PC(O-20:0/16:0);PA(P-20:0/21:0)

PC(O-16:0/22:0);PC(O-18:0/20:0)

PC(O-16:2)

PC(O-18:0/3:1)

PC(O-20:0/22:6)

PC(O-3:1/O-18:1);PC(P-3:0/O-18:1)

PC(P-20:0/22:6)

PE(14:0/dm18:1);PE(14:1/dm18:0);PE(16:1/dm16:0)

PE(18:2/dm18:1);PE(18:3/dm18:0);PE(20:3/dm16:0);PE(O-16:0/20:4);PC(15:0/dm16:0);PE(16:0/dm18:0);PE(18:0/dm16:0);PA(P-20:0/18:4);PA(P-18:0/20:4)

PE(18:3/dm18:1);PE(18:4/dm18:0);PE(20:4/dm16:0);PE(16:0/dm18:1);PE(16:1/dm18:0);PE(18:1/dm16:0);PnE(34:1);PA(O-16:0/22:6);PA(P-18:0/20:5)

PE(18:4/dm16:0);PA(P-16:0/20:5)

PE(18:4/dm18:1);PE(20:5/dm16:0);PE(16:1/dm18:1);PE(18:2/dm16:0);PA(P-16:0/22:6);PC(O-14:0/15:0);PE(O-16:0/16:0)

PE(20:1/dm18:1);PE(20:2/dm18:0)

PE(20:1/dm18:1);PE(20:2/dm18:0)

PE(22:0/dm18:1);PE(22:1/dm18:0);PE(24:1/dm16:0)

PE(22:4/dm18:0);PE(20:0/dm18:1);PE(20:1/dm18:0);PE(22:1/dm16:0);PA(O-20:0/22:6)

PE(22:4/dm18:1);PE(22:5/dm18:0)

PE(22:5/dm18:1);PE(22:6/dm18:0);PE(P-18:0/22:6);PC(34:1);PE(37:1);PC(34:1);SQDG(31:0);PE(20:2/dm18:1);PE(20:3/dm18:0);PC(O-15:0/20:4)

PE(24:0/dm18:1);PE(24:1/dm18:0)

PE(24:1/dm18:1)

PE(28:1)

PE(28:1);PC(O-10:0/O-12:0);PC(O-11:0/O-11:0);PC(O-16:0/O-6:0);PC(O-6:0/O-16:0)

PE(30:0);PC(27:0)

PE(34:2)

PE(38:7);PC(33:4);PE(36:4);PC(31:1);PE(34:1);PC(O-14:0/15:0);PE(O-16:0/16:0)

PE(38:7);PC(33:4);PE(36:4);PC(31:1);PE(34:1);PC(O-14:0/15:0);PE(O-16:0/16:0)

PE(38:9);PE(36:6);PS(O-16:0/16:1);PS(O-18:0/14:1);PS(P-16:0/16:0);PS(P-18:0/14:0);PS(P-20:0/12:0);PA(40:10);PE(34:3);PE(14:0/dm18:1);PE(14:1/dm18:0);PE(16:1/dm16:0)

PE(40:6);PS(36:2)

PE(40:9);PA(42:10);PI(29:0)

PE(42:5);PC(39:5);PC(37:2);PE(40:2);PA(44:6)
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PE(44:12);PS(P-18:0/22:6);PE(22:6/dm18:1)

PE(44:2)

PE(44:4);PC(39:1);PE(42:1);CerP(d18:1/26:1);PC(O-18:0/O-18:0)

PE(46:1);PC(O-20:0/O-20:0)

PE(46:4);PE(44:1)

PE(46:5);PE(44:2)

PE(O-16:1/22:6);PE(20:5/dm18:1);PE(22:6/dm16:0);PC(32:1);PE(35:1);PE-NMe(34:1);PE(18:2/dm18:1);PE(18:3/dm18:0);PE(20:3/dm16:0);PE(O-16:0/20:4)

PE(O-18:1/20:4);PE(20:3/dm18:1);PE(20:4/dm18:0);PE(22:4/dm16:0);PE(O-16:0/22:5);PE(O-18:0/20:5);DG(41:0)

PE(P-16:0/13:0);PA(P-16:0/15:1)

PE(P-20:0/22:4)

PE(P-20:0/22:6);PC(36:1);PE(39:1);PC(36:2);PC(O-17:0/20:4)

PG(34:4)

PG(34:4)

PG(38:4)

PG(42:3)

PG(42:6)

PG(44:4);PA(44:1)

PG(44:5)

PG(O-16:0/17:1);PG(O-18:0/15:1);PG(P-16:0/17:0);PG(P-18:0/15:0);PG(P-20:0/13:0)

PG(O-20:0/18:0);PG(O-18:0/20:0);PG(O-16:0/22:0)

PG(O-20:0/19:1(9Z));PG(P-18:0/21:0);PG(P-20:0/19:0);PA(P-20:0/21:0)

PG(O-20:0/21:0)

PG(O-20:0/22:0)

PI(16:1)

PI(18:1)

PI(20:2)

PI(20:4)

PI(32:3)

PI(39:3);PI(37:0)

PI(41:0)

PI(41:1)

PI(43:1)

PI(O-18:0/20:3);PI(O-20:0/18:3);PI(P-16:0/22:2);PI(P-18:0/20:2);PI(P-20:0/18:2)

PI(P-18:0/22:6)

PI(P-20:0/22:4)

PS(21:0);LysoPC(20:4);PC(20:4);LysoPC(18:1);PC(O-16:1/2:0);PC(P-16:0/2:0);PC(18:1)

PS(22:0)

PS(25:0);PC(23:0);PE(26:0);PE-NMe2(24:0);PC(22:1)

PS(26:0);PC(24:0);PE(27:0)

PS(31:3);PE(32:3);PE(31:4)

PS(36:2);PG(38:7);PC(33:3);PE(36:3);PA(38:4);PC(31:0);PE(34:0);PE-NMe2(32:0);PC(31:0)

PS(38:0);PG(40:5);PE(38:1)

PS(38:4);PS(36:1);PC(33:2);PE(36:2);

PS(39:3);PC(20:4/dm18:1);PC(20:5/dm18:0);PC(22:5/dm16:0);PC(O-38:6);PC(36:4);PE(22:5/dm18:1);PE(22:6/dm18:0);PE(P-18:0/22:6)

PS(40:6);PG(40:8);PS(36:0);PC(35:4);PE(38:4);PE-NMe2(36:4);PC(33:1);PE(36:1);PE-NMe2(34:1);PE(O-18:0/O-18:0);PE(O-20:0/O-16:0)

PS(41:1);PG(41:3)

PS(42:1)
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PS(42:5);PG(42:7);PE(40:3);PC(37:3);PC(35:0);PE(38:0);PE-NMe2(36:0)

PS(43:1)

PS(44:12);PS(42:9);PS(40:6);PE(42:10);PS(O-18:0/20:5);PS(P-16:0/22:4);PS(P-20:0/18:4);PS(P-18:0/20:4);PE(40:7)

PS(44:4);PC(40:1);PE(44:5);PS(O-20:0/20:0);PS(O-18:0/22:0);PE(42:2)

PS(O-16:0/14:0);PS(O-18:0/12:0);PG(P-16:0/14:1)

PS(O-16:0/20:2);PS(O-18:0/18:2);PS(P-16:0/20:1);PS(P-20:0/16:1);PS(P-18:0/18:1)

PS(O-18:0/17:2);PS(P-16:0/19:1);PS(P-18:0/17:1);PS(P-20:0/15:1);PC(14:1/dm18:1);PC(O-14:0/18:3)

PS(O-18:0/20:5);PS(P-16:0/22:4);PS(P-20:0/18:4);PS(P-18:0/20:4);PS(O-16:0/20:2);PS(O-18:0/18:2);PS(P-16:0/20:1);PS(P-20:0/16:1);PS(P-18:0/18:1)

PS(O-18:0/20:5);PS(P-16:0/22:4);PS(P-20:0/18:4);PS(P-18:0/20:4);PS(O-16:0/20:2);PS(O-18:0/18:2);PS(P-16:0/20:1);PS(P-20:0/16:1);PS(P-18:0/18:1);PG(P-16:0/22:6);PE(18:1/dm18:1);PE(18:2/dm18:0);PE(20:2/dm16:0);PE(O-18:0/16:0)

PS(P-16:0/13:0)

PS(P-16:0/13:0)

SPHINGOLIPIDS AND CERAMIDES

Cer(d18:0/24:0)

Cer(d18:2/16:0)

Ceramide (d18:1/22:0)

CerP(d18:1/16:0)

CerP(d18:1/16:0)

Etn-1-P-Cer(d14:1/18:0)

Galabiosylceramide (d18:1/16:0);Lactosylceramide (d18:1/16:0);SM(d18:2/24:1);SM(d18:0/22:0);

GlcCer(d18:0/20:0)

GlcCer(d18:0/22:0)

GlcCer(d18:0/24:0)

GlcCer(d18:2/23:0);GalCer(d18:2/23:0)

Glc-GP(38:4)

Glucosylceramide (d18:1/16:0);Galactosylceramide (d18:1/16:0);GlcCer(d18:1/16:0)

Glucosylceramide (d18:1/20:0);Galactosylceramide (d18:1/20:0)

Glucosylceramide (d18:1/24:1);Galactosylceramide (d18:1/24:1)

Glucosylceramide (d18:1/26:1);Galactosylceramide (d18:1/26:1)

Glucosylsphingosine;Galactosylsphingosine

N-(2-hydroxydocosanoyl)-4,8-sphingadienine

N-(2-hydroxyhexadecanoyl)-4,8-sphingadienine

N-(2-hydroxynonadecanoyl)-phytosphingosine

N-(2-hydroxytricosanoyl)-phytosphingosine

N-(2-hydroxytridecanoyl)-4,8-sphingadienine

N-(2-hydroxyundecanoyl)-4,8-sphingadienine

N,N,N-trimethyl-sphingosine

Phytosphingosine;hydroxysphinganine

SM(d16:1/18:1);SM(d18:1/16:1);SM(d18:2/16:0)

SM(d17:1/24:1);SM(d18:2/23:0)

SM(d17:1/26:1);SM(d18:2/25:0);SM(d19:1/24:1)

SM(d18:0/22:0)

SM(d18:0/24:0)

SM(d18:1/16:0)

SM(d18:1/18:1)

SM(d18:1/22:0)

SM(d18:1/23:0)
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SM(d18:1/23:0);CerP(d18:1/26:1)

SM(d18:1/24:0);SM(d18:0/24:1)

SM(d18:1/24:1)

SM(d18:1/25:0)

SM(d18:1/26:1)

SM(d18:2/22:1)

SM(d18:2/24:1);SM(d18:0/22:0)

Sphinganine

Sphingosine 1-phosphate

Sphingosine-1-phosphate (C19)

Sphingosyl-phosphocholine

ACYL CARNITINES

Acetylcarnitine

Decanoylcarnitine

Tetradecenoylcarnitine

Dodecanoylcarnitine 

Tetradecanoylcarnitine

Arachidonoyl dopamine;Linoelaidyl carnitine;Linoleyl carnitine

Linoelaidyl carnitine;Linoleyl carnitine

Palmitoylcarnitine

Linoelaidyl carnitine;Linoleyl carnitine

Stearoylcarnitine

Heptadecanoyl carnitine

Linoelaidyl carnitine;Linoleyl carnitine

Eicosatetranoyl carnitine;Vaccenyl carnitine;Elaidic carnitine;octadecenoyl carnitine

Cervonyl carnitine

Tetracosapentaenoyl carnitine

Stearoylcarnitine

ACYL GLYCERIDES

MG(18:2)

DAGe(30:1);DG(33:1)

DAGe(30:1)

DG(28:0)

DG(32:4);DG(30:1)

DG(32:3)

DG(30:0)

DG(35:2)

DG(42:8)

DG(40:10)

DG(39:6)

DG(41:4);DG(39:1)

TG(38:2)

TGe(48:3)

TG(42:0)

TG(38:1)
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TG(40:2)

TG(42:3)

TG(42:4)

TG(42:2)

TG(46:6)

TG(44:4)

TG(44:2)

TG(46:5)

TG(46:3)

TG(54:10)

TG(57:12)

TG(44:3)

TG(44:1)

TG(46:4)

TG(52:6)

TG(49:2)

TG(46:2)

TG(48:5)

TG(56:10)

TG(54:7)

TG(60:13)

TG(53:4)

TG(56:8)

TG(58:11)

TG(55:5)

TG(54:8)

TG(58:13)

TG(51:6)

TG(49:3)

TG(48:4)

TG(56:9)

TG(54:6)

TG(57:6)

TG(60:14)

TG(50:5)

TG(48:2)

TGe(58:6)

TG(60:12)

TG(55:8)

TG(53:3)

TG(48:3)

TGe(52:5)

TG(36:0)

TG(58:10)

TG(52:4)

TG(51:5)

TG(57:5)
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TG(53:6)

TG(51:3)

TG(51:1)

TG(49:4)

TG(48:1)

TGe(50:3)

TG(58:8)

TG(56:6)

TG(57:10)

TG(55:7)

TG(52:5)

TG(53:2)

TG(50:2)

TGe(52:4)

TG(51:2)

TGe(56:6);TGe(54:3)

TGe(50:4)

TG(52:3)

TG(55:3)

TGe(54:5)

TG(49:1)

TGe(52:0)

TG(51:4)

TG(54:4)

TG(36:1)

TG(57:4)

TG(56:5)

TG(57:9)

TG(53:1)

TG(50:1)

TGe(54:6);TG(51:0);TG(52:4);TG(50:1)

TGe(52:3)

TG(57:7)

TG(52:2)

TG(55:2)

TGe(54:4)

TG(60:9)

TG(58:7)

TG(54:2)

TG(57:2)

TG(56:2)

TG(56:3)

TG(60:8)

TG(56:4)

UBIQUINONES AND RELATED METABOLITES

3-Demethylubiquinone-9
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Decylubiquinol

Ubiquinol 8

Ubiquinol-10

Ubiquinone-10;Ubisemiquinone

Ubiquinone-9

PORPHYRINS

131-hydroxy-magnesium-protoporphyrin IX 13-monomethyl ester

2-Acetyl-Protoporphyrin Ix

Coproporphyrin I Containing Co(Iii)

Heptacarboxylporphyrin III

Protoporphyrin;Protoporphyrin IX

Uroporphyrin III;Uroporphyrin I

Zinc protoporphyrin-9

OTHERS

(24R)-1alpha,24,25-trihydroxy-22-oxavitamin D3;(24S)-1alpha,24,25-trihydroxy-22-oxavitamin D3;(25R)-1alpha,25,26-trihydroxy-22-oxavitamin D3;(25S)-1alpha,25,26-trihydroxy-22-oxavitamin D3

1,2-didocosanoyl-sn-glycero-3-phosphosulfocholine

10-Formyltetrahydrofolylpolyglutamate;Triglu-5-Formyl-Tetrahydrofolate

1-hexadecyl-tricosanoate

1-Nonanol

1-O-alpha-D-glucopyranosyl-(2-tetradecanoyloxy)-eicosan-1-ol;CE(18:3)

1-octadecyl-heptadecanoate

1-tetradecanyl-2-(8-[3]-ladderane-octanyl)-sn-glycerophosphoethanolamine

2-(8-[3]-ladderane-octanyl)-sn-glycero-3-phosphocholine

2alpha-(3-Hydroxypropyl)-1alpha,25-dihydroxy-19-norvitamin D3;MG(24:1);hexacosenoic acid

2-Arachidonoylglycerol;1-Arachidonoylglycerol;9-deoxy-9-methylene-16,16-dimethyl -PGE2;3alpha,7alpha,12alpha-Trihydroxy-24-nor-5beta-cholan-23-al;N,N-Dimethylsphing-4-enine

2-octadecanoyl-1-hexadecyl-sn-glycerol;decyl hexacosanoate;dodecyl tetracosanoate;eicosanyl hexadecanoate;hexadecyl icosanoate;tetradecyl docosanoate;octyl octacosanoate;octadecyl octadecanoate;hexatriacontanoic acid

2-Polyprenylphenol;Tridecanoic acid;methyl lauric acid;dimethyl-undecanoic acid

3-(2-Hydroxyphenyl)propanoate;Tropate;Phenyllactate;Methoxyphenylacetic acid;Phenoxypropionic acid

3-(3,4-Dihydroxyphenyl)pyruvate;3,4,6-trihydroxy-cis-cinnamate

3-(4-Hydroxyphenyl)pyruvate;Caffeate;2-Hydroxy-3-(4-hydroxyphenyl)propenoate;trans-2,3-Dihydroxycinnamate;4-Hydroxyphenylpyruvic acid

3,5-Diiodo-4-hydroxyphenylpyruvate

3-Hydroxyisopentyl-CoA

3-Hydroxy-N6,N6,N6-trimethyl-L-lysine

3-Sulfodeoxycholic acid

4-Dodecylphenol;6-[3]-ladderane-1-hexanol

4-Hydroxy-3-polyprenylbenzoate

5-hydroxy-CTP

6-(Adenosine Tetraphosphate-Methyl)-7,8-Dihydropterin;3',5'-Cyclic diGMP

6-(alpha-D-Glucosaminyl)-1D-myo-inositol;Lactosamine

Adenophostin A

Adenophostin B

ADP-D-glycero-D-manno-heptose;ADP-L-glycero-D-manno-heptose

Allantoin

all-trans-Retinoyl-beta-glucuronide;13-cis-retinoyl-beta-D-glucuronide

Arachidonoyl dopamine
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benzyladenine-7-N-glucoside;benzyladenine-9-N-glucoside

Deoxyestradiol

Descarboxy-nor-N(Omega)-Hydroxy-L-Arginine

Diadenosine triphosphate

Diethylthiophosphoric acid

dihydroxy-docosanoic acid

dimethyl-tridecanol

docosanyl icosanoate;eicosanyl docosanoate;hexacosanyl hexadecanoate;hexadecyl hexacosanoate;tetradecyl octacosanoate;tetracosanyl octadecanoate;octadecyl tetracosanoate

dotriacontanyl docosanoate;triacontanyl tetracosanoate;tetratriacontanyl icosanoate

Eicosanoyl-EA

Epsilon-(gamma-Glutamyl)-lysine

ergostatetraenol

Flavin adenine dinucleotide reduced;FADH2;FADH

Galactosylhydroxylysine

Gallopamil;N-(2R-methyl-3-hydroxy-ethyl)-16,16-dimethyl-5Z,8Z,11Z,14Z-docosatetraenoyl amine;N-(2-hydroxy-2S-methyl-ethyl)-16,16-dimethyl-5Z,8Z,11Z,14Z-docosatetraenoyl amine;N-(2-methoxy-ethyl)-16,16-dimethyl-5Z,8Z,11Z,14Z-docosatetraenoyl amine

Gamma-Methyleneadenosine-5'-Diphosphate

Geranylbenzoquinone;Hexadecatetraenynoic acid

L-Serine O-sulfate

L-Valinol;Choline

N-Acetyl-aspartyl-glutamate;3-Methyluridine

N-Acetyl-L-tyrosine;N-benzyloxycarbonyl-L-serine-betalactone;2-Hydroxy-8-methylchromene-2-carboxylate;2-Hydroxy-3-methylbenzalpyruvate

N-arachidonoyl glutamic acid

N-Benzoyl-D-arginine

Nicotinamide 8-Bromo-Adenine Dinucleotide Phosphate

Nicotinic acid adenine dinucleotide phosphate;Guanosine diphosphate adenosine

Nomega,Nomega'-Dimethyl-L-arginine;Symmetric dimethylarginine;N,N-dimethylarginine;N3, N4-Dimethylarginine;Thymyl acetate;dodecatetraenoic acid

N-palmitoyl tryptophan;4alpha-carboxy-5alpha-cholesta-8,24-dien-3beta-ol;(22Z)-1alpha,25-dihydroxy-20-epivitamin D2;(6R)-6,19-epidioxy-6,19-dihydrovitamin D2;(6S)-6,19-epidioxy-6,19-dihydrovitamin D2;(7E,22E)-(3S,6R)-6-hydroperoxy-9,10-seco-4,7,10(19),22-ergostatetraen-3-ol;(7E,22E)-(3S,6S)-6-hydroperoxy-9,10-seco-4,7,10(19),22-ergostatetraen-3-ol;1alpha,,25-dihydroxyvitamin D2;1alpha,25-dihydroxy-24-epivitamin D2;5(E)-1alpha,25-dihydroxy-24-epivitamin D2;1beta,25-dihydroxyvitamin D2;1beta,25-dihydroxy-24-epivitamin D2;5(E)-1beta,25-dihydroxyvitamin D2;5(E)-1beta,25-dihydroxy-24-epivitamin D2;(24R)-24,25-dihydroxyvitamin D2;24,25-dihydroxy-24-epivitamin D2;(24R)-24,26-dihydroxyvitamin D2;(24S)-1alpha,24-dihydroxyvitamin D2;(22E)-1alpha,25-dihydroxy-26-methyl-22,23-didehydrovitamin D3;1alpha,25-dihydroxy-18-methylidenevitamin D3;(22E)-1alpha,25-dihydroxy-22,23-didehydro-24a-homovitamin D3;(22E)-(25R)-1alpha,25-dihydroxy-26-methyl-22,23-didehydrovitamin D3;(22E)-(25S)-1alpha,25-dihydroxy-26-methyl-22,23-didehyd

O-(4-Hydroxy-3,5-diidophenyl)-3,5-diiodo-L-tyrosine;thyroxine

Oxalosuccinate

P1,P2-Bis(5'-adenosyl) triphosphate;P1,P3-Bis(5'-adenosyl) triphosphate;Diadenosine triphosphate;5',5'-diadenosine triphosphate

p-Methoxystilbene;Hexyloxyphenol

S-(2-Hydroxyethyl)glutathione

S-(9-hydroxy-PGA1)-glutathione;S-(11-hydroxy-9-deoxy-delta12-PGD2)-glutathione

S-(PGA1)-glutathione;Gsh-prostaglandin A1;10,11-dihydro-12R-hydroxy-leukotriene C4;S-(9-hydroxy-PGA2)-glutathione;S-(9-deoxy-delta12-PGD2)-glutathione;S-(11-OH-9-deoxy-delta9,12-PGD2)-glutathione

S-(PGA2)-glutathione;S-(PGJ2)-glutathione;S-(9-deoxy-delta9,12-PGD2)-glutathione

Tetradecyl Sulfate

Tetraethylenepentamine

Thiopyrophosphate

Tricosanoyl-EA
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SN Control SN STZ SN Mean LogSN l-95% CISN u-95% CISN p -valueSN FDR DRG Control

6 6 -0.64155 -0.93357 -0.35614 0.003948 0.008688 6

6 6 0.915936 0.713119 1.120294 0.003948 0.00025 6

5 5 0.713119 0.454032 0.971431 0.009023 0.089644 5

6 6 -0.18903 -0.33342 -0.04264 0.037373 0.059549 6

6 6 0.556393 0.321928 0.785875 0.003948 0.005262 6

2 6 0.888969 0.454032 1.395929 0.0455 0.050085 3

5 6 0.494109 0.268817 0.68966 0.00617 0.021012 6

4 6 2.473931 1.029146 3.321928 0.010515 0.098448 1

6 6 0.862496 0.556393 1.152003 0.003948 0.00695 6

6 6 -1.20789 -2.5008 -0.38957 0.016309 0.040885 0

6 6 -0.23879 -0.40054 -0.08406 0.010406 0.039404 6

6 6 0.340075 0.217591 0.473931 0.003948 0.003746 6

4 4 0.713119 0.37707 1.089267 0.020921 0.093927 1

5 5 0.761213 0.395929 1.120294 0.009023 0.097951 1

6 2 -2.91839 -3.19061 -2.59932 0.0455 0.003203 2

6 6 0.104697 0.0145 0.200913 0.016309 0.079231 6

6 2 -2.62994 -3.10936 -2.08746 0.0455 0.011057 3

6 6 -2.17632 -2.67807 -1.73552 0.003948 0.002501 1

6 3 -2.79701 -3.82985 -2.10434 0.020137 0.003943 3

5 4 -0.848 -1.24489 -0.41143 0.014306 0.04275 1

5 6 0.888969 0.666576 1.089267 0.00617 0.06111 6

6 6 0.217591 0.089267 0.358454 0.016309 0.03218 4

3 5 0.454032 0.136062 0.761213 0.025347 0.06177 5

6 6 0.168123 0.043943 0.286304 0.024975 0.05502 6

6 4 -0.52607 -0.85599 -0.21412 0.010515 0.032743 6

3 6 0.599462 0.395929 0.810966 0.020137 0.006366 3

6 6 -0.9855 -1.4489 -0.41143 0.006485 0.064097 6

6 6 -0.26303 -0.44361 -0.07039 0.024975 0.059726 6

6 6 0.643856 0.168123 1.184425 0.037373 0.058134 6

6 3 -1.4957 -2.1177 -0.87971 0.020137 0.022661 5

6 6 -0.23879 -0.44361 -0.04264 0.010406 0.077955 5

6 6 -0.37851 -0.51602 -0.23879 0.003948 0.006115 6

6 6 0.200913 0.074001 0.321928 0.016309 0.035091 6

5 6 0.514573 0.304006 0.713119 0.00617 0.104017 6

5 5 0.251539 0.089267 0.415037 0.009023 0.041726 5

6 6 0.713119 0.535332 0.888969 0.003948 0.000851 6

6 5 -0.31034 -0.65076 0 0.04461 0.148874 5

6 6 0.340075 0.184425 0.473931 0.003948 0.025311 6

6 6 0.415037 0.268817 0.556393 0.003948 0.015278 6

6 6 -0.926 -1.38405 -0.41143 0.003948 0.048218 4

6 6 0.434403 0.136062 0.736966 0.024975 0.053209 4
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6 6 0.415037 0.268817 0.556393 0.003948 0.004088 6

6 6 -0.74846 -0.926 -0.58496 0.003948 0.00024 6

6 6 0.643856 0.251539 1 0.010406 0.053817 6

6 6 0.577767 0.168123 0.971431 0.024975 0.062865 6

6 6 0.304006 0.120294 0.494109 0.016309 0.034962 6

6 6 0.68966 0.434403 0.915936 0.003948 0.017685 6

6 6 1.058894 0.761213 1.358454 0.003948 0.00863 6

6 6 -0.53605 -0.91073 -0.17632 0.010406 0.043108 6

6 6 -0.44361 -0.64155 -0.26303 0.003948 0.0059 6

6 6 -0.54597 -0.87184 -0.18903 0.016309 0.060795 6

6 3 -1.19535 -1.66903 -0.7137 0.020137 0.016656 6

6 6 -1.50589 -2.28392 -0.70487 0.003948 0.050085 6

6 5 -0.35614 -0.60407 -0.11103 0.010587 0.050878 6

6 6 0.666576 0.494109 0.836501 0.003948 0.001063 6

4 6 1.120294 0.736966 1.473931 0.010515 0.093927 5

6 6 -0.07039 -0.50589 0.304006 0.262332 0.787146 6

2 6 1.152003 0.514573 1.736966 0.0455 0.046599 3

6 6 -1.32193 -2.49313 -0.65076 0.006485 0.010944 2

6 4 -1.68706 -2.62059 -1.04963 0.010515 0.004494 0

6 6 -0.21412 -0.36737 -0.07039 0.016309 0.04633 6

6 6 0.340075 0.089267 0.577767 0.006485 0.061068 6

6 6 -0.43296 -0.62293 -0.25096 0.003948 0.006467 6

5 6 0.862496 0.535332 1.120294 0.00617 0.027343 2

0 6 6

6 6 -0.51602 -0.85599 -0.18903 0.016309 0.039861 6

6 6 0.621488 0.358454 0.888969 0.003948 0.018311 6

6 6 -0.17632 -0.29866 -0.04264 0.024975 0.078805 5

6 6 1.736966 1.358454 2.184425 0.003948 0.001763 0

6 6 -0.22651 -0.37851 -0.07039 0.016309 0.04967 6

5 6 -0.93357 -1.30451 -0.59455 0.00617 0.06111 6

6 6 -0.21412 -0.38957 -0.04264 0.016309 0.065709 6

6 5 0.736966 0.217591 1.184425 0.02846 0.081945 6

5 5 -0.53605 -0.91839 -0.20163 0.009023 0.036084 6

6 6 -0.20163 -0.38957 -0.02857 0.024975 0.092291 6

6 6 -0.28688 -0.45418 -0.12433 0.006485 0.024951 6

6 3 0.494109 0.234465 0.761213 0.020137 0.034214 1

5 6 1 0.68966 1.286304 0.00617 0.006253 6

6 5 -1.15704 -1.94111 -0.37851 0.00617 0.064699 6

5 6 2.643856 1.556393 3.643856 0.00617 0.054289 0

5 6 -0.64155 -0.9486 -0.35614 0.010587 0.083913 4

6 6 0.494109 0.304006 0.68966 0.003948 0.004686 6

5 5 -1.03562 -1.74846 -0.51602 0.009023 0.089644 6

5 5 0.454032 0.152003 0.761213 0.009023 0.049523 5

4 6 0.785875 0.340075 1.217591 0.010515 0.039188 4

6 6 1.395929 0.514573 2.736966 0.010406 0.0373 3

6 6 0.888969 0.736966 1.029146 0.003948 0.003992 6

5 6 0.666576 0.454032 0.862496 0.00617 0.078117 5
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5 6 1.184425 0.454032 1.736966 0.04461 0.079271 0

6 6 0.666576 0.304006 1.029146 0.010406 0.035348 6

6 6 0.666576 0.358454 0.943416 0.006485 0.026233 6

6 6 -0.96347 -1.50589 -0.52607 0.006485 0.007378 6

6 6 0.713119 0.340075 1.029146 0.003948 0.041607 6

4 4 1 0.395929 1.736966 0.020921 0.041204 3

6 6 -0.67807 -0.93357 -0.44361 0.003948 0.00209 6

6 6 -0.65992 -1.08406 -0.23879 0.010406 0.04349 6

6 6 -0.43296 -0.85599 -0.08406 0.037373 0.083725 6

6 6 -0.37851 -0.70487 -0.08406 0.024975 0.069411 6

6 6 -0.32193 -0.48543 -0.1635 0.010406 0.015417 6

5 4 -1.36737 -1.852 -0.73118 0.027486 0.058134 4

2 6 -0.90304 -1.8679 -0.32193 0.0455 0.041887 6

6 5 1.321928 0.888969 1.785875 0.00617 0.013853 0

6 2 0.535332 0.340075 0.736966 0.0455 0.091739 0

6 6 1.251539 0.577767 2 0.010406 0.033613 4

5 6 1.358454 1.152003 1.556393 0.00617 0.039302 6

5 6 1.434403 0.785875 2.058894 0.010587 0.032402 1

5 6 -0.60407 -0.99277 -0.27501 0.00617 0.097951 6

5 4 1.395929 0.810966 2 0.014306 0.038648 1

6 6 0.556393 0.340075 0.761213 0.003948 0.015664 6

6 6 0.395929 0.184425 0.621488 0.006485 0.02341 1

6 6 -1.4957 -1.95977 -1.12433 0.003948 0.00025 6

3 6 0.37707 0.120294 0.621488 0.020137 0.057116 6

6 6 0.713119 0.200913 1.286304 0.016309 0.057669 0

6 6 2.643856 2.120294 3.473931 0.003948 3.79E-05 6

6 4 0.888969 0.304006 1.599462 0.019016 0.05614 4

6 6 0.599462 0.321928 0.915936 0.003948 0.008952 5

5 6 0.454032 0.152003 0.785875 0.017622 0.046746 1

6 6 -1.08406 -1.48027 -0.774 0.003948 0.002927 1

6 6 -1.7866 -3.32912 -1.04264 0.003948 0.003569 0

6 6 0.473931 0.136062 0.836501 0.016309 0.047205 1

4 6 2.836501 2.473931 3.184425 0.010515 0.000999 4

6 6 -0.35614 -0.55582 -0.1635 0.024975 0.02175 6

6 4 -2.52857 -3.49953 -1.88362 0.010515 0.002136 1

6 5 -0.36737 -0.47508 -0.26303 0.00617 0.003395 6

3 6 2.473931 1.888969 2.943416 0.020137 0.093927 5

6 4 -0.61353 -0.926 -0.23879 0.033006 0.055985 6

6 6 -0.78241 -1.22651 -0.32193 0.010406 0.039861 6

6 5 0.168123 0.043943 0.304006 0.04461 0.070581 6

5 6 -0.61353 -0.9782 -0.27501 0.010587 0.023209 6

6 6 0.643856 0.395929 0.888969 0.003948 0.010529 6

6 6 -0.44361 -0.60407 -0.28688 0.003948 0.002742 6

6 6 -0.33342 -0.48543 -0.17632 0.003948 0.010529 6

6 6 -0.23879 -0.43296 -0.05658 0.024975 0.068113 6

6 2 -2.35614 -2.7866 -1.79077 0.0455 0.017607 1

6 6 -0.32193 -0.54597 -0.11103 0.010406 0.043178 6
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6 6 0.943416 0.666576 1.251539 0.003948 0.001434 6

6 6 -2.85 -3.4957 -2.26003 0.003948 0.008825 5

6 6 -0.8953 -1.33914 -0.50589 0.003948 0.007996 6

6 6 -0.44361 -0.62293 -0.26303 0.003948 0.006428 6

4 6 -0.42223 -0.57531 -0.26303 0.010515 0.009727 6

6 6 1.599462 0.556393 2.395929 0.010406 0.095721 6

4 6 1.736966 0.415037 5.643856 0.033006 0.075161 5

5 6 -0.61353 -1 -0.27501 0.00617 0.096258 6

6 5 -0.53605 -0.91839 -0.15056 0.017622 0.056303 0

5 6 1.943416 1.358454 2.556393 0.00617 0.089644 2

6 6 -0.45418 -0.66903 -0.23879 0.006485 0.016266 6

6 6 -1.92979 -3.08236 -0.95606 0.010406 0.046599 6

6 6 -0.87971 -2.02857 -0.1635 0.037373 0.07347 6

5 6 1.184425 0.810966 1.514573 0.00617 0.017931 5

6 6 0.556393 0.104697 0.971431 0.016309 0.097933 6

5 5 -2.24793 -4.23802 -1.03562 0.009023 0.062779 5

6 6 -0.9782 -1.46467 -0.50589 0.006485 0.022704 6

6 6 -0.26303 -0.43296 -0.11103 0.003948 0.034229 1

6 6 0.666576 0.340075 1 0.003948 0.014972 6

2 6 1.888969 1.217591 2.943416 0.0455 0.075475 4

5 6 1.358454 0.943416 1.736966 0.00617 0.089644 6

6 2 -1.3505 -1.88362 -0.9486 0.0455 0.043336 1

6 6 0.971431 0.434403 1.556393 0.010406 0.032628 6

6 6 1.029146 0.217591 1.943416 0.024975 0.079384 6

6 6 0.621488 0.184425 1 0.024975 0.072962 6

6 6 -0.48543 -0.774 -0.21412 0.010406 0.021082 6

4 5 0.836501 0.454032 1.251539 0.014306 0.014689 0

6 6 0.268817 0.074001 0.454032 0.037373 0.050085 6

6 6 -1.02148 -1.38405 -0.68706 0.003948 0.002389 6

6 6 0.713119 0.37707 1.029146 0.006485 0.019045 5

6 6 1.089267 0.251539 2.184425 0.024975 0.075899 6

4 6 0.761213 0.304006 1.152003 0.019016 0.0511 4

6 6 2.836501 2.473931 3.184425 0.003948 0.002136 6

6 6 -0.40054 -1 0.043943 0.200185 0.210626 6

6 5 -0.18903 -0.33342 -0.04264 0.02846 0.065641 6

6 6 0.340075 0.089267 0.599462 0.024975 0.064434 6

6 6 0.68966 0.268817 1.120294 0.006485 0.039404 6

6 6 0.340075 0.089267 0.577767 0.010406 0.06125 6

6 6 0.321928 0.058894 0.599462 0.037373 0.080259 6

6 6 0.434403 0.089267 0.761213 0.006485 0.079378 5

6 6 0.621488 0.304006 0.971431 0.006485 0.012355 5

6 6 0.340075 0.152003 0.535332 0.010406 0.02484 6

6 6 0.514573 0.286304 0.736966 0.003948 0.009116 6

6 6 1.217591 0.943416 1.473931 0.003948 0.005385 6

6 5 -4.27277 -5.47962 -3.38267 0.00617 0.017728 1
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6 6 0.621488 0.251539 1.029146 0.010406 0.026233 6

3 6 0.810966 0.454032 1.152003 0.020137 0.015573 1

6 6 -0.20163 -0.31034 -0.09761 0.010406 0.016136 6

6 6 -1.48543 -1.9486 -1.1177 0.003948 0.00023 1

6 6 0.810966 0.286304 1.514573 0.016309 0.034311 1

6 6 0.836501 0.577767 1.089267 0.003948 0.003882 6

6 6 0.514573 0.340075 0.68966 0.003948 0.002156 6

6 6 0.184425 0.043943 0.321928 0.010406 0.082739 5

5 6 0.535332 0.268817 0.810966 0.010587 0.013528 6

6 6 1 0.713119 1.286304 0.003948 0.004582 6

3 4 0.943416 0.358454 1.473931 0.033895 0.069376 5

6 5 -0.37851 -0.73985 -0.04264 0.04461 0.098815 2

6 6 -0.63227 -1.18903 -0.05658 0.037373 0.124095 6

6 6 -0.82375 -1.29278 -0.32193 0.006485 0.050521 6

6 6 -0.65992 -1.20789 -0.1375 0.010406 0.077526 6

6 6 -0.22651 -0.75702 0.321928 0.262332 0.514715 6

5 6 1.217591 0.943416 1.473931 0.00617 0.06111 6

6 6 0.713119 0.535332 0.888969 0.003948 0.003233 6

6 6 1.556393 0.862496 2.120294 0.003948 0.046175 6

6 6 2.395929 1.736966 2.943416 0.003948 0.025205 6

5 6 0.029146 -0.37851 0.454032 0.855132 0.933666 6

6 6 0.810966 0.304006 1.251539 0.010406 0.059179 6

5 6 2.643856 2.251539 3.058894 0.00617 0.06111 6

6 6 -0.1635 -0.57531 0.268817 0.262332 0.551818 6

6 6 -1 -1.5656 -0.44361 0.006485 0.036081 6

6 6 -0.53605 -0.8953 -0.1635 0.016309 0.055372 6

6 4 0.494109 0.120294 0.888969 0.019016 0.085487 6

6 5 0.217591 0.074001 0.358454 0.00617 0.098531 6

6 6 -0.1375 -0.23879 -0.04264 0.003948 0.067901 6

6 6 0.358454 0.120294 0.621488 0.024975 0.039696 6

6 5 -2.4489 -3.67129 -1.56071 0.00617 0.022669 5

6 3 -1.44361 -3.86295 -0.41143 0.038867 0.06177 0

6 5 -4.15218 err. -2.76977 0.00617 0.028244 4

4 5 -0.33342 -0.60407 -0.07039 0.027486 0.075161 5

6 6 -0.50589 -0.85599 -0.17632 0.016309 0.042503 6

6 5 -0.78241 -1.0635 -0.4957 0.00617 0.007641 3

6 6 -0.65992 -0.9855 -0.34483 0.006485 0.014572 6

5 4 -0.20163 -0.34483 -0.07039 0.014306 0.085442 1

6 6 0.415037 0.286304 0.535332 0.003948 0.006564 6

6 4 -5.0009 -6.07403 -3.34483 0.010515 0.077167 2

5 6 0.37707 0.152003 0.599462 0.010587 0.026976 6

6 6 0.340075 0.234465 0.454032 0.003948 0.00209 6

6 4 -5.10978 -6.00787 -3.75916 0.010515 0.057566 1
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6 5 -4.49442 -5.60318 -3.49697 0.00617 0.029708 4

6 2 -5.84875 -7.30797 -4.89724 0.0455 0.01452 2

6 3 -5.73471 -6.92125 -4.56071 0.020137 0.038174 2

6 5 -5.84172 -7.32706 -4.87971 0.00617 0.017685 5

6 6 -4.18428 -5.1469 -3.41819 0.003948 0.012859 5

6 3 -5.48896 -6.46156 -4.49953 0.020137 0.02797 5

6 4 -3.91169 -4.82528 -3.23113 0.010515 0.006332 1

6 6 -4.08066 -5.15421 -3.34199 0.003948 0.007451 6

6 6 -3.70487 -4.62176 -3.04963 0.003948 0.004582 6

5 6 -1.23879 -2.16672 -0.65076 0.00617 0.00858 2

6 6 -1.07039 -2.04963 -0.27501 0.024975 0.067473 1

6 5 -3.80323 -5.93475 -2.78241 0.00617 0.015627 6

6 2 -4.63169 -5.9241 -3.75702 0.0455 0.011798 1

6 6 -4.78031 -5.84122 -4.03474 0.003948 0.007956 6

6 6 -0.90304 -1.65076 -0.38957 0.010406 0.025205 5

6 3 -2.72465 -4.10434 -1.96347 0.020137 0.00209 3

6 2 -3.96901 err. -2.29866 0.0455 0.010529 1

6 6 -3.47379 -4.43162 -2.80323 0.003948 0.004681 6

6 6 0.888969 0.304006 1.556393 0.016309 0.045086 6

6 6 1.152003 0.643856 1.836501 0.003948 0.006366 2

5 6 1.473931 0.621488 2.643856 0.00617 0.034388 0

6 6 -1.32769 -1.73552 -0.9782 0.003948 0.000678 5

6 5 0.836501 0.251539 1.556393 0.02846 0.052351 0

6 6 1.029146 0.454032 1.643856 0.016309 0.030648 6

6 6 -0.76553 -1.0635 -0.51602 0.003948 0.004536 4

6 6 -0.73985 -0.9782 -0.53605 0.003948 0.00376 6

6 6 -1.12433 -1.53107 -0.79909 0.003948 0.00209 1

6 6 -2.37573 -2.80529 -2.0036 0.003948 0.001063 5

6 4 -3.40327 -4.05658 -2.87578 0.010515 0.002899 0

6 6 -5.36036 -6.26266 -4.38059 0.003948 0.03218 6

6 6 0.785875 0.415037 1.251539 0.003948 0.011271 6

6 6 0.736966 0.268817 1.217591 0.003948 0.040963 4

6 6 0.888969 0.395929 1.473931 0.003948 0.023298 2

6 6 0.736966 0.234465 1.321928 0.003948 0.044603 0

6 6 -2.18903 -2.68482 -1.70929 0.003948 0.007094 6

5 5 -1.74416 -2.15056 -1.28688 0.009023 0.021547 6

6 2 -1.88753 -2.23573 -1.4489 0.0455 0.012907 1

6 6 1.888969 1.152003 3.058894 0.003948 0.007094 0

6 6 1.286304 0.643856 2.120294 0.003948 0.016563 5

6 6 -2.09424 -2.41143 -1.75702 0.003948 0.003883 5

6 6 -2.24489 -2.62994 -1.89142 0.003948 0.001684 6

6 6 -2.14731 -2.56803 -1.7866 0.003948 0.000537 5

4 5 -1.42223 -2.22033 -0.8953 0.014306 0.003994 0

6 6 1.358454 0.810966 1.888969 0.003948 0.02277 2

6 6 -0.848 -1.1375 -0.59455 0.003948 0.001295 1

6 6 -0.82375 -1.04264 -0.60407 0.003948 0.001502 6

6 6 0.415037 0.120294 0.68966 0.024975 0.056604 4
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6 6 -0.58496 -0.75702 -0.42223 0.003948 0.001231 6

6 6 -1.37851 -1.848 -1.0072 0.003948 0.000363 1

6 6 -2.90497 -3.33485 -2.52857 0.003948 0.001415 6

6 6 -2.86196 -3.28983 -2.48543 0.003948 0.001415 6

6 6 -3.32625 -3.82273 -2.89142 0.003948 0.00232 6

6 4 -3.41007 -4.06953 -2.89142 0.010515 0.00225 5

6 6 0.836501 0.37707 1.321928 0.010406 0.023086 3

6 6 0.761213 0.251539 1.358454 0.024975 0.046376 0

6 6 1.286304 0.836501 1.836501 0.003948 0.002766 5

6 6 1.184425 0.761213 1.736966 0.003948 0.001854 6

6 6 -0.48543 -0.67807 -0.31034 0.003948 0.004666 6

6 6 -0.79909 -1.10434 -0.52607 0.003948 0.002011 6

6 6 -1.55582 -2.15381 -1.0635 0.003948 0.00302 5

6 6 -0.69599 -0.96347 -0.46467 0.003948 0.00225 5

6 6 -0.65992 -0.91073 -0.43296 0.003948 0.002328 3

6 3 -0.80735 -1.04963 -0.5656 0.020137 0.003645 1

6 6 -0.67807 -1.29278 -0.22651 0.006485 0.048051 1

6 6 -0.38957 -0.63227 -0.17632 0.003948 0.031457 6

6 6 -0.48543 -0.79077 -0.22651 0.003948 0.029713 6

6 6 -0.34483 -0.50589 -0.20163 0.003948 0.013914 5

6 6 -1.34483 -1.83592 -0.94111 0.003948 0.001063 1

6 6 -0.32193 -0.61353 -0.07039 0.010406 0.088337 1

6 6 -0.81558 -1.04963 -0.57531 0.003948 0.004088 3

6 6 0.217591 0.120294 0.321928 0.003948 0.01119 6

6 6 -0.47508 -0.83188 -0.17632 0.003948 0.042041 0

6 6 0.234465 0.043943 0.415037 0.037373 0.074869 4

6 6 0.888969 0.556393 1.217591 0.003948 0.007031 0

6 6 0.713119 0.304006 1.120294 0.010406 0.037504 6

6 6 -0.45418 -0.774 -0.1635 0.003948 0.034667 6

6 6 -1.24489 -2.36457 -0.50589 0.003948 0.026026 6

6 6 -0.42223 -0.76553 -0.1375 0.003948 0.054571 3

6 6 -0.73118 -1.26903 -0.27501 0.003948 0.030322 5

6 6 1.217591 0.836501 1.68966 0.003948 0.001434 3

6 6 -1.05658 -1.66903 -0.59455 0.003948 0.005542 6

6 6 -0.31034 -0.53605 -0.09761 0.010406 0.046376 6

6 6 -0.44361 -0.75702 -0.17632 0.003948 0.043291 3

5 6 1.152003 0.494109 1.943416 0.00617 0.032075 0

6 6 0.666576 0.136062 1.217591 0.016309 0.079836 6

6 6 0.761213 0.286304 1.184425 0.024975 0.06177 3

6 6 0.862496 0.340075 1.358454 0.010406 0.04967 1

6 6 0.785875 0.286304 1.251539 0.024975 0.057177 1

6 6 1 0.304006 1.68966 0.037373 0.072375 6

5 6 2.184425 1.358454 3.321928 0.00617 0.021012 0

6 6 2.395929 1.434403 3.836501 0.003948 0.024706 6

6 6 0.251539 0.089267 0.434403 0.016309 0.042606 5
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6 6 -0.48543 -1.03562 0.089267 0.054664 0.208599 6

5 6 -0.76553 -1.11103 -0.47508 0.00617 0.058504 6

6 6 0.268817 0.058894 0.473931 0.010406 0.065342 1

4 6 0.643856 0.200913 1.217591 0.010515 0.071725 3

6 6 1.473931 0.473931 2.321928 0.006485 0.091483 6

6 6 -1.21412 -1.9855 -0.55582 0.010406 0.031066 6

6 6 -1.29278 -2.08746 -0.60407 0.010406 0.032369 6

6 6 0.785875 0.494109 1.058894 0.003948 0.008815 1

6 6 1.152003 0.454032 2.058894 0.003948 0.035011 0

4 5 -0.35614 -0.60407 -0.09761 0.014306 0.073277 6

6 4 -1.1635 -1.70929 -0.67807 0.010515 0.011351 1

6 6 -2.61589 -4.21335 -1.32193 0.006485 0.064434 6

6 6 0.434403 0.184425 0.666576 0.010406 0.028407 6

6 6 0.184425 0.152003 0.217591 0.003948 0.000104 6

6 6 -2.04963 -2.95047 -1.20163 0.006485 0.035091 6

6 6 0.454032 0.184425 0.68966 0.010406 0.04385 4

6 6 0.136062 0.043943 0.234465 0.016309 0.039861 6

6 6 0.494109 0.395929 0.599462 0.003948 0.000399 6

5 6 -0.94111 -2.03914 -0.18903 0.02846 0.070838 0

5 5 -1.10434 -1.51602 -0.54597 0.009023 0.067601 3

6 6 0.395929 -0.02857 0.761213 0.149541 0.190434 6

6 6 0.943416 0.184425 2 0.024975 0.07538 6

6 6 1.68966 1.251539 2.184425 0.003948 0.004088 6

6 6 0.152003 0.043943 0.251539 0.003948 0.049882 6

6 6 -1.07039 -1.9855 -0.42223 0.010406 0.026045 6

6 6 -0.8953 -1.65992 -0.26303 0.016309 0.051096 5

5 6 0.358454 0.074001 0.621488 0.02846 0.076348 2

6 6 -0.80735 -1.45943 -0.27501 0.016309 0.039668 6

6 6 0.577767 0.268817 0.888969 0.010406 0.023528 6

6 6 -1.62293 -2.01078 -1.28688 0.003948 0.000464 1

6 6 -0.36737 -0.61353 -0.12433 0.016309 0.050085 6

6 6 -0.63227 -1.22651 -0.1375 0.024975 0.065934 5

5 6 0.736966 0.268817 1.152003 0.02846 0.058984 1

6 6 -0.5656 -0.97085 -0.1635 0.016309 0.057586 3

5 6 1.286304 0.494109 2.643856 0.010587 0.031167 6

6 6 0.340075 0.184425 0.473931 0.003948 0.018044 6

6 5 -0.848 -1.1177 -0.58496 0.00617 0.004197 6

6 6 -0.46467 -0.62293 -0.31034 0.003948 0.002136 6

6 5 0.713119 0.358454 1.120294 0.00617 0.017187 6

6 6 -0.35614 -0.52607 -0.17632 0.003948 0.018875 6

6 5 -0.73118 -1.37295 -0.17632 0.017622 0.064097 0

6 6 -1.73985 -5.93946 -0.43296 0.016309 0.071572 0

6 6 -0.11103 -0.17632 -0.05658 0.010406 0.01779 6
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6 6 -2.0635 -3.36036 -1.01436 0.010406 0.050193 6

6 6 -0.82375 -1.56071 -0.20163 0.024975 0.060795 0

6 6 -1.09085 -2.07039 -0.37851 0.016309 0.039696 2

6 6 -0.47508 -0.72247 -0.25096 0.003948 0.011369 6

6 6 -0.35614 -0.65076 -0.08406 0.037373 0.06177 6

6 6 -0.42223 -0.59455 -0.25096 0.003948 0.004582 1

6 6 -0.29866 -0.4957 -0.08406 0.010406 0.070073 6

6 6 -0.27501 -0.45418 -0.09761 0.016309 0.034311 6

6 6 -0.45418 -0.82375 -0.15056 0.006485 0.057817 1

6 6 -0.41143 -0.78241 -0.09761 0.037373 0.067166 6

6 6 -0.72247 -1.33342 -0.08406 0.037373 0.116231 6

6 6 -0.40054 -0.75702 -0.11103 0.037373 0.074404 6

6 6 0.666576 0.136062 1.152003 0.024975 0.091277 4

3 4 0.251539 0.168123 0.340075 0.033895 0.028787 0

6 6 0.862496 0.556393 1.152003 0.003948 0.00695 6

5 5 -0.79909 -1.29278 -0.31034 0.009023 0.04967 6

6 6 -1.29866 -2.14405 -0.58496 0.010406 0.033775 1

6 6 -0.26303 -0.4957 -0.04264 0.037373 0.087708 6

6 6 -0.29866 -0.46467 -0.1375 0.006485 0.020955 6

5 5 -0.8953 -1.64155 -0.21412 0.02828 0.079173 5

4 6 -0.50589 -0.83188 -0.21412 0.019016 0.028606 5

6 6 0.666576 0.136062 1.395929 0.010406 0.079267 5

6 6 -0.95606 -1.76977 -0.35614 0.010406 0.031746 6

6 6 -0.69599 -1.18269 -0.21412 0.016309 0.053943 5

6 6 -0.45418 -0.73118 -0.1635 0.010406 0.049523 6

6 5 -0.60407 -0.93357 -0.23879 0.017622 0.054807 6

6 6 -0.20163 -0.28688 -0.12433 0.003948 0.005218 6

6 6 -6.37643 -7.70002 -5.12391 0.003948 0.04586 1

6 6 -0.45418 -0.7137 -0.17632 0.016309 0.048788 6

6 6 0.915936 0.340075 1.836501 0.037373 0.041195 6

6 6 -1.07039 -2.1375 -0.35614 0.016309 0.039393 6

6 6 -1.52105 -2.79286 -0.52607 0.010406 0.061068 5

6 6 -0.41143 -0.76553 -0.08406 0.037373 0.07314 6

4 6 1.184425 0.761213 1.599462 0.010515 0.013123 6

5 6 -0.79909 -1.33342 -0.40054 0.00617 0.093927 6

6 6 0.074001 -0.22651 0.358454 0.748774 0.725396 6

6 6 -0.27501 -0.61353 0.0145 0.109315 0.176185 6

6 6 -0.41143 -0.79909 -0.07039 0.024975 0.079098 2

4 5 0.535332 0.251539 0.862496 0.014306 0.035715 6
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DRG STZ DRG Mean Log2 RatioDRG l-95% CIDRG u-95% CIDRG p-valueDRG FDR TG Control TG STZ

6 -0.69599 -1.47508 -0.08406 0.037373 0.353672 6 6

6 0.736966 -0.11103 1.321928 0.054664 0.545614 6 6

6 0.304006 -0.47508 1.286304 0.583882 0.804572 4 6

6 -0.22651 -0.64155 0.152003 0.200185 0.684916 6 6

6 -0.01436 -0.73985 0.713119 1 0.979434 6 6

5 0.473931 -0.76553 1.643856 0.456057 0.724735 5 6

6 0.434403 -0.31034 1 0.200185 0.684916 6 4

2 0.358454 6 6

6 0.785875 0.556393 1.029146 0.003948 0.005728 5 6

0 6 5

6 -0.08406 -0.25096 0.089267 0.42334 0.71394 6 6

6 0.286304 -0.63227 1.434403 0.748774 0.792032 6 6

0 1 1

0 1 2

0 4 0

6 -0.08406 -0.28688 0.104697 0.336668 0.724735 6 6

0 4 0

0 5 2

0 5 1

0 2 0

6 0.666576 0.454032 0.888969 0.003948 0.023583 6 6

6 -0.23879 -1.32769 0.415037 0.135593 0.777548 6 5

3 0.251539 0.029146 0.454032 0.10105 0.450339 6 4

6 0.043943 -0.34483 0.37707 1 0.922939 6 6

6 0.043943 -0.41143 0.454032 0.87278 0.944256 3 2

3 0.120294 -0.34483 0.736966 0.512691 0.818179 3 4

6 0.268817 -0.75702 1.089267 0.87278 0.797704 5 6

6 -0.07039 -0.35614 0.200913 0.87278 0.81345 6 6

6 0.358454 -0.76553 1.120294 0.748774 0.745902 6 4

5 0.120294 -0.774 0.971431 0.916815 0.894348 3 3

6 -0.20163 -0.72247 0.304006 0.36131 0.738155 3 2

6 -0.21412 -0.37851 -0.05658 0.024975 0.257121 6 6

6 -0.04264 -0.90304 0.621488 0.748774 0.962996 6 6

6 0.268817 0.043943 0.514573 0.054664 0.386498 6 6

4 -0.1375 -0.47508 0.234465 0.327187 0.741537 6 4

6 0.37707 0.058894 0.666576 0.024975 0.381443 6 6

5 -0.26303 -0.37851 -0.15056 0.009023 0.067129 6 5

6 0.217591 -0.21412 0.599462 0.262332 0.705987 6 6

6 0.217591 -0.5656 0.836501 0.630954 0.795091 6 6

2 0.152003 -0.59455 0.971431 0.643429 0.843886 6 6

4 0.136062 -0.8953 0.971431 0.563703 0.886795 6 6
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6 0.089267 -0.57531 0.888969 0.87278 0.912301 6 6

6 -0.67807 -1.42761 -0.07039 0.024975 0.369083 6 6

5 0.599462 -0.12433 1.358454 0.067889 0.529164 6 6

6 0.168123 -1.60407 1.434403 0.630954 0.912149 6 6

6 0.058894 -0.774 0.862496 0.630954 0.954783 6 6

6 0.340075 -0.59455 1.321928 0.42334 0.745065 6 6

6 0.415037 -0.42223 1 0.630954 0.703778 6 6

6 -0.58496 -1.03562 -0.15056 0.010406 0.266841 4 3

6 -0.62293 -1.21412 -0.1375 0.024975 0.296095 6 6

6 0.104697 -0.65992 0.785875 0.87278 0.89965 6 6

6 -0.29866 -1.25701 0.494109 0.630954 0.754326 6 6

5 0.286304 -0.61353 1.120294 0.583882 0.775485 6 6

6 -0.70487 -1.76977 -0.02857 0.054664 0.410527 6 6

6 0.089267 -0.48543 0.577767 0.748774 0.876623 6 6

6 0.577767 0.234465 1 0.00617 0.228388 3 5

6 -1.22651 -1.78241 -0.75702 0.003948 0.043339 6 6

6 0.810966 0.454032 1.152003 0.020137 0.096457 3 6

2 -0.21412 -0.50589 0.043943 0.121335 0.627365 6 4

0 3 6

6 0.168123 -0.38957 0.68966 0.87278 0.791811 6 6

6 -0.05658 -0.60407 0.514573 0.748774 0.929502 5 5

6 -0.04264 -0.22651 0.120294 0.748774 0.816823 5 6

4 0.234465 -0.848 1.029146 1 0.80104 5 6

6 0.888969 0.514573 1.251539 0.006485 0.076165 3 5

6 -0.37851 -0.87184 0.043943 0.109315 0.492624 6 6

6 0.535332 0.37707 0.713119 0.003948 0.00943 6 6

1 0.268817 6 6

6 1 6

6 0.104697 -0.09761 0.286304 0.336668 0.706635 6 6

6 0.089267 -0.97085 1.251539 0.748774 0.963771 6 6

5 0 -0.47508 0.494109 0.715001 0.998266 3 1

6 0.621488 -0.08406 1.152003 0.200185 0.541184 6 6

6 -0.42223 -1.14405 0.152003 0.200185 0.601474 5 6

6 -0.22651 -0.40054 -0.05658 0.037373 0.307086 6 6

6 -0.01436 -0.44361 0.358454 0.748774 0.973039 6 6

0 1 2

6 0.556393 0.217591 0.836501 0.016309 0.26369 6 6

6 -0.66903 -1.60881 0.234465 0.078169 0.580141 3 1

4 4 6

2 -0.07039 -0.31034 0.217591 0.354539 0.853589 3 1

6 0.473931 0.168123 0.785875 0.010406 0.157021 6 6

6 -0.29866 -1.05658 0.395929 0.336668 0.798497 6 5

3 0.736966 0.120294 1.434403 0.052632 0.402088 6 5

6 0.251539 -0.18903 0.68966 0.200825 0.684916 6 6

5 0.286304 -0.47508 1.029146 0.456057 0.738155 6 5

6 0.168123 -0.1375 0.454032 0.262332 0.70175 6 6

4 0.304006 0 0.556393 0.086411 0.585244 4 5
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0 4 3

6 0.286304 -1.03562 1.358454 0.630954 0.816514 6 6

6 0.321928 -0.32193 0.888969 0.336668 0.704675 5 6

6 0.168123 -0.62293 0.836501 0.87278 0.835155 6 6

6 0.340075 -0.75702 1.184425 0.630954 0.76004 6 6

5 0.915936 0.120294 2.251539 0.025347 0.394176 4 6

5 -0.54597 -0.83996 -0.26303 0.00617 0.091866 6 6

6 -0.36737 -0.66903 -0.08406 0.024975 0.285568 6 6

6 -0.23879 -0.94111 0.340075 0.262332 0.745065 6 6

6 -0.36737 -0.73118 0.043943 0.078169 0.523307 5 4

6 -0.1635 -0.35614 0.0145 0.054664 0.496838 6 6

3 -0.61353 -1.60407 0.304006 0.0771 0.614961 5 4

6 -0.34483 -1.01436 0.200913 0.200185 0.678722 6 4

1 4 4

0 1 1

3 0.304006 -2.37016 1.68966 1 0.855488 6 5

6 0.535332 0.058894 0.943416 0.054664 0.489158 6 6

1 1.286304 1 0

6 -0.21412 -0.86394 0.358454 0.42334 0.813307 6 6

5 0.713119 6 4

6 0.104697 -0.09761 0.304006 0.262332 0.714887 6 5

1 -1.20789 2 4

6 -3.37573 -5.32769 err. 0.109315 0.703778 6 6

6 0.217591 -0.57531 0.761213 0.748774 0.787676 5 4

0 6 5

6 2.736966 2.120294 3.184425 0.003948 0.106368 6 6

1 0.304006 6 3

3 0.761213 0.217591 1.473931 0.052632 0.285568 6 6

0 1 2

0 2 2

0 0 0

0 0 2

6 1.943416 1.643856 2.251539 0.010515 0.024415 2 6

6 -0.36737 -0.926 0.152003 0.109315 0.607125 6 4

0 0 0

6 -0.08406 -0.25096 0.074001 0.336668 0.697021 6 4

6 2.321928 1.785875 2.736966 0.00617 0.181017 6 6

6 0.043943 -0.36737 0.395929 0.748774 0.912149 4 3

6 0.029146 -0.21412 0.251539 0.42334 0.932386 6 6

5 -0.29866 -0.64155 0.0145 0.04461 0.456975 6 4

6 -0.58496 -0.79909 -0.35614 0.003948 0.073434 4 4

6 -0.08406 -0.23879 0.074001 0.42334 0.719041 6 6

6 -0.67807 -1.5509 -0.01436 0.016309 0.413134 6 6

6 -0.20163 -0.70487 0.251539 0.336668 0.730585 5 5

6 -0.46467 -0.94111 -0.04264 0.037373 0.377482 6 6

0 1 0

6 -0.33342 -0.97085 0.217591 0.336668 0.687797 6 5
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6 0.234465 -0.09761 0.556393 0.262332 0.607125 6 6

3 -1.94486 -3.41143 err. 0.654721 0.728888 4 5

6 -0.95606 -1.64155 -0.32193 0.016309 0.238515 4 4

6 -0.34483 -1.16993 0.304006 0.336668 0.705987 4 2

5 -0.25096 -0.54597 0.058894 0.067889 0.557638 6 6

6 0.643856 -0.43296 1.358454 0.262332 0.662289 6 6

6 0.454032 -1.17632 2.643856 0.583882 0.785701 5 6

5 0.37707 -1.81558 1.434403 0.855132 0.856808 6 3

0 6 6

4 1.321928 0.089267 2 0.064078 0.522267 1 5

6 -0.35614 -0.7137 -0.01436 0.054664 0.394496 5 4

6 -0.17632 -0.65992 0.340075 0.42334 0.758545 6 5

6 0.321928 -0.18903 0.713119 0.109315 0.673119 6 6

6 0.862496 0.358454 1.358454 0.010587 0.20696 3 5

6 0.0145 -0.72247 0.736966 0.630954 0.980436 5 6

5 0.761213 -0.20163 1.434403 0.117185 0.576157 4 2

6 -0.47508 -1.07039 0.104697 0.109315 0.529891 6 6

1 -1.76553 3 4

6 0.785875 -0.08406 1.556393 0.109315 0.49592 6 6

6 0.577767 -0.51602 1.321928 0.286422 0.702297 1 4

6 0.666576 -0.57531 1.785875 0.109315 0.710691 6 6

0 1 1

6 0.200913 -0.94111 0.971431 0.87278 0.847878 6 6

6 0.37707 -0.50589 0.943416 0.87278 0.724735 6 6

6 0.152003 -0.36737 0.713119 0.521839 0.805431 6 6

6 0.0145 -0.25096 0.268817 0.748774 0.967621 6 6

0 0 1

6 0.168123 -0.50589 0.736966 0.630954 0.818179 6 6

5 -0.38957 -1.09761 0.340075 0.201243 0.6973 5 3

6 0.286304 -0.66903 1 0.855132 0.765877 6 6

6 0.37707 -0.58496 1 1 0.725968 6 6

4 0.268817 -0.61353 0.971431 0.77283 0.76004 4 5

6 2.395929 1.785875 2.943416 0.003948 0.104668 6 6

6 -0.85599 -1.49057 -0.38957 0.003948 0.096457 5 5

6 0.089267 -0.38957 0.556393 0.630954 0.857272 6 5

6 0.043943 -0.1635 0.251539 0.521839 0.838462 6 6

6 0.136062 -0.75702 0.810966 1 0.87462 6 6

6 0.0145 -0.99277 0.785875 0.87278 0.985771 6 6

6 0.043943 -1.07724 0.836501 0.87278 0.964967 6 6

5 0.168123 -0.9855 1.152003 0.916815 0.875653 5 6

6 0.029146 -1.02148 0.713119 0.583882 0.976616 6 6

6 0.089267 -0.27501 0.395929 0.87278 0.827811 6 6

6 0.136062 -0.23879 0.473931 0.42334 0.761837 6 6

6 0.713119 0.184425 1.152003 0.024975 0.341333 6 6

0 2 0
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6 0.494109 -0.81558 1.358454 0.42334 0.724735 6 6

4 2.321928 3 4

6 -0.01436 -0.1635 0.136062 0.87278 0.95851 6 6

0 2 3

0 3 3

6 0.321928 -0.18903 0.785875 0.262332 0.658058 6 6

6 0.200913 -0.21412 0.556393 0.42334 0.714887 6 6

3 -0.04264 -0.28688 0.168123 0.654721 0.875653 6 6

6 0.043943 -0.46467 0.494109 1 0.944256 6 4

6 0.494109 0.304006 0.713119 0.003948 0.033787 6 5

3 0.556393 -0.52607 1.321928 0.179712 0.705987 6 5

3 1.029146 -0.69599 err. 0.248213 0.724735 3 1

6 -1.70044 -2.72901 -1.05658 0.003948 0.012549 6 6

6 -1.46989 -2.31034 -0.8953 0.003948 0.018798 6 6

6 -1.40599 -2.28392 -0.81558 0.003948 0.027541 6 6

6 -1.17632 -2.04614 -0.57531 0.003948 0.069166 6 6

6 0.556393 0.37707 0.713119 0.003948 0.144966 6 6

6 0.268817 -0.05658 0.556393 0.109315 0.533311 6 6

6 -0.12433 -0.79909 0.395929 0.521839 0.845188 5 6

6 0.415037 -0.22651 0.943416 0.149541 0.658058 6 6

6 -0.9486 -1.67356 -0.41143 0.010406 0.098871 6 6

6 0.058894 -0.79909 0.68966 0.87278 0.940841 6 6

6 0.395929 -0.35614 0.971431 0.200185 0.721932 6 6

6 -1 -1.81147 -0.44361 0.010406 0.096457 6 6

6 -2 -2.7845 -1.40599 0.003948 0.027608 6 6

6 -0.73118 -1.43296 -0.09761 0.078169 0.358574 6 5

6 -0.22651 -0.88753 0.577767 0.521839 0.786409 6 5

6 -0.18903 -0.38957 0 0.078169 0.436512 6 5

6 0.029146 -0.11103 0.184425 0.42334 0.827811 5 4

6 0.089267 -0.01436 0.200913 0.109315 0.543016 6 6

5 -0.31034 -0.8953 0.599462 0.174525 0.742522 5 3

0 1 1

3 -0.28688 -0.91073 0.494109 0.723674 0.73438 4 1

4 -0.05658 -0.54597 0.395929 0.806496 0.908245 4 5

6 -0.37851 -0.87971 0.043943 0.109315 0.497796 6 6

1 -0.5656 6 5

6 -0.44361 -0.75702 -0.1635 0.010406 0.164925 6 4

4 1.251539 5 4

6 0.251539 -0.08406 0.556393 0.200185 0.607089 6 5

0 2 0

6 0.120294 -0.29866 0.473931 0.748774 0.792073 6 6

5 0.286304 -0.29866 0.836501 0.273322 0.714706 6 6

0 2 0
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1 -2.08066 5 1

0 3 0

0 2 2

0 6 4

2 -2.88166 0.245278 0.693745 5 5

0 5 0

0 4 0

4 -3.27798 -5.06264 err. 0.055009 0.689457 6 6

6 -2.80116 -4.43229 err. 0.109315 0.703778 6 6

1 -2.51349 6 4

2 1.473931 5 4

4 -2.61589 -4.2211 err. 0.088082 0.702982 6 5

0 3 1

3 -2.97453 -4.75007 err. 0.121335 0.703778 6 4

6 -2.93168 -5.03122 err. 0.04461 0.706635 5 6

0 6 3

0 1 0

6 -3.73877 -5.4266 err. 0.016309 0.701328 6 6

6 -0.41143 -2.04264 err. 0.262332 0.886795 6 6

6 -1.24489 -3.21257 err. 1 0.835155 5 6

0 2 3

1 -3.25852 6 5

0 1 1

6 -0.12433 -1.58015 2.836501 0.630954 0.945187 6 6

2 -2.35614 -4.36947 err. 0.643429 0.741429 6 6

6 -2.10769 -3.89336 err. 0.200185 0.723868 6 6

0 1 1

1 -2.03562 5 5

0 0 0

6 -3.74201 -5.37539 err. 0.006485 0.697021 6 6

6 0.358454 -1.33914 err. 0.054664 0.876218 6 6

6 -0.43296 -2.68257 err. 0.200825 0.901338 6 6

6 -1.23266 -4.56621 err. 1 0.843886 3 6

0 0 0

6 -3.52982 -5.15137 err. 0.016309 0.684916 6 6

3 -2.26303 -3.39643 2.736966 0.121335 0.566346 6 5

0 0 0

2 2 4

6 -1.09761 -3.32193 err. 0.583882 0.751159 6 6

3 -3.38405 -6.01903 err. 0.025347 0.697281 6 6

2 -3.18269 -5.06867 err. 0.182422 0.702315 6 5

0 6 3

0 0 1

2 -1.11103 err. err. 0.438578 0.724035 4 4

2 -3.19535 2 4

5 -1.45943 -3.37434 err. 0.201243 0.718007 6 6

6 -0.9486 -4.30961 err. 0.83117 0.817738 5 6
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6 -1.7137 -3.53605 err. 0.336668 0.723483 6 6

0 1 1

3 -3.57652 -5.15299 err. 0.070701 0.702982 6 6

6 -3.50589 -4.97728 err. 0.006485 0.672278 6 5

3 -3.75489 -5.30961 err. 0.038867 0.700566 6 6

0 5 3

3 0.494109 -0.90304 1.599462 0.275234 0.724735 3 3

0 1 2

3 0.358454 -1.9486 1.68966 0.654721 0.829038 5 6

6 -0.41143 -2.24184 err. 0.630954 0.875653 6 6

6 -1.79077 -3.30159 err. 0.149541 0.684916 6 6

6 -2.09761 -4.06264 err. 0.149541 0.6973 6 6

5 -5.58856 -8.01061 err. 0.02828 0.724735 6 5

5 -2.7866 -4.88118 err. 0.0758 0.705458 6 5

2 -2.23879 -3.74846 err. 0.083265 0.724735 4 5

0 2 1

0 1 1

6 -1.60881 -3.43162 err. 0.262332 0.718591 6 6

6 -1.43829 -3.49953 err. 0.262332 0.719817 6 6

3 -1.61353 -4.52544 err. 0.654721 0.735328 5 4

0 2 1

0 0 1

0 3 3

6 -0.75702 -2.49057 err. 0.748774 0.80104 6 6

0 0 1

6 -1.76553 -5.07852 err. 0.286422 0.751159 5 6

0 0 2

6 -0.47508 -1.57046 0.810966 0.336668 0.734471 6 6

6 -2.95791 -4.91743 err. 0.054664 0.703778 6 6

6 -4.78712 -6.62293 err. 0.024975 0.724735 6 6

0 3 2

0 4 2

2 -0.27501 -2.22651 err. 0.563703 0.925072 3 5

6 -4.14568 -6.05463 err. 0.109315 0.724735 6 6

6 -2.28392 -4.45681 err. 0.109315 0.706635 6 6

2 -2.73552 -4.393 err. 0.083265 0.738155 4 4

3 2 6

6 -0.38957 -1.852 err. 0.42334 0.872279 6 6

3 -1.85599 -3.50589 err. 0.827259 0.76004 4 5

0 1 3

0 0 1

6 -0.20163 -1.62761 err. 0.630954 0.92279 5 6

0 0 0

6 -0.50589 -1.85599 2.251539 0.748774 0.789063 4 6

6 -0.20163 -0.87184 0.415037 0.715001 0.781987 3 6
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6 -1.36177 -2.40599 -0.72247 0.006485 0.044921 6 6

6 -0.05658 -0.67807 0.535332 0.87278 0.958113 6 6

1 -2.08746 2 2

1 0.120294 5 5

6 0 -0.7137 0.556393 1 0.996445 6 6

6 -0.09761 -0.46467 0.304006 0.42334 0.827426 6 6

6 -0.09761 -0.4957 0.321928 0.521839 0.827811 6 6

2 0.556393 6 6

0 0 3

6 -0.08406 -0.35614 0.168123 0.630954 0.773248 5 5

0 0 0

5 -0.32193 -0.60407 -0.02857 0.04461 0.389131 6 6

6 0.200913 -0.31034 0.68966 0.42334 0.738155 4 4

6 -0.23879 -1.59455 3.643856 0.748774 0.901338 6 6

6 -0.27501 -0.70487 0.089267 0.200185 0.598791 6 4

2 0.666576 -0.27501 1.514573 0.164915 0.686328 3 0

6 -0.12433 -0.27501 0.029146 0.109315 0.551461 6 6

6 0.494109 -0.07039 1 0.109315 0.51966 6 6

0 0 3

5 0.074001 -0.76553 0.810966 0.881497 0.929089 1 2

6 0.915936 0.713119 1.089267 0.003948 0.019766 6 5

6 0.535332 -0.91839 1.68966 0.42334 0.724735 6 6

6 0.234465 -0.44361 0.736966 0.748774 0.751159 6 6

6 0 -0.25096 0.234465 0.87278 0.995511 6 6

6 0.029146 -0.58496 0.535332 1 0.962866 6 6

3 -0.15056 -0.73985 0.321928 0.296718 0.789856 6 6

3 0.104697 -0.52607 0.643856 1 0.845188 5 6

6 -0.11103 -0.26303 0.029146 0.109315 0.559792 6 6

6 0.217591 -0.55582 0.862496 0.521839 0.795065 6 6

0 1 0

6 0.058894 -0.22651 0.340075 0.521839 0.845188 6 6

6 -0.36737 -0.91073 0.058894 0.100348 0.542228 4 1

0 1 2

2 0.152003 -2.62293 1.514573 1 0.922939 6 6

6 0.666576 -0.1375 1.395929 0.149541 0.539493 5 6

6 0.058894 -0.22651 0.358454 0.630954 0.875653 6 5

6 -0.70487 -0.9486 -0.48543 0.003948 0.010058 6 3

5 -0.07039 -1.05658 0.514573 0.100348 0.930839 6 6

5 -0.29866 -0.74846 0.136062 0.100348 0.62359 4 6

6 -0.07039 -0.18903 0.058894 0.336668 0.6973 6 6

0 1 0

0 6 5

6 -0.18903 -0.50589 0.104697 0.200185 0.668631 6 6
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4 -0.12433 -0.5656 0.340075 0.393769 0.809101 6 4

1 6 6

2 0.043943 -0.38957 0.599462 1 0.921039 6 5

6 -0.36737 -0.65992 -0.09761 0.016309 0.254948 6 6

6 -0.09761 -0.25096 0.058894 0.054664 0.636675 5 5

1 0.089267 5 5

6 0.029146 -0.07039 0.136062 0.748774 0.823716 6 6

6 -0.31034 -0.86394 0.184425 0.262332 0.670041 6 6

0 1 1

6 0.043943 -0.72247 0.68966 0.87278 0.959895 6 6

6 0.358454 0.168123 0.535332 0.010406 0.088265 6 5

6 -0.1635 -0.40054 0.074001 0.078169 0.635894 6 6

2 1 err. 2.736966 0.164915 0.766252 5 5

0 4 5

6 0.785875 0.556393 1.029146 0.003948 0.005728 5 6

3 -0.15056 -1.68257 0.713119 0.605577 0.900105 5 4

0 6 5

5 -0.4957 -1.09761 0 0.067889 0.421773 4 4

6 -0.15056 -0.25096 -0.05658 0.010406 0.220321 6 6

4 0.234465 -0.21412 0.68966 0.327187 0.6973 6 6

3 -0.87184 err. 0.304006 0.179712 0.683968 3 0

4 0.168123 -2.39232 1.286304 0.806496 0.914528 6 5

6 -0.1375 -0.36737 0.074001 0.200185 0.662915 6 6

4 -0.73118 -1.90689 0.168123 0.141645 0.545614 5 4

6 0.0145 -0.64155 0.535332 0.87278 0.980163 6 5

6 0.321928 -0.08406 0.68966 0.262332 0.562595 6 5

6 -0.26303 -0.68706 0.104697 0.149541 0.625229 6 6

0 4 1

6 -0.1375 -0.34483 0.074001 0.109315 0.645808 6 4

5 -0.50589 -1.02857 -0.02857 0.02846 0.394176 6 6

6 -0.22651 -0.82375 0.286304 0.42334 0.728392 6 6

5 0.089267 -0.51602 0.621488 0.754023 0.887936 6 5

6 -0.59455 -1.08406 -0.1375 0.037373 0.293264 6 4

6 -0.12433 -1.02857 0.862496 0.630954 0.901338 4 3

6 -0.83996 -1.38405 -0.38957 0.010406 0.181017 6 6

6 0.251539 0.120294 0.37707 0.016309 0.094589 6 6

6 -0.47508 -0.57531 -0.36737 0.003948 0.00455 6 4

2 0.321928 -5.83415 1.434403 1 0.847878 6 6

6 0.37707 -0.72247 1.120294 0.748774 0.741537 6 6
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TG Mean Log2 RatioTG l-95% CITG u-95% CITG p-value TG FDR

-0.85599 -2.27501 0.0145 0.109315 0.763195

0.454032 -0.46467 1.217591 0.336668 0.763195

0.358454 -0.69599 2 0.522431 0.999906

-0.55582 -1.29278 0.043943 0.109315 0.763195

0.058894 -0.5656 0.68966 1 0.955004

0.120294 -0.66903 0.810966 0.855132 0.909684

0.184425 -0.31034 0.713119 0.669815 0.786415

0.217591 -2.23266 2.943416 1 0.932007

1.120294 0.358454 1.68966 0.00617 0.701423

-0.44361 -1.09085 0.304006 0.273322 0.763195

0.415037 -0.73118 1.089267 1 0.77755

-0.12433 -0.85599 0.473931 0.748774 0.883743

-1.35614

-0.76553

-0.25096 -0.7137 0.234465 0.336668 0.763195

-0.73118 err. 1.68966 0.245278 0.818591

-1.55582

1 0.736966 1.217591 0.003948 0.365914

0.888969 -0.5656 1.736966 0.100348 0.763195

0.454032 -0.02857 0.971431 0.135593 0.763195

0.217591 -0.01436 0.454032 0.054664 0.763195

0.058894 -1.83592 1.395929 1 0.977411

0.043943 err. err. 0.723674 0.993463

0.217591 -0.59455 1.434403 0.465209 0.855796

-0.40054 -1.04963 0.104697 0.109315 0.763195

0.621488 0.251539 1 0.019016 0.517455

-0.42223 -4.04614 1.514573 0.512691 0.8352

0.321928 -1.65535 1.286304 0.563703 0.851631

-0.18903 -0.65076 0.251539 0.521839 0.779044

-0.1375 -0.47508 0.152003 0.748774 0.776939

0.556393 0.395929 0.713119 0.003948 0.029011

-0.08406 -0.41143 0.200913 0.393769 0.851631

0.286304 -0.07039 0.621488 0.078169 0.763195

-0.43296 -0.91073 0.200913 0.144127 0.763195

0.058894 -0.07039 0.200913 0.630954 0.792604

0.152003 -0.20163 0.454032 0.336668 0.772799

-0.37851 -1.40599 0.434403 0.630954 0.767957

0.089267 -0.35614 0.434403 0.262332 0.880556
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0.089267 -0.1635 0.358454 0.262332 0.791465

-0.79909 -1.3505 -0.36737 0.003948 0.330369

0.152003 -0.69599 0.810966 0.521839 0.886947

0.217591 -0.63227 0.971431 0.42334 0.838564

0.136062 -0.35614 0.68966 0.630954 0.840856

0.184425 -0.23879 0.736966 0.262332 0.78519

0.643856 0.37707 0.888969 0.003948 0.433077

-0.4957 -1.0072 0.089267 0.0771 0.763195

-0.78241 -1.22033 -0.36737 0.003948 0.421603

0.268817 -0.32193 0.915936 0.200185 0.771149

-0.4957 -1.25096 0.043943 0.149541 0.763195

0.321928 -0.5656 2.120294 0.630954 0.820887

-0.61353 -0.95606 -0.26303 0.016309 0.496206

-0.27501 -0.76553 0.200913 0.42334 0.763195

0.915936 0.473931 1.321928 0.025347 0.999906

-1.59455 -2.82985 -0.50589 0.016309 0.64597

0.713119 0.152003 1.434403 0.038867 0.68918

0.621488 -0.17632 1.556393 0.135593 0.763195

-0.07039 -1.08406 1.556393 0.796253 0.9723

0.713119 -1.15056 1.556393 0.521839 0.767163

0.621488 0.043943 1.152003 0.016294 0.763195

-0.08406 -0.63227 0.494109 0.583882 0.917699

0.862496 -0.31034 1.736966 0.144127 0.763195

0.251539 -0.32193 0.666576 0.296718 0.767163

-0.57531 -1.10434 0.029146 0.078169 0.763195

0.535332 0.152003 0.971431 0.024975 0.554626

-0.31034 -0.82375 0.304006 0.336668 0.763195

0.434403

0 -0.45418 0.473931 1 0.997402

-0.1375 -1 1.251539 0.630954 0.999906

1.556393

0.136062 -1.23879 1.029146 0.87278 0.932137

-0.22651 -1.02148 0.599462 0.36131 0.833614

-0.31034 -0.57531 -0.05658 0.037373 0.62642

0.321928 -0.58496 0.943416 0.87278 0.784428

0.713119

0.454032 0.136062 0.761213 0.010406 0.577621

-0.47508

0.321928 -2.0321 err. 0.669815 0.903524

-0.78241

0.535332 0.268817 0.810966 0.010406 0.296477

-0.926 -2.5509 1.599462 0.465209 0.999906

-0.25096 -1.32193 0.494109 0.715001 0.818591

0.358454 -0.15056 0.810966 0.037373 0.763195

0 -2.1635 1.089267 1 0.998908

0.454032 0.104697 0.736966 0.054664 0.715184

0.643856 0.286304 1.029146 0.014306 0.999906
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0.888969 -1.04264 2.058894 0.288844 0.763195

0.058894 -0.67807 0.915936 1 0.960983

0.058894 -0.35614 0.535332 0.715001 0.931645

0.785875 -0.02857 1.68966 0.037373 0.763195

0.286304 -0.25096 0.943416 0.42334 0.763195

-0.53605 -1.34483 0.434403 0.088082 0.763195

0.089267 -0.57531 0.621488 0.87278 0.917766

-0.74846 -1.73552 0.358454 0.200185 0.763195

0.104697 -0.65992 1.029146 0.521839 0.922331

-0.12433 -1.05658 0.494109 0.220671 0.897795

-0.09761 -0.57531 0.304006 0.200185 0.874236

0.494109 -0.50589 1.217591 0.220671 0.763195

-0.08406 -0.21412 0.043943 0.088082 0.763195

0.535332 -0.12433 1.395929 0.248213 0.763195

0.621488

0.340075 -1.03562 3.184425 0.465209 0.861115

0.358454 -0.07039 0.785875 0.109315 0.999906

-0.05658 -0.69599 0.599462 0.87278 0.999906

0.074001 -0.37851 0.68966 0.393769 0.91589

0.089267 -0.45418 0.556393 0.273322 0.896788

0.577767 -1.87578 err. 0.643429 0.840856

-0.73985 -3.23113 5.058894 0.748774 0.795243

0.089267 -0.46467 0.68966 0.624206 0.900784

-0.20163 -0.79909 0.454032 0.583882 0.810897

3.058894 2.251539 3.836501 0.003948 0.421603

0.340075 -1.09085 1.395929 0.796253 0.829694

0.200913 0.043943 0.358454 0.016309 0.715184

0.286304

0.200913 1 0.970135

3.184425 2.943416 3.473931 0.0455 0.123198

0.473931 -0.21412 1.473931 0.135593 0.763195

0.029146 -0.40054 0.535332 1 0.962227

2.251539 1.286304 3.184425 0.003948 0.999906

-0.11103 -1.22033 0.666576 0.4795 0.92251

-0.1635 -0.51602 0.184425 0.200185 0.767862

0.074001 -0.34483 0.434403 0.669815 0.895182

-1.33342 -5.09466 0.089267 0.083265 0.763195

0.029146 -0.54597 0.494109 0.630954 0.974171

-0.55582 -1.45943 0.104697 0.109315 0.763195

-0.95606 -1.66903 -0.33342 0.02828 0.554626

-0.72247 -1.42223 -0.21412 0.010406 0.554626

0.286304 -0.59455 1.286304 0.465209 0.809214
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-0.26303 -1.09761 0.535332 0.630954 0.802148

-0.76553 -1.5656 0.37707 0.141645 0.763195

-0.96347 -1.852 -0.12433 0.020921 0.763195

0.395929 -3.45812 2.395929 0.643429 0.875901

-0.1635 -0.58496 0.268817 0.630954 0.78519

0.415037 -1.79909 4.058894 0.42334 0.859691

0.136062 -1.43296 1.599462 0.715001 0.940999

-0.774 -1.43829 0.415037 0.3017 0.999906

-0.18903 -0.91839 0.358454 0.262332 0.816389

-0.05658

-0.21412 -0.65992 0.200913 0.327187 0.763195

-0.37851 -0.848 0.074001 0.100348 0.763195

-1.02148 -2.04264 1.217591 0.521839 0.763195

0.286304 -0.20163 0.810966 0.10105 0.763195

-0.36737 -1.03562 0.434403 0.36131 0.767163

1.321928 0.136062 2 0.064078 0.763195

-1.36177 -2.73335 -0.1635 0.024975 0.763195

0.120294 -2.70487 1.888969 0.723674 0.961334

0.251539 0.0145 0.494109 0.037373 0.715184

-0.7137

0.68966 0.234465 1.217591 0.016309 0.999906

-1.0072

0.473931 -1.91073 err. 1 0.851631

0.494109 -0.44361 1.736966 0.200185 0.763195

0.268817 -0.42223 1.556393 0.630954 0.808592

-0.12433 -0.45418 0.184425 0.336668 0.783541

0.514573 -0.23879 1.888969 0.200185 0.763195

0 -0.36737 0.37707 0.881497 0.999963

0.666576 -0.09761 1.251539 0.149541 0.763195

0.514573 -0.42223 1.736966 0.200185 0.763195

-0.21412 -0.75702 0.494109 0.462433 0.803688

2.120294 1.434403 2.643856 0.003948 0.481211

-0.79077 -1.70929 -0.07039 0.02828 0.735303

-0.08406 -0.40054 0.184425 0.583882 0.819357

-0.18903 -0.79909 0.358454 0.521839 0.800469

0.074001 -0.74846 0.736966 0.748774 0.947873

0 -0.51602 0.434403 0.42334 0.996126

0.168123 -0.73118 0.888969 0.630954 0.876471

-0.18903 -0.94111 1.029146 0.715001 0.890653

0.251539 -0.08406 0.621488 0.054664 0.763195

-0.01436 -0.40054 0.321928 0.521839 0.974506

0.251539 -0.05658 0.514573 0.109315 0.763195

0.321928 -0.20163 0.915936 0.149541 0.763195
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0.0145 -0.75702 1.251539 0.87278 0.998053

0.473931 -0.18903 1.058894 0.157299 0.763195

-0.17632 -0.40054 0.058894 0.109315 0.763195

-0.85599 -6.22362 err. 1 0.885512

1.029146 -1.17632 2.643856 0.12663 0.763195

0.234465 0.0145 0.454032 0.109315 0.763195

0.200913 0.074001 0.321928 0.010406 0.512827

-0.32193 -0.91073 0.535332 0.521839 0.776423

0.577767 0.043943 1.184425 0.055009 0.735303

0.200913 -0.22651 0.68966 0.144127 0.771888

0 -0.59455 0.713119 0.715001 0.998908

-0.51602

-1.37851 -2.30451 -0.58496 0.006485 0.524901

-1.1635 -1.87971 -0.51602 0.016309 0.512827

-1.15704 -1.9782 -0.45418 0.016309 0.512827

-1 -2.02857 -0.27501 0.037373 0.554626

0.234465 -0.09761 0.577767 0.109315 0.999906

-0.09761 -0.54597 0.286304 0.630954 0.865468

-0.20163 -1.28096 0.599462 0.465209 0.858183

0.556393 -0.17632 1.152003 0.109315 0.763195

-0.80735 -1.51602 -0.17632 0.078169 0.632637

0.136062 -0.75702 0.836501 0.521839 0.903524

0.971431 -0.66903 2.251539 0.42334 0.999906

-0.774 -1.4489 -0.20163 0.054664 0.554626

-1.82375 -2.72247 -0.9855 0.003948 0.512827

-0.74846 -1.51096 0.120294 0.201243 0.763195

-0.1635 -0.78241 0.577767 0.583882 0.852165

-0.18903 -0.75702 0.234465 0.715001 0.78519

0.058894 -0.73985 0.810966 0.624206 0.956801

0.168123 -0.18903 0.473931 0.42334 0.767163

0.089267 -0.64155 0.621488 0.881497 0.913543

-0.64155

-0.22651

-0.07039 -0.37851 0.304006 0.624206 0.893883

-0.57531 -1.09761 0.029146 0.078169 0.763195

-0.29866 -0.79077 0.152003 0.144127 0.763195

-0.22651 -1.28688 0.621488 0.522431 0.849158

-0.28688 -1.09761 0.666576 0.462433 0.799948

0.395929 0.152003 0.666576 0.00617 0.512827

0.168123 -0.23879 0.514573 0.262332 0.782639

0.415037 -0.01436 0.915936 0.054664 0.763195
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-1.97453

-0.01436 -0.69599 0.556393 1 0.992821

-2.68257 -4.4019 -1.1177 0.135593 0.683465

-1.96347 -3.66789 -0.28688 0.02828 0.763195

-2.17313 -4.12516 -0.46467 0.037373 0.763195

-1.4489 -2.72465 0.074001 0.024975 0.763195

0.268817 err. 5.643856 0.522431 0.930483

0.836501 -0.26303 3.473931 0.141645 0.763195

0.643856 err. 4.058894 0.715001 0.851726

0

-1.78241 -4.40463 0.168123 0.088082 0.763195

-0.41143 -4.02326 3.836501 0.465209 0.881933

-1.23879 -3.1635 1.395929 0.438578 0.763195

-1.82375 -3.2854 -0.08406 0.078169 0.763195

1.473931 err. err. 0.200185 0.763195

1.152003 -3.09592 err. 0.36131 0.767163

0.268817 err. 1.358454 0.563703 0.902064

-0.43296 -2.81762 err. 0.855132 0.886947

1.321928

0.761213 -2.89336 3.184425 0.42334 0.787079

0.268817 -2.82375 err. 0.521839 0.931665

0.058894 -2.926 err. 1 0.988708

0.621488

-1.25096 -3.20789 err. 0.250592 0.763195

-2.40599 -4.37226 -0.73118 0.024975 0.739374

1.643856 -0.65992 0.054664 0.763195

2.058894 -0.90304 err. 0.078169 0.763195

1.321928 -1.58496 err. 0.196706 0.763195

-1.48027 -2.82985 0.643856 0.149541 0.763195

-1.26903 -2.28688 -0.15056 0.100348 0.763195

1.058894 err. err. 0.354539 0.767957

1.286304 err. err. 0.200185 0.767163

-1.08406 -2.488 1.599462 0.521839 0.763195

-0.94111 -2.29572 2.736966 0.855132 0.767163

-0.774 -4.2502 err. 1 0.807939

0.810966 -1.09761 2.943416 0.248213 0.763195

0 -2.1177 err. 1 0.999402

-0.32193 -1.84398 2.251539 1 0.882045

1.286304 -0.87184 err. 0.201243 0.763195
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0.058894 -2.53854 3.836501 0.87278 0.986058

0.268817

-1.67356 -3.46989 1.556393 0.149541 0.763195

-1.56071 -2.71149 0.836501 0.067889 0.763195

-1.83188 -3.54102 1.321928 0.078169 0.763195

-2.06005 -3.37434 err. 0.179712 0.763195

0.915936 -1.65076 err. 0.275234 0.767163

1.089267

0.888969 -0.67807 2.473931 0.273322 0.763195

1.68966 err. err. 0.149541 0.763195

-0.1635 -1.63691 1.836501 0.87278 0.934859

0.0145 -1.36737 2.251539 0.630954 0.996126

-0.63227 err. err. 0.715001 0.876471

0.0145 -3.34199 5.643856 0.715001 0.998908

-0.28688 -1.57046 2.473931 1 0.893883

-0.43296

-0.44361

0.395929 -1.47508 3.321928 0.521839 0.852364

0.514573 -0.88753 2.473931 0.42334 0.78519

0.666576 -1.38957 5.643856 0.220671 0.783843

-0.79909

-1.23879 -2.848 1.943416 0.12663 0.763195

0.888969 -1.02857 4.321928 0.200185 0.763195

0.971431 -1.26903 err. 0.201243 0.763195

1.321928 -0.90304 2.943416 0.262332 0.763195

-0.58496 -2.28392 err. 0.87278 0.837159

-1.81558 err. err. 0.630954 0.772799

-0.87971 0.563703 0.807939

-0.61353 err. err. 0.643429 0.851631

1.434403 err. 6.643856 0.296718 0.763195

-0.41143 err. err. 1 0.913543

0.286304 -1.5656 4.643856 0.630954 0.902763

0 -3.12433 err. 0.77283 0.999727

1.599462 0.358454 2.943416 0.095581 0.707288

1.736966 -1.05658 err. 0.054664 0.763195

0.736966 -2.33056 4.643856 0.462433 0.78519

0.862496

1.395929 -0.23879 3.473931 0.100348 0.763195

-0.32193 -1.94486 err. 1 0.914913

0.168123 -0.20163 0.556393 0.3017 0.767957
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-1.0072 -1.848 -0.26303 0.037373 0.62642

0.029146 -0.47508 0.494109 0.748774 0.999906

0.074001 -1.26303 err. 1 0.970269

0.321928 -0.73985 1.643856 0.250592 0.817787

0.104697 -0.87184 1 1 0.932007

-0.41143 -0.79077 -0.02857 0.109315 0.763195

-0.4957 -0.93357 0 0.149541 0.763195

1.251539 -1.36177 2.251539 0.078169 0.763195

-0.1375 -0.87971 0.736966 0.464702 0.897799

-0.59455 -1.3505 0.074001 0.149541 0.763195

0.136062 -0.41143 0.810966 0.563703 0.861276

0.713119 -0.64155 2.643856 0.149541 0.763195

-0.37851 -0.7137 -0.08406 0.010515 0.707288

-0.31034 -0.70487 0.089267 0.149541 0.763195

0.251539 0.043943 0.454032 0.037373 0.664768

0.37707

-0.67807 -3.37573 0.556393 0.144127 0.763195

-0.31034 -1.36737 1.785875 0.87278 0.866711

0.200913 -0.50589 0.836501 0.42334 0.832924

-0.01436 -0.32193 0.286304 1 0.980376

-0.34483 -1.02857 0.268817 0.149541 0.763195

-0.40054 -0.93357 0.184425 0.262332 0.763195

-0.20163 -0.65076 0.286304 0.583882 0.780135

-0.35614 -1.02857 0.184425 0.149541 0.763195

0 -0.73118 0.761213 0.87278 0.998908

-0.50589 -1.5656 0.217591 0.336668 0.763195

-0.04264

-0.09761

0.029146 -0.42223 0.599462 0.630954 0.97174

-0.17632 -1.26303 1.68966 0.855132 0.919059

0.120294 -0.64155 0.713119 1 0.893997

3.058894 err. 4.643856 0.070701 0.763195

-0.33342 -1.07724 0.268817 0.336668 0.763195

0.888969 -0.73118 2.184425 0.200825 0.763195

-0.22651 -0.926 0.321928 0.200185 0.786862

-0.80735 -1.81558 0.514573 0.36131 0.763195

0.0145 -0.15056 0.200913 0.630954 0.980376
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-0.35614 -0.774 0.058894 0.135593 0.763195

-0.55582 -1.07724 0 0.109315 0.763195

-0.17632 -0.58496 0.286304 0.273322 0.786415

0.321928 -1.5509 1.152003 0.336668 0.848376

0.029146 -1.03562 0.666576 0.916815 0.980376

0.234465 -0.60407 0.862496 0.754023 0.813247

0.104697 -0.32193 0.494109 1 0.852321

0.029146 -0.9782 0.915936 0.87278 0.98954

0.251539

0.074001 -0.35614 0.599462 0.630954 0.905087

0.37707 -0.22651 0.971431 0.201243 0.763195

-0.29866 -0.86394 0.168123 0.149541 0.763195

0.217591 -1.05658 2.643856 0.347208 0.90782

0.736966 -0.21412 1.434403 0.086411 0.763195

1.120294 0.358454 1.68966 0.00617 0.701423

-0.5656 -1.01436 -0.01436 0.086411 0.763195

-0.45418 -0.96347 0.0145 0.100348 0.763195

-0.1375 -0.38957 0.089267 0.248213 0.763195

-0.01436 -0.37851 0.340075 0.87278 0.98577

0.340075 -0.83996 1.217591 0.748774 0.804239

0.268817 -0.78241 1.029146 0.201243 0.820887

-0.46467 -1.39506 0.217591 0.149541 0.763195

-0.45418 -0.88753 -0.04264 0.086411 0.739374

0 -0.87971 0.713119 0.715001 0.999322

-0.36737 -1.36737 0.666576 0.465209 0.78519

-0.67807 -1.70044 -0.04264 0.037373 0.763195

-2.02148

0.089267 -0.78241 0.836501 0.669815 0.934859

-0.43296 -1.01436 0.120294 0.054664 0.763195

-0.42223 -1.1375 0.251539 0.200185 0.763195

-0.42223 -0.94111 0.089267 0.100348 0.763195

-0.58496 -1.18903 0.217591 0.286422 0.763195

-0.27501 -1.03562 0.915936 0.4795 0.818591

-0.58496 -1.31034 0.089267 0.149541 0.999906

-0.07039 -1.20789 0.943416 0.748774 0.966516

0.217591 -0.81558 2 0.393769 0.883743

1.736966 -0.57531 2.736966 0.024975 0.763195

0.120294 -0.58496 0.785875 0.521839 0.89524
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SN Diabetic-Control

DRG Diabetic-Control

TG Diabetic-Control

Column headings are as follows:

Accession

Name

Peptides

Spectra

Mean Log2 Ratio

l-95% CI

u-95% CI

lFDR

gFDR

Freeman et al. Supplemental Table 2

This document contains all proteomic data in 3 sheets as follows:
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Data from the sciatic nerve of streptozotocin-diabetic rats in comparison to healthy controls

Data from the dorsal root ganglia of streptozotocin-diabetic rats in comparison to healthy controls

Data from the trigeminal ganglia of streptozotocin-diabetic rats in comparison to healthy controls

UniProt accession number

Protein Name

Number of peptides for this protein

Number of spectra for this protein

The inferred mean log2 ratio for this comparison

The lower 95% credible interval

The upper 95% credible interval

Local false discovery rate for the one-sided Bayesian test on this protein (direction of the test is given by the sign of the Mean Log

Global false discovery rate for the set of tests from the top of the spreadsheet to this entry. Where the lFDR of this test is tied with others, the greatest gFDR of these entries should be taken

This document contains all proteomic data in 3 sheets as follows:
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Local false discovery rate for the one-sided Bayesian test on this protein (direction of the test is given by the sign of the Mean Log2 Ratio)

Global false discovery rate for the set of tests from the top of the spreadsheet to this entry. Where the lFDR of this test is tied with others, the greatest gFDR of these entries should be taken

Page 86 of 255Diabetes



Accession Name Peptides Spectra Mean Log2 Ratiol-95% CI u-95% CI lFDR

sp|P14046|A1I3_RAT Alpha-1-inhibitor 3 OS=Rattus norvegicus GN=A1i3 PE=1 SV=113 30 -2.281154 -2.717715 -1.846525 0

tr|Q5BKC4|Q5BKC4_RAT C9 protein OS=Rattus norvegicus GN=C9 PE=2 SV=17 10 -0.793182 -1.013777 -0.563367 0

sp|P01026|CO3_RAT Complement C3 OS=Rattus norvegicus GN=C3 PE=1 SV=350 100 -0.8821 -1.145616 -0.625892 1.25E-05

sp|Q03626|MUG1_RAT Murinoglobulin-1 OS=Rattus norvegicus GN=Mug1 PE=2 SV=118 33 -1.066785 -1.429025 -0.719474 1.25E-05

sp|P12785|FAS_RAT Fatty acid synthase OS=Rattus norvegicus GN=Fasn PE=1 SV=352 100 -0.638085 -0.846854 -0.432447 5E-05

tr|Q68FY4|Q68FY4_RAT Group specific component OS=Rattus norvegicus GN=Gc PE=2 SV=126 50 -0.816746 -1.112522 -0.522832 7.5E-05

sp|P31232|TAGL_RAT Transgelin OS=Rattus norvegicus GN=Tagln PE=1 SV=212 45 -0.940675 -1.288807 -0.598326 8.75E-05

sp|P08649|CO4_RAT Complement C4 OS=Rattus norvegicus GN=C4 PE=1 SV=35 6 -0.569335 -0.790179 -0.356773 0.000125

tr|F1LR41|F1LR41_RAT Uncharacterized protein OS=Rattus norvegicus GN=G6pc PE=4 SV=117 47 -0.711885 -0.988149 -0.421971 0.000175

sp|P29826|HB2B_RAT Rano class II histocompatibility antigen, B-1 beta chain OS=Rattus norvegicus GN=RT1-Bb PE=2 SV=12 3 -0.739445 -1.015277 -0.457204 0.000175

sp|P62963|PROF1_RAT Profilin-1 OS=Rattus norvegicus GN=Pfn1 PE=1 SV=211 31 -0.217966 -0.281104 -0.158066 0.0001875

sp|P02770|ALBU_RAT Serum albumin OS=Rattus norvegicus GN=Alb PE=1 SV=233 100 -0.521236 -0.726884 -0.313951 0.0002

tr|B1WBS6|B1WBS6_RAT Glb1l protein OS=Rattus norvegicus GN=Glb1l PE=2 SV=11 5 -0.467472 -0.616477 -0.306679 0.0002

tr|D3Z8Y5|D3Z8Y5_RAT; sp|P14480|FIBB_RAT Uncharacterized protein OS=Rattus norvegicus GN=Fgb PE=4 SV=1; Fibrinogen beta chain OS=Rattus norvegicus GN=Fgb PE=1 SV=413 28 -0.764808 -1.085244 -0.442248 0.0002125

sp|P20059|HEMO_RAT Hemopexin OS=Rattus norvegicus GN=Hpx PE=1 SV=321 49 -1.04607 -1.459215 -0.617238 0.000225

tr|D3ZC54|D3ZC54_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=12 5 -0.915909 -1.2834 -0.553127 0.000225

tr|Q923Z2|Q923Z2_RAT Tropomyosin 1, alpha, isoform CRA_a OS=Rattus norvegicus GN=Tpm1 PE=2 SV=13 7 -0.755547 -1.058266 -0.439409 0.0002375

sp|Q63041|A1M_RAT Alpha-1-macroglobulin OS=Rattus norvegicus GN=A1m PE=1 SV=133 72 -0.867768 -1.251217 -0.499712 0.0002875

tr|D3ZJ95|D3ZJ95_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=114 31 -0.740159 -1.046925 -0.42869 0.0002875

tr|Q5I0M1|Q5I0M1_RAT Apolipoprotein H OS=Rattus norvegicus GN=Apoh PE=2 SV=18 14 -0.561702 -0.788063 -0.339274 0.0003

tr|D3ZXX2|D3ZXX2_RAT; tr|C0JPT7|C0JPT7_RAT; tr|D3ZAP2|D3ZAP2_RAT Uncharacterized protein OS=Rattus norvegicus GN=Flna PE=4 SV=1; Filamin alpha OS=Rattus norvegicus GN=Flna PE=2 SV=1; Uncharacterized protein OS=Rattus norvegicus GN=Flna PE=4 SV=154 100 -0.469293 -0.658713 -0.281143 0.000325

sp|P16303|CES3_RAT Carboxylesterase 3 OS=Rattus norvegicus GN=Ces3 PE=1 SV=214 29 -1.575787 -2.27726 -0.871514 0.0003375

tr|D4A7U1|D4A7U1_RAT Uncharacterized protein OS=Rattus norvegicus GN=Zyx PE=4 SV=16 8 -0.360778 -0.488416 -0.230553 0.00035

sp|P02680|FIBG_RAT; sp|P02680-2|FIBG_RAT Fibrinogen gamma chain OS=Rattus norvegicus GN=Fgg PE=1 SV=3; Isoform Gamma-A of Fibrinogen gamma chain OS=Rattus norvegicus GN=Fgg5 6 -0.717955 -1.034112 -0.419484 0.0004

tr|D3ZZX3|D3ZZX3_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=132 59 -0.308126 -0.42422 -0.188592 0.000475

sp|P36953|AFAM_RAT Afamin OS=Rattus norvegicus GN=Afm PE=2 SV=119 33 -0.641912 -0.947464 -0.344972 0.0005125

sp|O35413|SRBS2_RAT Sorbin and SH3 domain-containing protein 2 OS=Rattus norvegicus GN=Sorbs2 PE=1 SV=22 3 -0.675928 -0.999833 -0.367296 0.0005375

sp|Q63556|SPA3M_RAT Serine protease inhibitor A3M (Fragment) OS=Rattus norvegicus GN=Serpina3m PE=2 SV=17 11 -0.765822 -1.085544 -0.420049 0.0005875

sp|P81155|VDAC2_RAT Voltage-dependent anion-selective channel protein 2 OS=Rattus norvegicus GN=Vdac2 PE=1 SV=25 13 0.3619773 0.2196575 0.5030236 0.000625

sp|P24368|PPIB_RAT Peptidyl-prolyl cis-trans isomerase B OS=Rattus norvegicus GN=Ppib PE=2 SV=310 22 -0.413392 -0.592468 -0.240778 0.0006625

tr|Q5RJR9|Q5RJR9_RAT Serine (Or cysteine) proteinase inhibitor, clade H, member 1, isoform CRA_b OS=Rattus norvegicus GN=Serpinh1 PE=2 SV=112 24 -0.462945 -0.668063 -0.253342 0.0006875

sp|P20788|UCRI_RAT Cytochrome b-c1 complex subunit Rieske, mitochondrial OS=Rattus norvegicus GN=Uqcrfs1 PE=1 SV=27 15 0.2881161 0.1705463 0.407205 0.0007375

sp|P06761|GRP78_RAT 78 kDa glucose-regulated protein OS=Rattus norvegicus GN=Hspa5 PE=1 SV=123 42 -0.377969 -0.544216 -0.216542 0.0007625

sp|Q9QXQ0|ACTN4_RAT Alpha-actinin-4 OS=Rattus norvegicus GN=Actn4 PE=1 SV=222 43 -0.338512 -0.47875 -0.195392 0.0008

sp|P18292|THRB_RAT Prothrombin OS=Rattus norvegicus GN=F2 PE=1 SV=110 16 -0.47749 -0.687364 -0.255174 0.000825

tr|F1LQX0|F1LQX0_RAT; tr|F1LPQ6|F1LPQ6_RAT; sp|P20761|IGG2B_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus PE=4 SV=1; Uncharacterized protein (Fragment) OS=Rattus norvegicus PE=4 SV=1; Ig gamma-2B chain C region OS=Rattus norvegicus GN=Igh-1a PE=1 SV=18 16 -1.220326 -1.850752 -0.568682 0.0008625

sp|P58775-2|TPM2_RAT Isoform 2 of Tropomyosin beta chain OS=Rattus norvegicus GN=Tpm25 14 -0.762049 -1.123482 -0.410633 0.000875

sp|Q62812|MYH9_RAT Myosin-9 OS=Rattus norvegicus GN=Myh9 PE=1 SV=352 100 -0.31164 -0.441644 -0.186528 0.000975

tr|D3ZFC6|D3ZFC6_RAT Uncharacterized protein OS=Rattus norvegicus GN=Itih4 PE=4 SV=119 38 -0.589273 -0.87174 -0.309539 0.0009875

sp|Q5RJR8|LRC59_RAT Leucine-rich repeat-containing protein 59 OS=Rattus norvegicus GN=Lrrc59 PE=1 SV=13 6 -0.547505 -0.81128 -0.275534 0.0009875

sp|Q66HD0|ENPL_RAT Endoplasmin OS=Rattus norvegicus GN=Hsp90b1 PE=1 SV=222 41 -0.268736 -0.375399 -0.162748 0.0010125

sp|P18418|CALR_RAT Calreticulin OS=Rattus norvegicus GN=Calr PE=1 SV=116 34 -0.343447 -0.493158 -0.197034 0.0010375

tr|D3ZUU6|D3ZUU6_RAT RCG25681 OS=Rattus norvegicus GN=rCG_25681 PE=4 SV=18 15 -0.376953 -0.554605 -0.213772 0.0010375

sp|P11598|PDIA3_RAT Protein disulfide-isomerase A3 OS=Rattus norvegicus GN=Pdia3 PE=1 SV=230 62 -0.299893 -0.431644 -0.174186 0.0011375

tr|D4ADX5|D4ADX5_RAT Uncharacterized protein OS=Rattus norvegicus PE=3 SV=11 5 0.3228838 0.1753666 0.4741886 0.0013

sp|Q9JI03|CO5A1_RAT Collagen alpha-1(V) chain OS=Rattus norvegicus GN=Col5a1 PE=1 SV=13 4 0.5683491 0.2748914 0.8709956 0.0013875

sp|Q8VHE9|RETST_RAT All-trans-retinol 13,14-reductase OS=Rattus norvegicus GN=Retsat PE=2 SV=16 9 -0.939556 -1.439218 -0.469807 0.0014375

sp|Q62736|CALD1_RAT Non-muscle caldesmon OS=Rattus norvegicus GN=Cald1 PE=1 SV=119 26 -0.382434 -0.559245 -0.212863 0.00145

sp|P54690|BCAT1_RAT Branched-chain-amino-acid aminotransferase, cytosolic OS=Rattus norvegicus GN=Bcat1 PE=1 SV=15 6 0.4303075 0.2109388 0.657178 0.0017
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tr|D3ZYI8|D3ZYI8_RAT; sp|P16975|SPRC_RAT Uncharacterized protein OS=Rattus norvegicus GN=Sparc PE=4 SV=1; SPARC OS=Rattus norvegicus GN=Sparc PE=1 SV=46 13 -0.293786 -0.415673 -0.170421 0.0017

tr|F1LZC5|F1LZC5_RAT; tr|D3ZE15|D3ZE15_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Ndufa13 PE=4 SV=1; RCG38845, isoform CRA_b OS=Rattus norvegicus GN=rCG_38845 PE=4 SV=13 7 0.4127086 0.2100579 0.6179222 0.0017625

tr|Q6PDV8|Q6PDV8_RAT; tr|D3ZSC4|D3ZSC4_RAT RCG31311 OS=Rattus norvegicus GN=Rpl22 PE=2 SV=1; Uncharacterized protein OS=Rattus norvegicus GN=LOC100360057 PE=4 SV=14 8 -0.400005 -0.595939 -0.208881 0.0018

sp|P52555|ERP29_RAT Endoplasmic reticulum resident protein 29 OS=Rattus norvegicus GN=Erp29 PE=1 SV=24 5 -0.401201 -0.621591 -0.198241 0.0018125

sp|P07150|ANXA1_RAT Annexin A1 OS=Rattus norvegicus GN=Anxa1 PE=1 SV=222 52 -0.610721 -0.9359 -0.276287 0.00185

sp|Q9Z1P2|ACTN1_RAT Alpha-actinin-1 OS=Rattus norvegicus GN=Actn1 PE=1 SV=121 38 -0.410186 -0.608706 -0.207608 0.0019

sp|P01015|ANGT_RAT Angiotensinogen OS=Rattus norvegicus GN=Agt PE=1 SV=16 11 -0.642059 -0.983974 -0.290353 0.00195

sp|Q6IRK9|PGCP_RAT Plasma glutamate carboxypeptidase OS=Rattus norvegicus GN=Pgcp PE=1 SV=18 23 -0.540015 -0.812296 -0.254733 0.0019625

tr|D3ZFF3|D3ZFF3_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=17 10 -0.44467 -0.677936 -0.224818 0.0022125

sp|Q5BK63|NDUA9_RAT NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 9, mitochondrial OS=Rattus norvegicus GN=Ndufa9 PE=1 SV=29 15 0.3027265 0.1573756 0.4511054 0.0022625

sp|P02650|APOE_RAT Apolipoprotein E OS=Rattus norvegicus GN=Apoe PE=1 SV=28 15 -0.608947 -0.953789 -0.282407 0.0023

sp|Q63081|PDIA6_RAT Protein disulfide-isomerase A6 OS=Rattus norvegicus GN=Pdia6 PE=1 SV=210 23 -0.329519 -0.478544 -0.174405 0.00245

tr|F1LSF5|F1LSF5_RAT Uncharacterized protein OS=Rattus norvegicus GN=Plin PE=4 SV=113 27 -1.247729 -1.998441 -0.512304 0.0024875

sp|B0K020|CISD1_RAT CDGSH iron-sulfur domain-containing protein 1 OS=Rattus norvegicus GN=Cisd1 PE=3 SV=14 8 0.4223658 0.2032897 0.6430963 0.0027125

tr|F1LQL3|F1LQL3_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Rpl18a PE=4 SV=18 12 -0.257524 -0.377662 -0.133533 0.0027875

sp|Q641Z6|EHD1_RAT EH domain-containing protein 1 OS=Rattus norvegicus GN=Ehd1 PE=1 SV=18 17 -0.379535 -0.58534 -0.178079 0.002925

tr|F1M4U5|F1M4U5_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus PE=4 SV=110 16 0.2866664 0.1512877 0.4188559 0.0029875

sp|Q5XIF3|NDUS4_RAT NADH dehydrogenase [ubiquinone] iron-sulfur protein 4, mitochondrial OS=Rattus norvegicus GN=Ndufs4 PE=1 SV=15 5 0.3944716 0.1857703 0.6066018 0.0029875

sp|P38983|RSSA_RAT 40S ribosomal protein SA OS=Rattus norvegicus GN=Rpsa PE=1 SV=39 17 -0.303099 -0.451749 -0.15736 0.0032625

sp|Q4AEF8|COPG_RAT Coatomer subunit gamma OS=Rattus norvegicus GN=Copg PE=2 SV=112 18 -0.315908 -0.482656 -0.152207 0.0033125

sp|P52944|PDLI1_RAT PDZ and LIM domain protein 1 OS=Rattus norvegicus GN=Pdlim1 PE=2 SV=45 7 -0.413674 -0.637872 -0.181741 0.0035125

tr|F1LZ56|F1LZ56_RAT; tr|D3ZFU9|D3ZFU9_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Mylk PE=4 SV=1; Uncharacterized protein OS=Rattus norvegicus GN=Mylk PE=4 SV=18 14 -0.688428 -1.104296 -0.278273 0.00385

tr|F1LST5|F1LST5_RAT Uncharacterized protein OS=Rattus norvegicus GN=Mbnl2 PE=4 SV=11 3 -0.348267 -0.521716 -0.166197 0.00395

tr|F1LRK8|F1LRK8_RAT Uncharacterized protein OS=Rattus norvegicus GN=Actr3 PE=3 SV=111 22 -0.187189 -0.268108 -0.107577 0.0040125

sp|Q01177|PLMN_RAT Plasminogen OS=Rattus norvegicus GN=Plg PE=2 SV=216 24 -0.448362 -0.711814 -0.186222 0.0041

tr|F1M983|F1M983_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=17 9 -0.420552 -0.658673 -0.182441 0.0041125

sp|P68035|ACTC_RAT Actin, alpha cardiac muscle 1 OS=Rattus norvegicus GN=Actc1 PE=1 SV=12 3 -0.546673 -0.878649 -0.216982 0.004125

sp|P34058|HS90B_RAT Heat shock protein HSP 90-beta OS=Rattus norvegicus GN=Hsp90ab1 PE=1 SV=418 36 -0.186298 -0.26648 -0.10617 0.0041875

sp|Q63798|PSME2_RAT Proteasome activator complex subunit 2 OS=Rattus norvegicus GN=Psme2 PE=2 SV=35 6 -0.393394 -0.628389 -0.164562 0.0042125

sp|P38659|PDIA4_RAT Protein disulfide-isomerase A4 OS=Rattus norvegicus GN=Pdia4 PE=1 SV=211 13 -0.501837 -0.795257 -0.206302 0.0043125

tr|Q7TQ11|Q7TQ11_RAT Aa1018 OS=Rattus norvegicus GN=Vtn PE=2 SV=15 7 -0.576029 -0.925986 -0.226073 0.004625

sp|P52873|PYC_RAT Pyruvate carboxylase, mitochondrial OS=Rattus norvegicus GN=Pc PE=1 SV=216 20 -0.495619 -0.795874 -0.204685 0.0046375

sp|Q9R1Z0|VDAC3_RAT; sp|Q9R1Z0-2|VDAC3_RAT Voltage-dependent anion-selective channel protein 3 OS=Rattus norvegicus GN=Vdac3 PE=1 SV=2; Isoform 2 of Voltage-dependent anion-selective channel protein 3 OS=Rattus norvegicus GN=Vdac34 7 0.3583888 0.164359 0.554733 0.0046875

sp|Q9Z2L0|VDAC1_RAT Voltage-dependent anion-selective channel protein 1 OS=Rattus norvegicus GN=Vdac1 PE=1 SV=49 19 0.4152614 0.170878 0.6524173 0.0047125

tr|D3ZIA3|D3ZIA3_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=16 8 -0.280259 -0.43742 -0.132198 0.004775

tr|F1MAG6|F1MAG6_RAT Uncharacterized protein OS=Rattus norvegicus GN=RGD1310507 PE=4 SV=115 32 -0.428821 -0.683284 -0.173873 0.0048

sp|P47819-2|GFAP_RAT Isoform 2 of Glial fibrillary acidic protein OS=Rattus norvegicus GN=Gfap5 9 -0.354781 -0.531152 -0.173498 0.0048125

tr|B2GV72|B2GV72_RAT Carbonyl reductase 3 OS=Rattus norvegicus GN=Cbr3 PE=2 SV=12 6 -0.422566 -0.667624 -0.17477 0.0048375

tr|B2RZ44|B2RZ44_RAT N-acetyltransferase 5 (ARD1 homolog, S. cerevisiae) OS=Rattus norvegicus GN=Nat5 PE=2 SV=11 2 -0.350226 -0.55733 -0.150709 0.00495

sp|Q64611|CSAD_RAT Cysteine sulfinic acid decarboxylase OS=Rattus norvegicus GN=Csad PE=1 SV=14 7 -0.673553 -1.112057 -0.244346 0.0049875

sp|P27952|RS2_RAT 40S ribosomal protein S2 OS=Rattus norvegicus GN=Rps2 PE=1 SV=110 18 -0.27559 -0.422894 -0.132531 0.005025

tr|Q5BJT9|Q5BJT9_RAT Creatine kinase, mitochondrial 1, ubiquitous OS=Rattus norvegicus GN=Ckmt1 PE=2 SV=18 11 0.3494003 0.1369522 0.5758505 0.0051625

sp|P62630|EF1A1_RAT Elongation factor 1-alpha 1 OS=Rattus norvegicus GN=Eef1a1 PE=1 SV=115 55 -0.254568 -0.386337 -0.120467 0.0052125

sp|O08619|F13A_RAT Coagulation factor XIII A chain OS=Rattus norvegicus GN=F13a1 PE=2 SV=35 11 -0.454166 -0.719968 -0.177676 0.0052125

tr|B6DYQ7|B6DYQ7_RAT; sp|P04906|GSTP1_RAT Glutathione S-transferase pi OS=Rattus norvegicus GN=Gstp1 PE=2 SV=1; Glutathione S-transferase P OS=Rattus norvegicus GN=Gstp1 PE=1 SV=29 28 0.2003953 0.1028421 0.2998646 0.00525

tr|D3ZQN7|D3ZQN7_RAT Uncharacterized protein OS=Rattus norvegicus GN=Lamb1 PE=4 SV=134 56 0.409908 0.1664886 0.6539064 0.0052625

tr|Q6AYJ9|Q6AYJ9_RAT ADP-ribosyltransferase 3 OS=Rattus norvegicus GN=Art3 PE=2 SV=18 16 0.3459108 0.1460611 0.5402226 0.005325

sp|Q62920|PDLI5_RAT PDZ and LIM domain protein 5 OS=Rattus norvegicus GN=Pdlim5 PE=1 SV=24 7 -0.416292 -0.661633 -0.17341 0.0053625

sp|P17077|RL9_RAT 60S ribosomal protein L9 OS=Rattus norvegicus GN=Rpl9 PE=1 SV=11 4 -0.308046 -0.476165 -0.131523 0.0054

tr|D3ZG43|D3ZG43_RAT NADH dehydrogenase (Ubiquinone) Fe-S protein 3 (Predicted), isoform CRA_c OS=Rattus norvegicus GN=Ndufs3 PE=3 SV=14 9 0.3947214 0.1691553 0.6305893 0.0054125
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tr|F1M614|F1M614_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Lama2 PE=4 SV=166 100 0.4981962 0.1876053 0.8135027 0.00545

sp|Q8VI04|ASGL1_RAT L-asparaginase OS=Rattus norvegicus GN=Asrgl1 PE=1 SV=19 19 -0.172555 -0.246116 -0.10163 0.0054875

sp|Q6MG61|CLIC1_RAT Chloride intracellular channel protein 1 OS=Rattus norvegicus GN=Clic1 PE=1 SV=14 10 -0.275091 -0.419951 -0.132616 0.005725

sp|P17425|HMCS1_RAT Hydroxymethylglutaryl-CoA synthase, cytoplasmic OS=Rattus norvegicus GN=Hmgcs1 PE=1 SV=111 17 -0.293184 -0.44909 -0.134314 0.00585

sp|Q06647|ATPO_RAT ATP synthase subunit O, mitochondrial OS=Rattus norvegicus GN=Atp5o PE=1 SV=110 23 0.2350845 0.119628 0.3535386 0.0058625

sp|P13941|CO3A1_RAT Collagen alpha-1(III) chain OS=Rattus norvegicus GN=Col3a1 PE=2 SV=35 7 -0.449788 -0.720478 -0.161127 0.0061125

tr|F1LZW6|F1LZW6_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Slc25a13 PE=3 SV=12 3 0.455345 0.1630685 0.7583066 0.0062125

tr|D3ZV82|D3ZV82_RAT Uncharacterized protein OS=Rattus norvegicus GN=LOC685067 PE=4 SV=12 4 -0.48822 -0.793686 -0.176238 0.0063875

tr|B6DYQ4|B6DYQ4_RAT; sp|P08011|MGST1_RAT Microsomal glutathione S-transferase OS=Rattus norvegicus GN=Mgst1 PE=2 SV=1; Microsomal glutathione S-transferase 1 OS=Rattus norvegicus GN=Mgst1 PE=1 SV=32 3 -0.998079 -1.665963 -0.291563 0.0064375

sp|P05545|SPA3K_RAT Serine protease inhibitor A3K OS=Rattus norvegicus GN=Serpina3k PE=1 SV=313 30 -0.597873 -1.000537 -0.205486 0.006625

sp|P12346|TRFE_RAT Serotransferrin OS=Rattus norvegicus GN=Tf PE=1 SV=32 11 -0.535964 -0.873499 -0.195587 0.0067875

tr|F1LQD5|F1LQD5_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus PE=4 SV=12 3 -0.610309 -1.034449 -0.210506 0.006825

tr|F1LM05|F1LM05_RAT Uncharacterized protein OS=Rattus norvegicus GN=LOC299282 PE=3 SV=110 28 -0.739447 -1.242795 -0.224707 0.006925

tr|D3ZUM2|D3ZUM2_RAT Sterile alpha and TIR motif containing 1 (Predicted) OS=Rattus norvegicus GN=Sarm1 PE=4 SV=14 5 0.5048986 0.1725296 0.8383848 0.0069625

sp|P47875|CSRP1_RAT Cysteine and glycine-rich protein 1 OS=Rattus norvegicus GN=Csrp1 PE=2 SV=210 18 -0.238964 -0.359167 -0.112889 0.007

sp|Q9WV78|PLVAP_RAT Plasmalemma vesicle-associated protein OS=Rattus norvegicus GN=Plvap PE=1 SV=11 2 -0.438255 -0.713924 -0.158497 0.0072125

sp|Q5XFX0|TAGL2_RAT Transgelin-2 OS=Rattus norvegicus GN=Tagln2 PE=1 SV=113 38 -0.393169 -0.630264 -0.145324 0.0073125

sp|O35179|SH3G2_RAT Endophilin-A1 OS=Rattus norvegicus GN=Sh3gl2 PE=1 SV=28 13 0.2923426 0.120939 0.4667481 0.007375

sp|P20595|GCYB1_RAT Guanylate cyclase soluble subunit beta-1 OS=Rattus norvegicus GN=Gucy1b3 PE=1 SV=23 4 -0.464042 -0.742118 -0.169891 0.0075375

tr|D3ZUM4|D3ZUM4_RAT Beta-galactosidase OS=Rattus norvegicus GN=Glb1 PE=3 SV=15 9 -0.409139 -0.674201 -0.15876 0.007775

sp|Q7TQ16|QCR8_RAT Cytochrome b-c1 complex subunit 8 OS=Rattus norvegicus GN=Uqcrq PE=2 SV=14 8 0.3097907 0.1202044 0.4973349 0.0078375

tr|D4A0Y1|D4A0Y1_RAT Uncharacterized protein OS=Rattus norvegicus PE=3 SV=114 20 -0.45349 -0.753381 -0.164059 0.0079375

sp|P10888|COX41_RAT Cytochrome c oxidase subunit 4 isoform 1, mitochondrial OS=Rattus norvegicus GN=Cox4i1 PE=1 SV=16 13 0.2985928 0.1225222 0.4728599 0.008025

sp|P01048|KNT1_RAT T-kininogen 1 OS=Rattus norvegicus GN=Map1 PE=1 SV=26 15 0.4361191 0.1620153 0.7199508 0.0080625

sp|P14141|CAH3_RAT Carbonic anhydrase 3 OS=Rattus norvegicus GN=Ca3 PE=1 SV=316 74 -1.306517 -2.287319 -0.350127 0.008075

sp|P19511|AT5F1_RAT ATP synthase subunit b, mitochondrial OS=Rattus norvegicus GN=Atp5f1 PE=1 SV=15 10 0.2557681 0.1113123 0.4001561 0.008125

tr|D4A0S8|D4A0S8_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=13 5 -0.253258 -0.396414 -0.113989 0.00815

sp|Q6AYS7|ACY1A_RAT Aminoacylase-1A OS=Rattus norvegicus GN=Acy1a PE=1 SV=19 19 -0.283851 -0.447164 -0.121958 0.0082875

sp|P29314|RS9_RAT 40S ribosomal protein S9 OS=Rattus norvegicus GN=Rps9 PE=1 SV=411 17 -0.243116 -0.377195 -0.106931 0.008325

tr|Q66HI5|Q66HI5_RAT Ferritin OS=Rattus norvegicus GN=Fth1 PE=2 SV=26 10 0.3084232 0.1223653 0.4950583 0.0083375

tr|Q5XFV4|Q5XFV4_RAT; sp|P70623|FABP4_RAT Fabp4 protein OS=Rattus norvegicus GN=Fabp4 PE=2 SV=1; Fatty acid-binding protein, adipocyte OS=Rattus norvegicus GN=Fabp4 PE=1 SV=310 36 -0.951369 -1.653075 -0.271367 0.00835

tr|B5DF91|B5DF91_RAT ELAV (Embryonic lethal, abnormal vision, Drosophila)-like 1 (Hu antigen R) OS=Rattus norvegicus GN=Elavl1 PE=2 SV=14 5 -0.286937 -0.459916 -0.121141 0.0084375

sp|P84100|RL19_RAT 60S ribosomal protein L19 OS=Rattus norvegicus GN=Rpl19 PE=1 SV=14 4 -0.271798 -0.432538 -0.112882 0.0086625

tr|Q6P9Y4|Q6P9Y4_RAT Solute carrier family 25 (Mitochondrial carrier; adenine nucleotide translocator), member 4 OS=Rattus norvegicus GN=Slc25a4 PE=2 SV=15 11 0.4504522 0.1521693 0.7495853 0.00885

sp|Q9Z0W7|CLIC4_RAT Chloride intracellular channel protein 4 OS=Rattus norvegicus GN=Clic4 PE=1 SV=36 7 -0.232582 -0.360834 -0.104809 0.0089125

sp|P11980|KPYM_RAT Pyruvate kinase isozymes M1/M2 OS=Rattus norvegicus GN=Pkm2 PE=1 SV=34 13 0.4318806 0.1456952 0.729655 0.0092375

sp|P50878|RL4_RAT 60S ribosomal protein L4 OS=Rattus norvegicus GN=Rpl4 PE=1 SV=310 18 -0.235578 -0.372122 -0.105535 0.0092375

tr|Q8K3R4|Q8K3R4_RAT 30 kDa adipocyte complement-related protein OS=Rattus norvegicus GN=Adipoq PE=2 SV=11 2 -0.549486 -0.944557 -0.149831 0.00925

sp|P85972|VINC_RAT Vinculin OS=Rattus norvegicus GN=Vcl PE=1 SV=151 100 -0.256078 -0.403797 -0.112609 0.0093375

tr|D3Z913|D3Z913_RAT Uncharacterized protein OS=Rattus norvegicus GN=Drp2 PE=4 SV=120 28 0.2778033 0.1114751 0.4446014 0.0097

sp|Q6AXV4|SAM50_RAT Sorting and assembly machinery component 50 homolog OS=Rattus norvegicus GN=Samm50 PE=1 SV=13 6 0.4128461 0.1274536 0.6891556 0.010075

sp|P25093|FAAA_RAT Fumarylacetoacetase OS=Rattus norvegicus GN=Fah PE=1 SV=16 6 -0.564978 -0.96958 -0.169744 0.010275

sp|O88644|GRIFN_RAT Grifin OS=Rattus norvegicus GN=Grifin PE=1 SV=11 2 -1.250422 -2.210343 -0.278065 0.0103875

tr|D3ZX87|D3ZX87_RAT; sp|P62902|RL31_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=1; 60S ribosomal protein L31 OS=Rattus norvegicus GN=Rpl31 PE=2 SV=15 6 -0.255742 -0.41166 -0.107093 0.0109375

tr|F1LN18|F1LN18_RAT; sp|Q63617|HYOU1_RAT Uncharacterized protein OS=Rattus norvegicus GN=Hyou1 PE=3 SV=1; Hypoxia up-regulated protein 1 OS=Rattus norvegicus GN=Hyou1 PE=1 SV=19 11 -0.288473 -0.468067 -0.104503 0.0109625

sp|Q01129|PGS2_RAT Decorin OS=Rattus norvegicus GN=Dcn PE=1 SV=118 100 0.1817428 0.0885079 0.2712896 0.011025

sp|P85973|PNPH_RAT Purine nucleoside phosphorylase OS=Rattus norvegicus GN=Pnp PE=1 SV=112 32 -0.358752 -0.595173 -0.122799 0.011025

sp|P04636|MDHM_RAT Malate dehydrogenase, mitochondrial OS=Rattus norvegicus GN=Mdh2 PE=1 SV=216 59 0.1839511 0.0880399 0.2783689 0.0110375

sp|Q5RKI0|WDR1_RAT WD repeat-containing protein 1 OS=Rattus norvegicus GN=Wdr1 PE=1 SV=318 33 -0.155547 -0.22787 -0.08459 0.01105

tr|Q4QQV0|Q4QQV0_RAT Tubulin, beta 6 OS=Rattus norvegicus GN=Tubb6 PE=2 SV=14 5 -0.325578 -0.538086 -0.107996 0.0111
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sp|P04041|GPX1_RAT Glutathione peroxidase 1 OS=Rattus norvegicus GN=Gpx1 PE=1 SV=46 10 -0.373205 -0.62682 -0.119714 0.011125

tr|F1M6Q3|F1M6Q3_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Col4a2 PE=4 SV=15 10 0.6097628 0.1603541 1.0580384 0.01115

sp|Q63355|MYO1C_RAT Myosin-Ic OS=Rattus norvegicus GN=Myo1c PE=2 SV=235 59 -0.16486 -0.242578 -0.087392 0.0111875

sp|Q1WIM3|CADM3_RAT Cell adhesion molecule 3 OS=Rattus norvegicus GN=Cadm3 PE=2 SV=17 16 0.3755462 0.1211352 0.6314692 0.0115125

sp|P24090|FETUA_RAT Alpha-2-HS-glycoprotein OS=Rattus norvegicus GN=Ahsg PE=1 SV=213 62 -0.404906 -0.690128 -0.130299 0.01155

sp|P07340|AT1B1_RAT Sodium/potassium-transporting ATPase subunit beta-1 OS=Rattus norvegicus GN=Atp1b1 PE=1 SV=18 19 0.5863758 0.156513 1.0254922 0.011775

sp|P04797|G3P_RAT Glyceraldehyde-3-phosphate dehydrogenase OS=Rattus norvegicus GN=Gapdh PE=1 SV=321 85 0.3522407 0.1200999 0.5940782 0.0118375

sp|P61265|STX1B_RAT Syntaxin-1B OS=Rattus norvegicus GN=Stx1b PE=1 SV=14 6 0.4454611 0.1287949 0.7588457 0.0121125

tr|B7X6I3|B7X6I3_RAT; sp|Q5FVI4|CEND_RAT C38 protein OS=Rattus norvegicus GN=Cend1 PE=2 SV=1; Cell cycle exit and neuronal differentiation protein 1 OS=Rattus norvegicus GN=Cend1 PE=1 SV=16 9 0.4960115 0.1417845 0.8810871 0.0122

sp|Q5XIH7|PHB2_RAT Prohibitin-2 OS=Rattus norvegicus GN=Phb2 PE=1 SV=116 26 0.2868736 0.1009291 0.4676197 0.012775

tr|F1M7I8|F1M7I8_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus PE=4 SV=12 5 -0.743326 -1.294682 -0.156418 0.0128125

tr|F1M957|F1M957_RAT Uncharacterized protein OS=Rattus norvegicus GN=Vwf PE=4 SV=13 7 -0.380577 -0.65401 -0.114428 0.013125

tr|D3ZUX5|D3ZUX5_RAT Coiled-coil-helix-coiled-coil-helix domain containing 3 (Predicted), isoform CRA_a OS=Rattus norvegicus GN=Chchd3 PE=4 SV=12 3 0.3832402 0.1068014 0.6524531 0.01335

tr|F1M2X2|F1M2X2_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus PE=4 SV=116 32 0.2590595 0.1009017 0.4223204 0.013375

tr|D3Z7Y9|D3Z7Y9_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=13 4 -0.776235 -1.332352 -0.177415 0.0134

sp|P07151|B2MG_RAT Beta-2-microglobulin OS=Rattus norvegicus GN=B2m PE=1 SV=14 6 -0.401579 -0.678706 -0.115087 0.0135375

sp|Q6IUR5|NENF_RAT Neudesin OS=Rattus norvegicus GN=Nenf PE=2 SV=13 5 -0.367258 -0.635623 -0.105958 0.0136

sp|O35077|GPDA_RAT Glycerol-3-phosphate dehydrogenase [NAD+], cytoplasmic OS=Rattus norvegicus GN=Gpd1 PE=1 SV=414 26 -0.439028 -0.75574 -0.11547 0.01365

sp|P62278|RS13_RAT 40S ribosomal protein S13 OS=Rattus norvegicus GN=Rps13 PE=2 SV=25 12 -0.207618 -0.325894 -0.085021 0.01365

sp|Q68FX0|IDH3B_RAT Isocitrate dehydrogenase [NAD] subunit beta, mitochondrial OS=Rattus norvegicus GN=Idh3B PE=1 SV=16 12 0.2139536 0.0885 0.3415856 0.013675

sp|Q5MPA9|DCLK2_RAT Serine/threonine-protein kinase DCLK2 OS=Rattus norvegicus GN=Dclk2 PE=1 SV=24 5 0.40798 0.1194269 0.7093924 0.0137

sp|Q66H86|OLFL1_RAT Olfactomedin-like protein 1 OS=Rattus norvegicus GN=Olfml1 PE=2 SV=18 16 0.3080767 0.1055937 0.5217255 0.0137625

tr|D3ZFH5|D3ZFH5_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=14 8 -0.301883 -0.509639 -0.096964 0.0137875

sp|P60892|PRPS1_RAT Ribose-phosphate pyrophosphokinase 1 OS=Rattus norvegicus GN=Prps1 PE=1 SV=26 12 0.242174 0.0918442 0.3905369 0.0141

tr|D3ZWG4|D3ZWG4_RAT Uncharacterized protein OS=Rattus norvegicus GN=Prx PE=4 SV=110 45 0.5952229 0.1419476 1.0581068 0.0141375

sp|Q8VBU2|NDRG2_RAT; sp|Q8VBU2-2|NDRG2_RAT Protein NDRG2 OS=Rattus norvegicus GN=Ndrg2 PE=1 SV=1; Isoform 2 of Protein NDRG2 OS=Rattus norvegicus GN=Ndrg26 12 0.2007256 0.0884456 0.3242392 0.0141375

sp|Q6B345|S10AB_RAT Protein S100-A11 OS=Rattus norvegicus GN=S100a11 PE=2 SV=13 11 -0.221787 -0.355589 -0.085217 0.0142375

tr|D3ZNA6|D3ZNA6_RAT; sp|P19332-8|TAU_RAT Microtubule-associated protein OS=Rattus norvegicus GN=Mapt PE=4 SV=1; Isoform Tau-H of Microtubule-associated protein tau OS=Rattus norvegicus GN=Mapt11 17 0.2383446 0.0924196 0.3799373 0.0143125

sp|P11240|COX5A_RAT Cytochrome c oxidase subunit 5A, mitochondrial OS=Rattus norvegicus GN=Cox5a PE=1 SV=18 20 0.2978941 0.0996273 0.4989676 0.0144625

sp|O08730|GLYG_RAT Glycogenin-1 OS=Rattus norvegicus GN=Gyg1 PE=2 SV=43 7 0.3391415 0.103915 0.5766685 0.0144875

tr|Q3MID6|Q3MID6_RAT Calumenin OS=Rattus norvegicus GN=Calu PE=2 SV=11 2 -0.470425 -0.838751 -0.132041 0.014675

sp|Q66HF1|NDUS1_RAT NADH-ubiquinone oxidoreductase 75 kDa subunit, mitochondrial OS=Rattus norvegicus GN=Ndufs1 PE=1 SV=112 21 0.2595586 0.0911775 0.4277794 0.0152125

tr|F1M853|F1M853_RAT; tr|F1M5X1|F1M5X1_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Rrbp1 PE=4 SV=1; Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Rrbp1 PE=4 SV=119 22 -0.344201 -0.59916 -0.097886 0.01545

sp|P62853|RS25_RAT 40S ribosomal protein S25 OS=Rattus norvegicus GN=Rps25 PE=2 SV=14 6 -0.280933 -0.465252 -0.094623 0.01545

tr|B1PLB1|B1PLB1_RAT CD34 antigen (Predicted) OS=Rattus norvegicus GN=Cd34 PE=2 SV=15 7 -0.403257 -0.695938 -0.101921 0.015575

tr|D3ZW18|D3ZW18_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=17 12 0.2932223 0.0969631 0.486847 0.0156125

tr|E9PSV0|E9PSV0_RAT Uncharacterized protein OS=Rattus norvegicus GN=C4-2 PE=4 SV=15 6 -0.482809 -0.855828 -0.108759 0.0157625

sp|Q6PDV7|RL10_RAT 60S ribosomal protein L10 OS=Rattus norvegicus GN=Rpl10 PE=1 SV=310 24 -0.273083 -0.455435 -0.094709 0.0157875

sp|Q63560|MAP6_RAT Microtubule-associated protein 6 OS=Rattus norvegicus GN=Map6 PE=1 SV=115 27 0.2733757 0.0904175 0.4508226 0.0158125

tr|O55158|O55158_RAT D6.1A protein OS=Rattus norvegicus GN=Tspan8 PE=2 SV=22 4 0.3315145 0.095817 0.5609393 0.0158625

sp|Q9WUW3|CFAI_RAT Complement factor I OS=Rattus norvegicus GN=Cfi PE=2 SV=14 6 -0.311279 -0.5173 -0.107515 0.015875

sp|Q9EPB1|DPP2_RAT Dipeptidyl peptidase 2 OS=Rattus norvegicus GN=Dpp7 PE=1 SV=12 3 -0.417749 -0.737069 -0.099011 0.015925

tr|B5DEN5|B5DEN5_RAT Eukaryotic translation elongation factor 1 beta 2 OS=Rattus norvegicus GN=Eef1b2 PE=2 SV=16 10 -0.184647 -0.286738 -0.081516 0.015975

tr|D3ZZ95|D3ZZ95_RAT 60S ribosomal protein L36 OS=Rattus norvegicus GN=LOC100361060 PE=3 SV=15 6 -0.235507 -0.373368 -0.091143 0.0160625

sp|P00786|CATH_RAT Pro-cathepsin H OS=Rattus norvegicus GN=Ctsh PE=1 SV=12 2 -0.380479 -0.68969 -0.102661 0.0162375

tr|F1M7F7|F1M7F7_RAT; sp|Q811M5|CO6_RAT Uncharacterized protein OS=Rattus norvegicus GN=C6 PE=4 SV=1; Complement component C6 OS=Rattus norvegicus GN=C6 PE=2 SV=12 2 -0.822828 -1.462263 -0.157611 0.0164

tr|F1M9K9|F1M9K9_RAT 6-phosphogluconate dehydrogenase, decarboxylating (Fragment) OS=Rattus norvegicus PE=3 SV=112 34 -0.178548 -0.279243 -0.081254 0.0165

tr|F1LQW3|F1LQW3_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Sfpq PE=4 SV=14 8 -0.250271 -0.417012 -0.087446 0.0165625

tr|Q4KMA8|Q4KMA8_RAT; sp|Q9JJ22|ERAP1_RAT Erap1 protein OS=Rattus norvegicus GN=Erap1 PE=2 SV=1; Endoplasmic reticulum aminopeptidase 1 OS=Rattus norvegicus GN=Erap1 PE=2 SV=25 5 -0.397948 -0.688704 -0.109727 0.0166

sp|P62832|RL23_RAT 60S ribosomal protein L23 OS=Rattus norvegicus GN=Rpl23 PE=2 SV=16 15 -0.276377 -0.462243 -0.091116 0.0166375
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sp|P24054|SPRL1_RAT SPARC-like protein 1 OS=Rattus norvegicus GN=Sparcl1 PE=2 SV=13 3 0.4080508 0.1041473 0.6958636 0.01675

sp|P0C0A9|SVIP_RAT Small VCP/p97-interacting protein OS=Rattus norvegicus GN=Svip PE=1 SV=14 7 0.5880175 0.1098195 1.0602917 0.0172125

sp|P97675|ENPP3_RAT Ectonucleotide pyrophosphatase/phosphodiesterase family member 3 OS=Rattus norvegicus GN=Enpp3 PE=1 SV=27 10 -0.274061 -0.470333 -0.086222 0.0174625

tr|D3Z9L8|D3Z9L8_RAT Uncharacterized protein OS=Rattus norvegicus GN=Prdx4 PE=4 SV=12 4 -0.243941 -0.404815 -0.088481 0.017875

sp|Q66X93|SND1_RAT Staphylococcal nuclease domain-containing protein 1 OS=Rattus norvegicus GN=Snd1 PE=2 SV=18 13 -0.212223 -0.340044 -0.077754 0.018225

sp|Q4KLF8|ARPC5_RAT Actin-related protein 2/3 complex subunit 5 OS=Rattus norvegicus GN=Arpc5 PE=1 SV=34 8 -0.23366 -0.383036 -0.082333 0.018325

tr|F1LPY9|F1LPY9_RAT Uncharacterized protein OS=Rattus norvegicus GN=Lbr PE=4 SV=12 3 -0.233132 -0.37797 -0.084287 0.0184625

tr|D3ZJP8|D3ZJP8_RAT Uncharacterized protein OS=Rattus norvegicus GN=Aox4 PE=4 SV=11 4 -0.595743 -1.078969 -0.095974 0.018575

sp|P12075|COX5B_RAT Cytochrome c oxidase subunit 5B, mitochondrial OS=Rattus norvegicus GN=Cox5b PE=1 SV=23 9 0.2430448 0.0801356 0.4023129 0.0189125

sp|P06685|AT1A1_RAT Sodium/potassium-transporting ATPase subunit alpha-1 OS=Rattus norvegicus GN=Atp1a1 PE=1 SV=123 55 0.4189436 0.098142 0.7531403 0.0194625

sp|P60881|SNP25_RAT Synaptosomal-associated protein 25 OS=Rattus norvegicus GN=Snap25 PE=1 SV=15 7 0.3245822 0.0944356 0.5568294 0.019525

tr|B2RYS2|B2RYS2_RAT RCG60159 OS=Rattus norvegicus GN=Uqcrb PE=4 SV=13 5 0.2628931 0.0804664 0.4452329 0.019825

sp|Q64428|ECHA_RAT Trifunctional enzyme subunit alpha, mitochondrial OS=Rattus norvegicus GN=Hadha PE=1 SV=226 44 0.1635769 0.078544 0.2546096 0.0198875

tr|F1LPJ9|F1LPJ9_RAT Uncharacterized protein OS=Rattus norvegicus GN=Abcg3l2 PE=4 SV=12 2 -0.500626 -0.915804 -0.099404 0.0199

tr|D3ZFS9|D3ZFS9_RAT Uncharacterized protein OS=Rattus norvegicus GN=Copa PE=4 SV=14 7 -0.360402 -0.622952 -0.097328 0.0201875

tr|D4ACL3|D4ACL3_RAT Uncharacterized protein OS=Rattus norvegicus GN=Aco1 PE=4 SV=114 22 -0.287162 -0.495288 -0.081943 0.0204375

tr|D3ZSE0|D3ZSE0_RAT 40S ribosomal protein S21 OS=Rattus norvegicus GN=LOC100363012 PE=3 SV=13 7 -0.352543 -0.617441 -0.086508 0.0206875

sp|P15304|LIPS_RAT Hormone-sensitive lipase OS=Rattus norvegicus GN=Lipe PE=1 SV=37 13 -0.598901 -1.12114 -0.099015 0.0207375

sp|Q9QZA6|CD151_RAT CD151 antigen OS=Rattus norvegicus GN=Cd151 PE=1 SV=29 18 0.5068764 0.0986892 0.9369116 0.02075

sp|P62907|RL10A_RAT 60S ribosomal protein L10a OS=Rattus norvegicus GN=Rpl10a PE=1 SV=25 8 -0.250018 -0.427765 -0.081255 0.020775

tr|D4A0T0|D4A0T0_RAT RCG32945 OS=Rattus norvegicus GN=Ndufb10 PE=4 SV=14 5 0.3968051 0.0833553 0.7153523 0.020825

tr|Q6AXM6|Q6AXM6_RAT Intercellular adhesion molecule 2 OS=Rattus norvegicus GN=Icam2 PE=2 SV=11 3 -0.363928 -0.651338 -0.091378 0.0209625

sp|P04785|PDIA1_RAT Protein disulfide-isomerase OS=Rattus norvegicus GN=P4hb PE=1 SV=220 36 -0.2498 -0.424419 -0.08092 0.0211125

sp|P11951|CX6C2_RAT Cytochrome c oxidase subunit 6C-2 OS=Rattus norvegicus GN=Cox6c2 PE=1 SV=34 7 0.2442038 0.0820175 0.4146438 0.0211875

tr|D3ZM87|D3ZM87_RAT Nebulin (Predicted) OS=Rattus norvegicus GN=Neb_predicted PE=4 SV=113 14 1.1404176 0.083704 2.1946625 0.0213

sp|Q6QA69|ABHD5_RAT 1-acylglycerol-3-phosphate O-acyltransferase ABHD5 OS=Rattus norvegicus GN=Abhd5 PE=1 SV=12 3 -0.89187 -1.678605 -0.11771 0.0214375

sp|Q9ESM2|HPLN2_RAT Hyaluronan and proteoglycan link protein 2 OS=Rattus norvegicus GN=Hapln2 PE=2 SV=15 6 0.5858362 0.0559581 1.1391758 0.021475

sp|P00507|AATM_RAT Aspartate aminotransferase, mitochondrial OS=Rattus norvegicus GN=Got2 PE=1 SV=218 44 0.1876507 0.0724513 0.3001064 0.02185

tr|B0K031|B0K031_RAT RCG30479, isoform CRA_b OS=Rattus norvegicus GN=Rpl7 PE=2 SV=16 8 -0.261047 -0.458227 -0.073475 0.021925

sp|P05197|EF2_RAT Elongation factor 2 OS=Rattus norvegicus GN=Eef2 PE=1 SV=427 65 -0.208723 -0.34262 -0.074632 0.0219375

sp|B4F795|CTL2_RAT Choline transporter-like protein 2 OS=Rattus norvegicus GN=Slc44a2 PE=2 SV=19 16 0.3952947 0.0769362 0.7170265 0.0219625

tr|Q9JKB7|Q9JKB7_RAT Guanine deaminase OS=Rattus norvegicus GN=Gda PE=2 SV=127 67 -0.296863 -0.511688 -0.073281 0.0220625

tr|D3ZZR9|D3ZZR9_RAT FK506 binding protein 2 (Predicted), isoform CRA_g OS=Rattus norvegicus GN=Fkbp2 PE=3 SV=16 10 -0.195818 -0.317397 -0.072661 0.022225

sp|Q9JLA3|UGGG1_RAT UDP-glucose glycoprotein glucosyltransferase 1 OS=Rattus norvegicus GN=Uggt1 PE=1 SV=24 4 -0.344642 -0.615977 -0.076373 0.022325

tr|Q4FZZ4|Q4FZZ4_RAT Pyruvate dehydrogenase (Lipoamide) alpha 1 OS=Rattus norvegicus GN=Pdha1 PE=2 SV=112 24 0.1790748 0.0719009 0.284725 0.0229375

sp|P21807|PERI_RAT Peripherin OS=Rattus norvegicus GN=Prph PE=1 SV=126 100 0.423654 0.0788076 0.7711175 0.0231375

tr|F1LQN3|F1LQN3_RAT; sp|Q9JK11|RTN4_RAT Uncharacterized protein OS=Rattus norvegicus GN=Rtn4 PE=4 SV=1; Reticulon-4 OS=Rattus norvegicus GN=Rtn4 PE=1 SV=114 25 0.2939648 0.0775409 0.5204003 0.0232125

tr|Q9WVJ6|Q9WVJ6_RAT Tissue-type transglutaminase OS=Rattus norvegicus GN=Tgm2 PE=2 SV=17 9 -0.284301 -0.499934 -0.068861 0.0235625

tr|Q5I0M7|Q5I0M7_RAT; tr|D4ACJ7|D4ACJ7_RAT Hnrpa1 protein OS=Rattus norvegicus GN=Hnrnpa1 PE=2 SV=1; RCG50547, isoform CRA_b OS=Rattus norvegicus GN=rCG_50547 PE=4 SV=17 8 -0.234406 -0.401641 -0.069042 0.023775

tr|Q5M860|Q5M860_RAT Rho, GDP dissociation inhibitor (GDI) beta OS=Rattus norvegicus GN=Arhgdib PE=2 SV=14 7 -0.333459 -0.597267 -0.076388 0.0240625

tr|D3ZE37|D3ZE37_RAT Uncharacterized protein OS=Rattus norvegicus GN=Rps11 PE=3 SV=12 3 -0.279459 -0.485772 -0.068385 0.02415

sp|Q4V8H8|EHD2_RAT EH domain-containing protein 2 OS=Rattus norvegicus GN=Ehd2 PE=1 SV=124 68 -0.27741 -0.47746 -0.065784 0.0242125

sp|Q6AYD4|ESAM_RAT Endothelial cell-selective adhesion molecule OS=Rattus norvegicus GN=Esam PE=2 SV=11 2 -0.693532 -1.342272 -0.073027 0.0243125

tr|F1M8K0|F1M8K0_RAT Uncharacterized protein OS=Rattus norvegicus GN=Dag1 PE=4 SV=115 28 0.256966 0.0697879 0.4375842 0.02445

tr|D3Z9Y9|D3Z9Y9_RAT; sp|P80067|CATC_RAT Uncharacterized protein OS=Rattus norvegicus GN=Ctsc PE=3 SV=1; Dipeptidyl peptidase 1 OS=Rattus norvegicus GN=Ctsc PE=1 SV=33 4 -0.302004 -0.538069 -0.075098 0.024475

tr|D3ZN79|D3ZN79_RAT Uncharacterized protein OS=Rattus norvegicus GN=LOC681918 PE=3 SV=14 5 -0.293119 -0.517983 -0.070394 0.0246

tr|Q6IRH6|Q6IRH6_RAT Slc25a3 protein OS=Rattus norvegicus GN=Slc25a3 PE=2 SV=19 17 0.2743698 0.0644091 0.482599 0.0249875

sp|P39069|KAD1_RAT Adenylate kinase isoenzyme 1 OS=Rattus norvegicus GN=Ak1 PE=1 SV=34 11 0.4624416 0.0710042 0.8514552 0.0250375

sp|Q99PD6|TGFI1_RAT Transforming growth factor beta-1-induced transcript 1 protein OS=Rattus norvegicus GN=Tgfb1i1 PE=1 SV=24 5 -0.397854 -0.716488 -0.07673 0.02505

tr|F1LP22|F1LP22_RAT Uncharacterized protein OS=Rattus norvegicus GN=Atp2b2 PE=4 SV=12 3 0.3795024 0.0372029 0.8196304 0.0254375
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tr|D4A3L8|D4A3L8_RAT; tr|D4A342|D4A342_RAT RCG47053 OS=Rattus norvegicus GN=rCG_47053 PE=4 SV=1; Uncharacterized protein OS=Rattus norvegicus PE=4 SV=13 5 -0.43156 -0.813476 -0.062242 0.0255375

tr|F1LSW7|F1LSW7_RAT; tr|B5DEM5|B5DEM5_RAT Uncharacterized protein OS=Rattus norvegicus GN=Rpl14 PE=4 SV=1; RCG25732, isoform CRA_b OS=Rattus norvegicus GN=Rpl14 PE=2 SV=13 6 -0.229283 -0.387699 -0.067644 0.025675

tr|B5DEH4|B5DEH4_RAT Uap1l1 protein OS=Rattus norvegicus GN=Uap1l1 PE=2 SV=15 7 -0.284843 -0.504932 -0.070652 0.02575

tr|B1H277|B1H277_RAT Pgm2 protein OS=Rattus norvegicus GN=Pgm2 PE=2 SV=18 9 -0.273588 -0.478303 -0.066978 0.025825

tr|D3ZC55|D3ZC55_RAT Heat shock 70kDa protein 12A (Predicted), isoform CRA_a OS=Rattus norvegicus GN=Hspa12a PE=4 SV=121 49 0.2165527 0.0722372 0.3667053 0.025875

tr|D4A3V2|D4A3V2_RAT NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 6 OS=Rattus norvegicus GN=Ndufa6 PE=3 SV=13 6 0.3462561 0.0672533 0.6265532 0.026

sp|O08628|PCOC1_RAT Procollagen C-endopeptidase enhancer 1 OS=Rattus norvegicus GN=Pcolce PE=2 SV=14 4 -0.290563 -0.501984 -0.074826 0.026075

sp|P63245|GBLP_RAT Guanine nucleotide-binding protein subunit beta-2-like 1 OS=Rattus norvegicus GN=Gnb2l1 PE=1 SV=36 10 -0.273681 -0.47717 -0.065382 0.0262375

tr|D3ZJ82|D3ZJ82_RAT Uncharacterized protein OS=Rattus norvegicus GN=Susd2 PE=4 SV=16 14 0.4035155 0.0696923 0.7464525 0.0263375

tr|B2RZC1|B2RZC1_RAT; sp|P04916|RET4_RAT Retinol binding protein 4, plasma OS=Rattus norvegicus GN=Rbp4 PE=2 SV=1; Retinol-binding protein 4 OS=Rattus norvegicus GN=Rbp4 PE=1 SV=12 2 -1.097796 -2.255865 -0.037849 0.0273

tr|B1WBM0|B1WBM0_RAT; sp|P40241|CD9_RAT CD9 molecule OS=Rattus norvegicus GN=Cd9 PE=2 SV=1; CD9 antigen OS=Rattus norvegicus GN=Cd9 PE=1 SV=29 60 0.543621 0.0560508 1.0265629 0.0274875

tr|D4A6F0|D4A6F0_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=13 4 -0.315975 -0.585971 -0.059078 0.028275

sp|O35142|COPB2_RAT Coatomer subunit beta' OS=Rattus norvegicus GN=Copb2 PE=1 SV=36 10 -0.216533 -0.37735 -0.062892 0.0286

tr|E9PTT4|E9PTT4_RAT; tr|E9PT80|E9PT80_RAT Uncharacterized protein OS=Rattus norvegicus GN=Epb49 PE=4 SV=1; Uncharacterized protein OS=Rattus norvegicus PE=4 SV=15 7 0.2152626 0.0693817 0.365123 0.0287

tr|D4A8P1|D4A8P1_RAT Uncharacterized protein OS=Rattus norvegicus GN=LOC687680 PE=3 SV=16 15 -0.230866 -0.397285 -0.068876 0.0287625

tr|D3ZD09|D3ZD09_RAT Uncharacterized protein OS=Rattus norvegicus GN=Cox6b1 PE=4 SV=14 6 0.2225675 0.0671942 0.3813482 0.0288125

sp|P85969|SNAB_RAT Beta-soluble NSF attachment protein OS=Rattus norvegicus GN=Napb PE=1 SV=14 6 0.3712989 0.0474622 0.6882028 0.02885

sp|Q924C3|ENPP1_RAT; sp|Q924C3-2|ENPP1_RAT Ectonucleotide pyrophosphatase/phosphodiesterase family member 1 OS=Rattus norvegicus GN=Enpp1 PE=2 SV=2; Isoform 1 of Ectonucleotide pyrophosphatase/phosphodiesterase family member 1 OS=Rattus norvegicus GN=Enpp13 3 0.4136343 0.0598833 0.7550708 0.029

tr|Q5RK10|Q5RK10_RAT; sp|P35427|RL13A_RAT Neuroprotective protein 11 OS=Rattus norvegicus GN=Rpl13a PE=2 SV=1; 60S ribosomal protein L13a OS=Rattus norvegicus GN=Rpl13a PE=1 SV=24 9 -0.269149 -0.468325 -0.058475 0.0290125

sp|P19643|AOFB_RAT Amine oxidase [flavin-containing] B OS=Rattus norvegicus GN=Maob PE=1 SV=313 27 0.4405908 0.0576874 0.8279664 0.0290875

tr|E9PTV0|E9PTV0_RAT Uncharacterized protein OS=Rattus norvegicus GN=Guk1 PE=4 SV=11 3 0.3085816 0.0637672 0.5635644 0.0291

sp|P35053|GPC1_RAT Glypican-1 OS=Rattus norvegicus GN=Gpc1 PE=1 SV=13 3 -0.276257 -0.497335 -0.068992 0.0291125

sp|Q5U211|SNX3_RAT Sorting nexin-3 OS=Rattus norvegicus GN=Snx3 PE=1 SV=14 8 -0.199419 -0.337 -0.066828 0.029175

sp|Q68FS4|AMPL_RAT Cytosol aminopeptidase OS=Rattus norvegicus GN=Lap3 PE=1 SV=113 27 -0.16819 -0.270395 -0.065476 0.0293625

sp|Q6TEK3|VKORL_RAT Vitamin K epoxide reductase complex subunit 1-like protein 1 OS=Rattus norvegicus GN=Vkorc1l1 PE=2 SV=11 2 -0.331209 -0.607438 -0.063111 0.0294625

sp|P09811|PYGL_RAT Glycogen phosphorylase, liver form OS=Rattus norvegicus GN=Pygl PE=1 SV=54 5 -0.549107 -1.034485 -0.040095 0.0298375

tr|F1LPP9|F1LPP9_RAT Uncharacterized protein OS=Rattus norvegicus GN=Hnrnpl PE=4 SV=16 10 -0.218751 -0.384252 -0.061919 0.0298875

tr|F1LXA0|F1LXA0_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Ndufa12 PE=4 SV=11 3 0.2765701 0.0606681 0.4957173 0.0299375

sp|P15999|ATPA_RAT ATP synthase subunit alpha, mitochondrial OS=Rattus norvegicus GN=Atp5a1 PE=1 SV=226 53 0.2333675 0.0615672 0.4037186 0.0301375

tr|Q6IMZ5|Q6IMZ5_RAT Tropomodulin 1 OS=Rattus norvegicus GN=Tmod1 PE=2 SV=15 7 0.2726769 0.0601866 0.481611 0.0301625

tr|D3ZS58|D3ZS58_RAT NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 2 OS=Rattus norvegicus GN=Ndufa2 PE=3 SV=12 5 0.2728366 0.0562036 0.4826887 0.0302625

sp|P61765-2|STXB1_RAT Isoform 2 of Syntaxin-binding protein 1 OS=Rattus norvegicus GN=Stxbp118 36 0.2487183 0.0621047 0.4338916 0.0303

tr|F1LSD3|F1LSD3_RAT; tr|D3ZQQ0|D3ZQQ0_RAT Integrin beta OS=Rattus norvegicus GN=Itgb4 PE=3 SV=1; Integrin beta OS=Rattus norvegicus GN=Itgb4 PE=3 SV=150 100 0.2815084 0.0589961 0.5064067 0.030325

sp|Q91XU8|CDS2_RAT Phosphatidate cytidylyltransferase 2 OS=Rattus norvegicus GN=Cds2 PE=2 SV=12 4 0.4657513 0.0329411 0.8827239 0.030575

tr|F1LT35|F1LT35_RAT; tr|D3ZTH8|D3ZTH8_RAT; tr|B5DES1|B5DES1_RAT; sp|P62752|RL23A_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=RGD1564606 PE=3 SV=1; Uncharacterized protein OS=Rattus norvegicus GN=LOC689899 PE=3 SV=1; RCG33340 OS=Rattus norvegicus GN=Rpl23a PE=2 SV=1; 60S ribosomal protein L23a OS=Rattus norvegicus GN=Rpl23a PE=2 SV=15 8 -0.277229 -0.497699 -0.05425 0.030725

tr|Q6MG98|Q6MG98_RAT Histocompatibility 2, class II antigen E alpha OS=Rattus norvegicus GN=RT1-Da PE=2 SV=11 2 -1.313151 -2.710722 0.0302809 0.030725

sp|P49432|ODPB_RAT Pyruvate dehydrogenase E1 component subunit beta, mitochondrial OS=Rattus norvegicus GN=Pdhb PE=1 SV=29 20 0.2121033 0.0608663 0.3686595 0.0309

tr|F1LNN9|F1LNN9_RAT Uncharacterized protein OS=Rattus norvegicus GN=Basp1 PE=4 SV=17 10 0.2108013 0.0590764 0.3584537 0.0311125

sp|Q4FZY0|EFHD2_RAT EF-hand domain-containing protein D2 OS=Rattus norvegicus GN=Efhd2 PE=1 SV=15 11 -0.210493 -0.347308 -0.069051 0.031125

sp|B0BNI5|OLFL3_RAT Olfactomedin-like protein 3 OS=Rattus norvegicus GN=Olfml3 PE=2 SV=25 11 0.3383191 0.049984 0.6136485 0.0313

sp|Q00981|UCHL1_RAT Ubiquitin carboxyl-terminal hydrolase isozyme L1 OS=Rattus norvegicus GN=Uchl1 PE=1 SV=212 46 0.2060632 0.0593224 0.348483 0.031825

sp|P21396|AOFA_RAT Amine oxidase [flavin-containing] A OS=Rattus norvegicus GN=Maoa PE=1 SV=110 17 0.26561 0.0599248 0.4771861 0.032

sp|P0C1Q3|PCAT2_RAT Lysophosphatidylcholine acyltransferase 2 OS=Rattus norvegicus GN=Lpcat2 PE=2 SV=11 2 0.3299876 0.0531723 0.6234644 0.032175

sp|P14669|ANXA3_RAT Annexin A3 OS=Rattus norvegicus GN=Anxa3 PE=1 SV=418 34 -0.247361 -0.439904 -0.060108 0.0323

sp|Q9EST6|AN32B_RAT Acidic leucine-rich nuclear phosphoprotein 32 family member B OS=Rattus norvegicus GN=Anp32b PE=2 SV=13 5 -0.253879 -0.442652 -0.054691 0.0324375

tr|Q5M7T5|Q5M7T5_RAT Serine (Or cysteine) peptidase inhibitor, clade C (Antithrombin), member 1 OS=Rattus norvegicus GN=Serpinc1 PE=2 SV=118 37 -0.342447 -0.632934 -0.047831 0.032475

sp|P62632|EF1A2_RAT Elongation factor 1-alpha 2 OS=Rattus norvegicus GN=Eef1a2 PE=2 SV=15 7 0.3731514 0.0541727 0.7056637 0.0326625

sp|P61314|RL15_RAT 60S ribosomal protein L15 OS=Rattus norvegicus GN=Rpl15 PE=1 SV=23 4 -0.256485 -0.455202 -0.057199 0.032725

tr|D3ZHM9|D3ZHM9_RAT RCG53372 OS=Rattus norvegicus GN=rCG_53372 PE=4 SV=11 2 -0.645951 -1.22511 -0.043574 0.0329125

tr|D3ZW56|D3ZW56_RAT Neurofascin, isoform CRA_d OS=Rattus norvegicus GN=Nfasc PE=4 SV=110 14 0.2394601 0.0523337 0.4191243 0.0333875
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sp|P13638|AT1B2_RAT Sodium/potassium-transporting ATPase subunit beta-2 OS=Rattus norvegicus GN=Atp1b2 PE=2 SV=11 2 0.5945133 0.0305381 1.1761716 0.03395

sp|Q9R0T3|DNJC3_RAT DnaJ homolog subfamily C member 3 OS=Rattus norvegicus GN=Dnajc3 PE=2 SV=31 2 -0.445784 -0.864915 -0.027333 0.0342

sp|Q08420|SODE_RAT Extracellular superoxide dismutase [Cu-Zn] OS=Rattus norvegicus GN=Sod3 PE=1 SV=24 12 0.2175654 0.0568717 0.3818144 0.03475

sp|P13221|AATC_RAT Aspartate aminotransferase, cytoplasmic OS=Rattus norvegicus GN=Got1 PE=1 SV=317 46 0.1480257 0.0606276 0.23072 0.0348625

sp|Q5U2R7|MESD_RAT LDLR chaperone MESD OS=Rattus norvegicus GN=Mesdc2 PE=2 SV=12 3 -0.298696 -0.539045 -0.034286 0.0349125

sp|Q64240|AMBP_RAT Protein AMBP OS=Rattus norvegicus GN=Ambp PE=1 SV=12 6 -0.36639 -0.697554 -0.048341 0.0351125

tr|F1M0B2|F1M0B2_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=LOC683295 PE=4 SV=12 2 -0.637893 -1.325982 0.006413 0.035525

sp|Q9HB97|PARVA_RAT Alpha-parvin OS=Rattus norvegicus GN=Parva PE=1 SV=28 15 -0.183262 -0.314304 -0.057339 0.035775

sp|Q9Z2Q1|SC31A_RAT Protein transport protein Sec31A OS=Rattus norvegicus GN=Sec31a PE=1 SV=210 14 -0.202533 -0.353014 -0.055692 0.03585

tr|D3ZAF6|D3ZAF6_RAT Uncharacterized protein OS=Rattus norvegicus GN=Atp5j2 PE=4 SV=12 5 0.2538816 0.0455945 0.4522972 0.0360625

tr|F1MAA7|F1MAA7_RAT Uncharacterized protein OS=Rattus norvegicus GN=Lamc1 PE=4 SV=140 77 0.2785602 0.0532391 0.5156343 0.0362375

sp|P62890|RL30_RAT 60S ribosomal protein L30 OS=Rattus norvegicus GN=Rpl30 PE=3 SV=24 5 -0.320422 -0.601572 -0.037462 0.0362375

tr|D4A702|D4A702_RAT Uncharacterized protein OS=Rattus norvegicus GN=Synpo2 PE=4 SV=14 5 -0.448014 -0.85361 -0.017204 0.0363

sp|Q4KLZ6|DHAK_RAT Bifunctional ATP-dependent dihydroxyacetone kinase/FAD-AMP lyase (cyclizing) OS=Rattus norvegicus GN=Dak PE=1 SV=12 4 -0.256622 -0.463539 -0.051837 0.0363875

tr|D4A2A6|D4A2A6_RAT Uncharacterized protein OS=Rattus norvegicus GN=Mybpc2 PE=4 SV=123 37 0.9180442 -0.037115 1.8536547 0.0366

tr|D3ZSD1|D3ZSD1_RAT Uncharacterized protein OS=Rattus norvegicus GN=Immt PE=4 SV=117 24 0.2276394 0.0511838 0.3971844 0.0366375

tr|B5DEY8|B5DEY8_RAT Sorting nexin 6 OS=Rattus norvegicus GN=Snx6 PE=2 SV=12 3 -0.246197 -0.437818 -0.048068 0.036975

tr|D4A276|D4A276_RAT Mitochondrial Rho GTPase OS=Rattus norvegicus PE=3 SV=11 3 0.3727736 0.0242232 0.7186758 0.037

sp|Q5XI07|LPP_RAT Lipoma-preferred partner homolog OS=Rattus norvegicus GN=Lpp PE=1 SV=15 7 -0.299905 -0.539743 -0.045947 0.037125

tr|D3ZTM3|D3ZTM3_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=16 9 0.1950918 0.0577623 0.3333601 0.03725

tr|E9PTI3|E9PTI3_RAT Uncharacterized protein OS=Rattus norvegicus GN=Myh11 PE=4 SV=137 67 -0.456176 -0.884771 -0.023398 0.037275

sp|P83732|RL24_RAT 60S ribosomal protein L24 OS=Rattus norvegicus GN=Rpl24 PE=1 SV=11 2 -0.268859 -0.49088 -0.044003 0.0373375

sp|P07722-2|MAG_RAT Isoform S-MAG of Myelin-associated glycoprotein OS=Rattus norvegicus GN=Mag10 21 0.4163307 0.0240258 0.8066762 0.037575

sp|Q63377|AT1B3_RAT Sodium/potassium-transporting ATPase subunit beta-3 OS=Rattus norvegicus GN=Atp1b3 PE=2 SV=19 20 0.2441377 0.0496334 0.4402119 0.037725

sp|P13233|CN37_RAT 2',3'-cyclic-nucleotide 3'-phosphodiesterase OS=Rattus norvegicus GN=Cnp PE=1 SV=232 100 0.2621528 0.0470408 0.4776585 0.0381875

tr|B2GV92|B2GV92_RAT; sp|P83868|TEBP_RAT Ptges3 protein OS=Rattus norvegicus GN=Ptges3 PE=2 SV=1; Prostaglandin E synthase 3 OS=Rattus norvegicus GN=Ptges3 PE=1 SV=21 4 -0.161359 -0.264091 -0.058182 0.0383875

sp|P63055|PCP4_RAT Purkinje cell protein 4 OS=Rattus norvegicus GN=Pcp4 PE=1 SV=22 7 0.2626887 0.0404156 0.4876501 0.0393125

sp|Q66H98|SDPR_RAT Serum deprivation-response protein OS=Rattus norvegicus GN=Sdpr PE=1 SV=313 21 -0.229737 -0.41614 -0.049705 0.0394625

sp|P04639|APOA1_RAT Apolipoprotein A-I OS=Rattus norvegicus GN=Apoa1 PE=1 SV=219 38 0.3824669 0.0303715 0.7379279 0.03995

tr|B2RZ09|B2RZ09_RAT; sp|P0C5H9|MANF_RAT Arginine-rich, mutated in early stage tumors (Predicted), isoform CRA_b OS=Rattus norvegicus GN=Manf PE=2 SV=1; Mesencephalic astrocyte-derived neurotrophic factor OS=Rattus norvegicus GN=Manf PE=1 SV=11 3 -0.385841 -0.77508 0.008712 0.040225

tr|B5DF65|B5DF65_RAT Biliverdin reductase B (Flavin reductase (NADPH)) OS=Rattus norvegicus GN=Blvrb PE=2 SV=15 13 -0.238265 -0.429215 -0.040335 0.0405875

sp|Q9JHY2|SFXN3_RAT Sideroflexin-3 OS=Rattus norvegicus GN=Sfxn3 PE=2 SV=18 15 0.296316 0.0361266 0.5573666 0.04095

sp|Q63572|TESK1_RAT Dual specificity testis-specific protein kinase 1 OS=Rattus norvegicus GN=Tesk1 PE=1 SV=12 6 0.4645031 0.0103268 0.9082825 0.041

tr|D3ZF86|D3ZF86_RAT Uncharacterized protein OS=Rattus norvegicus GN=RGD1309903 PE=4 SV=12 9 0.298661 0.0406527 0.5574652 0.041225

tr|F1LQS3|F1LQS3_RAT; sp|P21533|RL6_RAT 60S ribosomal protein L6 OS=Rattus norvegicus GN=Rpl6 PE=3 SV=1; 60S ribosomal protein L6 OS=Rattus norvegicus GN=Rpl6 PE=1 SV=59 18 -0.215533 -0.378933 -0.046744 0.041275

sp|O35331|PDXK_RAT Pyridoxal kinase OS=Rattus norvegicus GN=Pdxk PE=1 SV=14 5 -0.33457 -0.63401 -0.034443 0.0413375

tr|O70188|O70188_RAT Nuclear factor 1 OS=Rattus norvegicus GN=Nfic PE=2 SV=22 3 -0.319786 -0.613717 -0.028061 0.041475

sp|Q64119|MYL6_RAT Myosin light polypeptide 6 OS=Rattus norvegicus GN=Myl6 PE=1 SV=38 17 -0.183739 -0.312126 -0.054738 0.041825

tr|D4A6I2|D4A6I2_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=14 6 -0.319608 -0.610659 -0.036197 0.04205

tr|F1M820|F1M820_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus PE=4 SV=117 28 -0.141442 -0.221039 -0.05845 0.0425125

tr|F1LP60|F1LP60_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Msn PE=4 SV=121 45 -0.140967 -0.223152 -0.059103 0.04285

sp|P16391|HA12_RAT RT1 class I histocompatibility antigen, AA alpha chain OS=Rattus norvegicus PE=1 SV=23 4 -0.290334 -0.556397 -0.027299 0.04335

sp|P12839|NFM_RAT Neurofilament medium polypeptide OS=Rattus norvegicus GN=Nefm PE=1 SV=436 100 0.4214048 0.0100573 0.8327303 0.04345

tr|D3ZZC1|D3ZZC1_RAT RCG43947 OS=Rattus norvegicus GN=LOC100362805 PE=3 SV=14 6 -0.253588 -0.475076 -0.0482 0.0435

tr|F1M200|F1M200_RAT; tr|D3ZXS8|D3ZXS8_RAT Ubiquitin carrier protein (Fragment) OS=Rattus norvegicus GN=Ube2k PE=3 SV=1; Ubiquitin carrier protein OS=Rattus norvegicus GN=Ube2k PE=3 SV=12 3 0.4071122 0.0064436 0.8327413 0.0436625

sp|Q05764|ADDB_RAT Beta-adducin OS=Rattus norvegicus GN=Add2 PE=2 SV=44 7 0.2093691 0.0456751 0.3763574 0.0438

tr|D3ZPF0|D3ZPF0_RAT Four and a half LIM domains 3 (Predicted) OS=Rattus norvegicus GN=Fhl3 PE=4 SV=12 3 -0.396382 -0.773799 -0.008945 0.0442

tr|F1LRS7|F1LRS7_RAT; tr|D4A760|D4A760_RAT; sp|Q6AY19|ADCK4_RAT Uncharacterized protein OS=Rattus norvegicus GN=Adck4 PE=4 SV=1; Uncharacterized protein OS=Rattus norvegicus PE=4 SV=1; Uncharacterized aarF domain-containing protein kinase 4 OS=Rattus norvegicus GN=Adck4 PE=2 SV=12 3 -0.390334 -0.750795 -0.003052 0.044275

sp|Q63269|ITPR3_RAT Inositol 1,4,5-trisphosphate receptor type 3 OS=Rattus norvegicus GN=Itpr3 PE=1 SV=115 24 0.332375 0.0090268 0.6335772 0.0442875

tr|F1M1V0|F1M1V0_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus PE=4 SV=120 47 0.2719872 0.0328141 0.5105969 0.0443375
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sp|O35112|CD166_RAT CD166 antigen OS=Rattus norvegicus GN=Alcam PE=1 SV=15 6 0.2736738 0.0317512 0.5136366 0.04435

sp|P07323|ENOG_RAT Gamma-enolase OS=Rattus norvegicus GN=Eno2 PE=1 SV=216 52 0.1782911 0.0492407 0.3025717 0.044775

tr|O35370|O35370_RAT Thrombomodulin OS=Rattus norvegicus GN=Thbd PE=2 SV=11 3 -0.303579 -0.580504 -0.024263 0.0447875

tr|F1LX07|F1LX07_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=LOC100360985 PE=3 SV=13 4 0.4544203 -0.010017 0.9501721 0.044825

sp|Q6AYC4|CAPG_RAT Macrophage-capping protein OS=Rattus norvegicus GN=Capg PE=1 SV=112 39 0.3888785 0.0032178 0.7556175 0.0449875

tr|Q569A0|Q569A0_RAT LOC681849 protein (Fragment) OS=Rattus norvegicus GN=LOC681849 PE=2 SV=14 8 0.2214421 0.035313 0.4189931 0.0454125

tr|D3ZNZ1|D3ZNZ1_RAT Uncharacterized protein OS=Rattus norvegicus GN=Stam PE=4 SV=12 4 0.2275995 0.0450299 0.4247079 0.0455375

tr|D4AEH9|D4AEH9_RAT Amylo-1, 6-glucosidase, 4-alpha-glucanotransferase (Glycogen debranching enzyme, glycogen storage disease type III) (Predicted), isoform CRA_a OS=Rattus norvegicus GN=Agl PE=4 SV=117 21 0.4201988 0.0026187 0.8378831 0.0457625

tr|D3ZZU0|D3ZZU0_RAT Actin related protein 2/3 complex, subunit 2 (Predicted), isoform CRA_a OS=Rattus norvegicus GN=Arpc2 PE=4 SV=15 7 -0.187375 -0.328384 -0.049945 0.0457625

tr|D3ZC10|D3ZC10_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=14 6 0.2397464 0.0338237 0.4616773 0.04585

sp|P85125|PTRF_RAT Polymerase I and transcript release factor OS=Rattus norvegicus GN=Ptrf PE=1 SV=115 32 -0.147983 -0.24178 -0.053947 0.04625

sp|P62703|RS4X_RAT 40S ribosomal protein S4, X isoform OS=Rattus norvegicus GN=Rps4x PE=2 SV=210 21 -0.178357 -0.309557 -0.050147 0.0463375

tr|Q4QRB8|Q4QRB8_RAT; sp|P20673|ARLY_RAT Asl protein OS=Rattus norvegicus GN=Asl PE=2 SV=1; Argininosuccinate lyase OS=Rattus norvegicus GN=Asl PE=2 SV=11 2 -0.272254 -0.5196 -0.029029 0.04635

sp|Q9JIH7|WNK1_RAT Serine/threonine-protein kinase WNK1 OS=Rattus norvegicus GN=Wnk1 PE=1 SV=23 3 0.4796745 -0.023789 0.9697072 0.0469625

tr|D3ZU77|D3ZU77_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=14 15 0.29583 0.0269911 0.573738 0.04735

tr|Q5XI38|Q5XI38_RAT Lymphocyte cytosolic protein 1 OS=Rattus norvegicus GN=Lcp1 PE=2 SV=112 26 -0.17989 -0.308452 -0.044275 0.0480375

sp|P21531|RL3_RAT 60S ribosomal protein L3 OS=Rattus norvegicus GN=Rpl3 PE=1 SV=39 20 -0.185875 -0.331248 -0.046906 0.0483125

sp|Q9QX69|LANC1_RAT LanC-like protein 1 OS=Rattus norvegicus GN=Lancl1 PE=2 SV=24 8 0.1600882 0.052622 0.2717751 0.048525

sp|P32551|QCR2_RAT Cytochrome b-c1 complex subunit 2, mitochondrial OS=Rattus norvegicus GN=Uqcrc2 PE=1 SV=210 23 0.2433148 0.0326111 0.4532842 0.0486375

tr|D4ACN7|D4ACN7_RAT Uncharacterized protein OS=Rattus norvegicus GN=Myof PE=4 SV=17 7 -0.322238 -0.620432 -0.016351 0.048925

sp|P19234|NDUV2_RAT NADH dehydrogenase [ubiquinone] flavoprotein 2, mitochondrial OS=Rattus norvegicus GN=Ndufv2 PE=1 SV=24 9 0.2319267 0.0318416 0.4367302 0.049025

tr|D3ZN61|D3ZN61_RAT Leucine-rich repeat LGI family, member 3 (Predicted), isoform CRA_b OS=Rattus norvegicus GN=Lgi3 PE=4 SV=14 6 0.2953021 0.0221173 0.5808406 0.049025

tr|D3ZF13|D3ZF13_RAT Acyl carrier protein OS=Rattus norvegicus GN=LOC683884 PE=3 SV=12 2 0.4820778 -0.056828 1.1025523 0.0494125

sp|P41498|PPAC_RAT Low molecular weight phosphotyrosine protein phosphatase OS=Rattus norvegicus GN=Acp1 PE=1 SV=34 8 0.2489958 0.0281799 0.4646275 0.0496

tr|D3ZY11|D3ZY11_RAT Uncharacterized protein OS=Rattus norvegicus GN=Pin1 PE=4 SV=16 11 0.1822504 0.045289 0.3181968 0.04965

sp|P31399|ATP5H_RAT ATP synthase subunit d, mitochondrial OS=Rattus norvegicus GN=Atp5h PE=1 SV=37 12 0.3140156 0.0215341 0.6172926 0.0496875

tr|F1LNF0|F1LNF0_RAT Uncharacterized protein OS=Rattus norvegicus GN=Myh14 PE=4 SV=137 60 0.2292033 0.0386082 0.4276281 0.0497125

tr|Q6IMY8|Q6IMY8_RAT Heterogeneous nuclear ribonucleoprotein U OS=Rattus norvegicus GN=Hnrnpu PE=2 SV=111 19 -0.182401 -0.320957 -0.045317 0.0500375

sp|P82471|GNAQ_RAT Guanine nucleotide-binding protein G(q) subunit alpha OS=Rattus norvegicus GN=Gnaq PE=1 SV=26 13 0.214434 0.0386381 0.3986044 0.0500875

sp|P19939|APOC1_RAT Apolipoprotein C-I OS=Rattus norvegicus GN=Apoc1 PE=2 SV=12 3 -0.356721 -0.718908 0.0017145 0.050175

sp|P05696|KPCA_RAT Protein kinase C alpha type OS=Rattus norvegicus GN=Prkca PE=1 SV=313 16 0.2205749 0.037595 0.407152 0.0502625

sp|Q8VIJ5|NCOAT_RAT Bifunctional protein NCOAT OS=Rattus norvegicus GN=Mgea5 PE=1 SV=15 9 0.1826928 0.046874 0.3202942 0.050275

tr|Q6P9V7|Q6P9V7_RAT Proteasome (Prosome, macropain) activator subunit 1 OS=Rattus norvegicus GN=Psme1 PE=2 SV=112 19 -0.213436 -0.391084 -0.037333 0.0504875

tr|D3ZE88|D3ZE88_RAT; sp|P06687|AT1A3_RAT Uncharacterized protein OS=Rattus norvegicus GN=Atp1a3 PE=3 SV=1; Sodium/potassium-transporting ATPase subunit alpha-3 OS=Rattus norvegicus GN=Atp1a3 PE=1 SV=210 19 0.4450126 -0.021088 0.9000522 0.0505375

tr|D4A3B0|D4A3B0_RAT Uncharacterized protein OS=Rattus norvegicus GN=Tln2 PE=4 SV=131 55 -0.127746 -0.199101 -0.05615 0.05075

sp|P97700|M2OM_RAT Mitochondrial 2-oxoglutarate/malate carrier protein OS=Rattus norvegicus GN=Slc25a11 PE=2 SV=34 8 0.2916599 0.0204402 0.5684544 0.050975

sp|P37377|SYUA_RAT Alpha-synuclein OS=Rattus norvegicus GN=Snca PE=1 SV=18 14 0.2741083 0.0195423 0.5233477 0.051625

tr|D3ZH41|D3ZH41_RAT Uncharacterized protein OS=Rattus norvegicus GN=Ckap4 PE=4 SV=15 6 -0.248339 -0.457638 -0.032583 0.05165

tr|D4A4D5|D4A4D5_RAT; sp|P02401|RLA2_RAT Uncharacterized protein OS=Rattus norvegicus GN=LOC498555 PE=4 SV=1; 60S acidic ribosomal protein P2 OS=Rattus norvegicus GN=Rplp2 PE=1 SV=25 11 -0.220873 -0.406806 -0.03512 0.05195

sp|P31044|PEBP1_RAT Phosphatidylethanolamine-binding protein 1 OS=Rattus norvegicus GN=Pebp1 PE=1 SV=39 24 0.1821057 0.0429218 0.3244822 0.05205

tr|D3ZP91|D3ZP91_RAT Uncharacterized protein OS=Rattus norvegicus GN=Atg7 PE=4 SV=12 2 -0.436683 -0.901927 0.0186517 0.052125

sp|Q9EPF2|MUC18_RAT Cell surface glycoprotein MUC18 OS=Rattus norvegicus GN=Mcam PE=1 SV=210 17 -0.158647 -0.273021 -0.048835 0.052325

tr|D4ACR0|D4ACR0_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=19 13 -0.224959 -0.420537 -0.038119 0.052375

tr|F1LRL9|F1LRL9_RAT Uncharacterized protein OS=Rattus norvegicus GN=Map1b PE=4 SV=156 100 0.264359 0.0237412 0.5047546 0.0524

tr|F1LLW3|F1LLW3_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=RGD1308874 PE=4 SV=12 2 -0.423205 -0.858915 0.0285867 0.05255

tr|D3ZS41|D3ZS41_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=12 3 -0.346431 -0.685357 -0.005415 0.052675

tr|F1LUD3|F1LUD3_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Ahnak2 PE=4 SV=19 12 0.2128158 0.0342469 0.3875287 0.0527625

sp|P08932|KNT2_RAT T-kininogen 2 OS=Rattus norvegicus PE=1 SV=25 8 0.3107695 0.0021882 0.6248517 0.052825

sp|Q6P734|IC1_RAT Plasma protease C1 inhibitor OS=Rattus norvegicus GN=Serping1 PE=2 SV=111 18 -0.260275 -0.489743 -0.01865 0.0528375

sp|P19527|NFL_RAT Neurofilament light polypeptide OS=Rattus norvegicus GN=Nefl PE=1 SV=332 100 0.4585544 -0.030989 0.9354324 0.05315
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tr|D3ZFQ8|D3ZFQ8_RAT Cytochrome c-1 (Predicted), isoform CRA_c OS=Rattus norvegicus GN=Cyc1 PE=4 SV=13 4 0.2747655 0.0220831 0.5295821 0.0536625

tr|D4ACG7|D4ACG7_RAT Uncharacterized protein OS=Rattus norvegicus GN=Cpne6 PE=4 SV=112 25 0.3282128 -0.000303 0.6483763 0.05405

tr|D3ZWX0|D3ZWX0_RAT Uncharacterized protein OS=Rattus norvegicus GN=Iqgap1 PE=4 SV=118 28 -0.212518 -0.389393 -0.028881 0.0543

tr|F1M7V6|F1M7V6_RAT; sp|Q1WIM1|CADM4_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Cadm4 PE=4 SV=1; Cell adhesion molecule 4 OS=Rattus norvegicus GN=Cadm4 PE=1 SV=111 34 0.2695485 0.0228138 0.5255521 0.0544125

sp|P18163|ACSL1_RAT Long-chain-fatty-acid--CoA ligase 1 OS=Rattus norvegicus GN=Acsl1 PE=1 SV=113 20 -0.639303 -1.359076 0.0808117 0.0545125

tr|Q642E2|Q642E2_RAT RCG22700, isoform CRA_a OS=Rattus norvegicus GN=Rpl28 PE=2 SV=13 5 -0.199656 -0.358039 -0.035213 0.054675

sp|Q8K4D8|AL1A3_RAT Aldehyde dehydrogenase family 1 member A3 OS=Rattus norvegicus GN=Aldh1a3 PE=2 SV=11 2 -0.425178 -0.888062 0.0191431 0.0552125

tr|D3ZKL0|D3ZKL0_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=14 4 0.3584891 -0.039367 0.7608752 0.0553875

tr|D3ZR01|D3ZR01_RAT Uncharacterized protein OS=Rattus norvegicus GN=Gm2a PE=4 SV=13 5 -0.360158 -0.713875 0.0211709 0.0557625

sp|P19945|RLA0_RAT 60S acidic ribosomal protein P0 OS=Rattus norvegicus GN=Rplp0 PE=1 SV=29 19 -0.208844 -0.385756 -0.031734 0.0558125

tr|F1MAC0|F1MAC0_RAT Uncharacterized protein OS=Rattus norvegicus GN=Ifi47 PE=4 SV=14 4 -0.34022 -0.675858 0.0154432 0.0561125

tr|B2RZ72|B2RZ72_RAT Actin related protein 2/3 complex, subunit 4 (Predicted), isoform CRA_a OS=Rattus norvegicus GN=Arpc4 PE=2 SV=15 10 -0.157904 -0.268562 -0.046079 0.0565625

sp|B0BNN3|CAH1_RAT Carbonic anhydrase 1 OS=Rattus norvegicus GN=Ca1 PE=1 SV=14 8 -0.374798 -0.767031 0.0123968 0.0565875

sp|P62747|RHOB_RAT Rho-related GTP-binding protein RhoB OS=Rattus norvegicus GN=Rhob PE=1 SV=12 4 0.2098095 0.0295122 0.3924089 0.0566625

sp|Q63198|CNTN1_RAT Contactin-1 OS=Rattus norvegicus GN=Cntn1 PE=1 SV=24 4 0.35287 -0.00374 0.7323911 0.0568625

tr|D3ZU33|D3ZU33_RAT Uncharacterized protein OS=Rattus norvegicus GN=Cd163 PE=4 SV=15 9 -0.271267 -0.535281 -0.011867 0.0571125

tr|D4A7U8|D4A7U8_RAT Similar to myozenin 1 (Predicted) OS=Rattus norvegicus GN=Myoz1 PE=4 SV=11 3 1.0878826 -0.209119 2.4085748 0.0571875

sp|Q68FY0|QCR1_RAT Cytochrome b-c1 complex subunit 1, mitochondrial OS=Rattus norvegicus GN=Uqcrc1 PE=1 SV=110 15 0.2280326 0.0192564 0.4261601 0.0572375

sp|Q6V7V2|RTKN_RAT Rhotekin OS=Rattus norvegicus GN=Rtkn PE=2 SV=19 13 0.2504646 0.0166222 0.469536 0.0573125

sp|Q5XIF6|TBA4A_RAT Tubulin alpha-4A chain OS=Rattus norvegicus GN=Tuba4a PE=2 SV=14 13 0.4265843 -0.03586 0.8862212 0.057675

sp|P02688|MBP_RAT Myelin basic protein S OS=Rattus norvegicus GN=Mbp PE=1 SV=316 100 0.4450807 -0.041485 0.9333464 0.0576875

sp|Q7M0E3|DEST_RAT Destrin OS=Rattus norvegicus GN=Dstn PE=1 SV=313 24 -0.217365 -0.400956 -0.029137 0.0577

sp|Q5XIP9|TMM43_RAT Transmembrane protein 43 OS=Rattus norvegicus GN=Tmem43 PE=2 SV=15 6 -0.294625 -0.563757 0.0020025 0.05805

sp|P23457|DIDH_RAT 3-alpha-hydroxysteroid dehydrogenase OS=Rattus norvegicus GN=Akr1c9 PE=1 SV=15 8 -0.407898 -0.844305 0.0351557 0.0585

tr|Q52KS1|Q52KS1_RAT 6-phosphofructo-1-kinase, M-type OS=Rattus norvegicus GN=Pfkm PE=2 SV=124 42 0.3152585 -0.003968 0.6357272 0.058775

sp|P22062|PIMT_RAT Protein-L-isoaspartate(D-aspartate) O-methyltransferase OS=Rattus norvegicus GN=Pcmt1 PE=1 SV=29 25 0.1542393 0.046838 0.2645987 0.0588625

tr|D3ZRF5|D3ZRF5_RAT RCG47744, isoform CRA_c OS=Rattus norvegicus GN=rCG_47744 PE=3 SV=11 2 0.3480852 -0.008072 0.7081418 0.0589125

tr|F1LM84|F1LM84_RAT Uncharacterized protein OS=Rattus norvegicus GN=Nid1 PE=4 SV=129 68 0.246733 0.017282 0.4725272 0.058925

tr|D4AAC4|D4AAC4_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=11 2 0.4184069 -0.03445 0.8937491 0.059225

sp|P02091|HBB1_RAT Hemoglobin subunit beta-1 OS=Rattus norvegicus GN=Hbb PE=1 SV=33 29 -0.336808 -0.693743 0.0003745 0.0592375

sp|P04466|MLRS_RAT Myosin regulatory light chain 2, skeletal muscle isoform OS=Rattus norvegicus GN=Mylpf PE=2 SV=210 25 1.2649101 -0.337477 2.7634234 0.059275

sp|P47728|CALB2_RAT Calretinin OS=Rattus norvegicus GN=Calb2 PE=1 SV=18 11 0.1947722 0.0305616 0.3640159 0.0594

sp|P05982|NQO1_RAT NAD(P)H dehydrogenase [quinone] 1 OS=Rattus norvegicus GN=Nqo1 PE=1 SV=44 11 0.2364233 0.0220418 0.4501877 0.0597375

sp|P02600|MYL1_RAT Myosin light chain 1/3, skeletal muscle isoform OS=Rattus norvegicus GN=Myl1 PE=1 SV=212 44 1.1978136 -0.268079 2.6410139 0.0598375

tr|D4A4P4|D4A4P4_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=12 3 0.4409258 -0.034136 0.9506784 0.0599

tr|D3ZZV4|D3ZZV4_RAT Uncharacterized protein OS=Rattus norvegicus GN=Rufy3 PE=4 SV=117 26 0.2030366 0.0307325 0.3754617 0.0599375

tr|F1LN42|F1LN42_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Tns1 PE=4 SV=117 19 -0.141571 -0.239226 -0.045528 0.060125

sp|Q9ESN0|NIBAN_RAT Protein Niban OS=Rattus norvegicus GN=Fam129a PE=2 SV=22 11 -0.266741 -0.523526 -0.012378 0.0602625

sp|P08461|ODP2_RAT Dihydrolipoyllysine-residue acetyltransferase component of pyruvate dehydrogenase complex, mitochondrial OS=Rattus norvegicus GN=Dlat PE=1 SV=316 29 0.2214515 0.0222183 0.4139818 0.0603125

tr|B5DEL9|B5DEL9_RAT; sp|P62083|RS7_RAT RCG62292, isoform CRA_a OS=Rattus norvegicus GN=LOC497813 PE=2 SV=1; 40S ribosomal protein S7 OS=Rattus norvegicus GN=Rps7 PE=1 SV=18 16 -0.216153 -0.404229 -0.026941 0.0604625

sp|P23565|AINX_RAT Alpha-internexin OS=Rattus norvegicus GN=Ina PE=1 SV=218 28 0.2842058 0.0069124 0.5665159 0.0605

sp|P22791|HMCS2_RAT Hydroxymethylglutaryl-CoA synthase, mitochondrial OS=Rattus norvegicus GN=Hmgcs2 PE=2 SV=12 2 0.6709269 -0.135546 1.4518886 0.0607375

tr|A1A5L1|A1A5L1_RAT; sp|P70645|BLMH_RAT Bleomycin hydrolase OS=Rattus norvegicus GN=Blmh PE=2 SV=1; Bleomycin hydrolase OS=Rattus norvegicus GN=Blmh PE=1 SV=13 4 -0.180979 -0.327335 -0.031478 0.0612625

tr|Q6AXW2|Q6AXW2_RAT RCG25684, isoform CRA_a OS=Rattus norvegicus GN=Tmod3 PE=2 SV=18 11 -0.267001 -0.532484 -0.008266 0.0616375

sp|Q3KRE0|ATAD3_RAT ATPase family AAA domain-containing protein 3 OS=Rattus norvegicus GN=Atad3 PE=2 SV=12 3 -0.252513 -0.490652 -0.013033 0.0617375

tr|D4A8H3|D4A8H3_RAT Similar to RIKEN cDNA 5730469D23 (Predicted) OS=Rattus norvegicus GN=Uba6 PE=4 SV=13 6 0.2646573 0.0081198 0.5311573 0.0618125

tr|F1LSX1|F1LSX1_RAT Uncharacterized protein OS=Rattus norvegicus GN=RGD1307929 PE=4 SV=12 2 0.2856063 -0.018791 0.5806456 0.0620375

sp|P14604|ECHM_RAT Enoyl-CoA hydratase, mitochondrial OS=Rattus norvegicus GN=Echs1 PE=1 SV=19 18 -0.152282 -0.266965 -0.042154 0.0628875

tr|Q5PQK6|Q5PQK6_RAT Nit1 protein OS=Rattus norvegicus GN=Nit1 PE=2 SV=13 6 -0.238728 -0.454082 -0.016839 0.063075

tr|D3ZSY4|D3ZSY4_RAT Eosinophil peroxidase (Predicted) OS=Rattus norvegicus GN=Epx PE=4 SV=13 4 -0.553045 -1.228049 0.0761362 0.0638875

Page 95 of 255 Diabetes



sp|Q794E4|HNRPF_RAT Heterogeneous nuclear ribonucleoprotein F OS=Rattus norvegicus GN=Hnrnpf PE=1 SV=33 7 -0.215673 -0.413661 -0.021238 0.064025

sp|P59649|FXYD7_RAT FXYD domain-containing ion transport regulator 7 OS=Rattus norvegicus GN=Fxyd7 PE=1 SV=12 3 0.3904419 -0.041865 0.8248988 0.0642125

sp|P01835|KACB_RAT Ig kappa chain C region, B allele OS=Rattus norvegicus PE=1 SV=18 32 -0.517881 -1.106718 0.0737703 0.064275

sp|O08557|DDAH1_RAT N(G),N(G)-dimethylarginine dimethylaminohydrolase 1 OS=Rattus norvegicus GN=Ddah1 PE=1 SV=316 40 0.2232241 0.0178167 0.4249185 0.0649125

tr|F1LYV8|F1LYV8_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus PE=4 SV=12 3 -0.493451 -1.057416 0.0777551 0.0661

tr|F1LRZ7|F1LRZ7_RAT Uncharacterized protein OS=Rattus norvegicus GN=Nefh PE=3 SV=133 100 0.3902631 -0.035294 0.8294382 0.066375

tr|F1LQ76|F1LQ76_RAT; tr|D3ZPC7|D3ZPC7_RAT Uncharacterized protein OS=Rattus norvegicus GN=L1cam PE=4 SV=1; Uncharacterized protein OS=Rattus norvegicus GN=L1cam PE=4 SV=113 18 0.2928553 -0.007132 0.5977331 0.06645

sp|P04762|CATA_RAT Catalase OS=Rattus norvegicus GN=Cat PE=1 SV=314 25 -0.239817 -0.474357 -0.011142 0.0672875

sp|P62762|VISL1_RAT Visinin-like protein 1 OS=Rattus norvegicus GN=Vsnl1 PE=1 SV=28 17 0.2470013 -9.8E-05 0.4813365 0.06775

sp|P01830|THY1_RAT Thy-1 membrane glycoprotein OS=Rattus norvegicus GN=Thy1 PE=1 SV=14 10 0.3151529 -0.020851 0.6499687 0.068025

sp|P63100-2|CANB1_RAT Isoform 2 of Calcineurin subunit B type 1 OS=Rattus norvegicus GN=Ppp3r15 8 0.1886933 0.0289711 0.3459199 0.068175

tr|B4F7B7|B4F7B7_RAT Dual specificity phosphatase-like 15 (Predicted), isoform CRA_c OS=Rattus norvegicus GN=Dusp15 PE=2 SV=17 23 0.3142746 -0.017828 0.6508099 0.068425

tr|F1LM41|F1LM41_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Mvp PE=4 SV=17 18 -0.206053 -0.390859 -0.016467 0.068725

tr|Q8R4I6|Q8R4I6_RAT Actinin alpha 3, isoform CRA_a OS=Rattus norvegicus GN=Actn3 PE=2 SV=125 41 0.9936179 -0.258547 2.2689 0.068775

tr|F1M5J5|F1M5J5_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Tnni2 PE=4 SV=16 11 1.3444315 -0.404384 3.0542999 0.0688125

tr|F1LNF7|F1LNF7_RAT; sp|Q99NA5|IDH3A_RAT Uncharacterized protein OS=Rattus norvegicus GN=Idh3a PE=3 SV=1; Isocitrate dehydrogenase [NAD] subunit alpha, mitochondrial OS=Rattus norvegicus GN=Idh3a PE=1 SV=111 14 0.1766121 0.0298277 0.3226644 0.0688625

sp|P62138|PP1A_RAT Serine/threonine-protein phosphatase PP1-alpha catalytic subunit OS=Rattus norvegicus GN=Ppp1ca PE=1 SV=11 3 -0.177777 -0.332523 -0.027709 0.0688875

tr|D3ZD02|D3ZD02_RAT 60S ribosomal protein L13 OS=Rattus norvegicus GN=RGD1563145 PE=3 SV=15 10 -0.228784 -0.444061 -0.006988 0.0697

sp|Q4QQV8|CHMP5_RAT Charged multivesicular body protein 5 OS=Rattus norvegicus GN=Chmp5 PE=2 SV=14 6 0.2628491 0.0035977 0.5222056 0.070525

sp|Q9JMI1|AACS_RAT Acetoacetyl-CoA synthetase OS=Rattus norvegicus GN=Aacs PE=1 SV=13 3 -0.387998 -0.860319 0.0880516 0.0706

sp|P68136|ACTS_RAT Actin, alpha skeletal muscle OS=Rattus norvegicus GN=Acta1 PE=2 SV=13 6 0.8655725 -0.216005 1.9675938 0.071025

tr|D4ACL2|D4ACL2_RAT Similar to FLJ20699 protein (Predicted), isoform CRA_a OS=Rattus norvegicus GN=Ttc38 PE=4 SV=11 2 -0.35002 -0.740081 0.0332977 0.071275

tr|F1LQH0|F1LQH0_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus PE=4 SV=118 31 0.1577615 0.0360933 0.2840337 0.0714625

tr|D3ZAA1|D3ZAA1_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=11 2 -0.288206 -0.582992 0.0192537 0.071525

tr|D3ZJH9|D3ZJH9_RAT Malic enzyme OS=Rattus norvegicus GN=Me2 PE=3 SV=15 7 -0.229404 -0.450619 -0.008451 0.071725

tr|F1M7X5|F1M7X5_RAT; sp|P14740|DPP4_RAT Uncharacterized protein OS=Rattus norvegicus GN=Dpp4 PE=4 SV=1; Dipeptidyl peptidase 4 OS=Rattus norvegicus GN=Dpp4 PE=1 SV=28 13 -0.168749 -0.305999 -0.030912 0.0718

sp|Q9EQX9|UBE2N_RAT Ubiquitin-conjugating enzyme E2 N OS=Rattus norvegicus GN=Ube2n PE=1 SV=15 10 0.1761444 0.0336724 0.3215421 0.071925

sp|P63259|ACTG_RAT; sp|P60711|ACTB_RAT Actin, cytoplasmic 2 OS=Rattus norvegicus GN=Actg1 PE=1 SV=1; Actin, cytoplasmic 1 OS=Rattus norvegicus GN=Actb PE=1 SV=18 81 -0.130432 -0.213393 -0.046599 0.0719625

sp|Q9JHU0|DPYL5_RAT Dihydropyrimidinase-related protein 5 OS=Rattus norvegicus GN=Dpysl5 PE=1 SV=116 36 0.2026813 0.0149891 0.3850691 0.0723375

tr|D3ZCG2|D3ZCG2_RAT Uncharacterized protein OS=Rattus norvegicus PE=3 SV=112 16 0.2315215 0.0056353 0.4516157 0.0725125

tr|D3ZCR6|D3ZCR6_RAT Periostin, osteoblast specific factor (Predicted), isoform CRA_d OS=Rattus norvegicus GN=Postn PE=4 SV=118 31 -0.460748 -1.011647 0.0852862 0.0726375

sp|Q2IBC5|CAV2_RAT Caveolin-2 OS=Rattus norvegicus GN=Cav2 PE=1 SV=22 5 -0.242794 -0.468777 -0.000857 0.0729875

tr|F1MA59|F1MA59_RAT Uncharacterized protein OS=Rattus norvegicus GN=Col4a1 PE=4 SV=14 4 0.4028683 -0.055846 0.8673787 0.0731625

tr|D4A656|D4A656_RAT Uncharacterized protein OS=Rattus norvegicus GN=Slc22a1 PE=4 SV=11 2 0.3490086 -0.072379 0.7881977 0.0732125

tr|F1LRP1|F1LRP1_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=14 6 0.7890121 -0.30605 1.9277318 0.0732375

sp|P05942|S10A4_RAT Protein S100-A4 OS=Rattus norvegicus GN=S100a4 PE=2 SV=17 18 0.2326336 0.0106266 0.4714832 0.0734

tr|F1LUV9|F1LUV9_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Ncam1 PE=4 SV=18 11 0.2317194 0.0028274 0.4637501 0.07345

tr|B5DEZ8|B5DEZ8_RAT Plexin domain containing 2 OS=Rattus norvegicus GN=Plxdc2 PE=2 SV=12 2 0.3773021 -0.101803 0.8298142 0.073925

tr|F1MAN8|F1MAN8_RAT Uncharacterized protein OS=Rattus norvegicus GN=Lama5 PE=4 SV=16 6 0.3218764 -0.072972 0.7187355 0.0741

sp|P08934|KNG1_RAT Kininogen-1 OS=Rattus norvegicus GN=Kng1 PE=2 SV=15 8 -0.32942 -0.695873 0.0464994 0.07445

tr|F1LQS6|F1LQS6_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Xdh PE=4 SV=11 3 -0.395868 -0.859432 0.0739871 0.0749625

sp|P10719|ATPB_RAT ATP synthase subunit beta, mitochondrial OS=Rattus norvegicus GN=Atp5b PE=1 SV=229 100 0.1885937 0.0163838 0.354291 0.0751875

tr|D3ZCX0|D3ZCX0_RAT RCG55799, isoform CRA_a OS=Rattus norvegicus GN=Rsu1 PE=4 SV=111 27 -0.138355 -0.237995 -0.04169 0.0754

tr|D3ZG41|D3ZG41_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=12 2 -0.336421 -0.751642 0.0924718 0.0754875

tr|Q7TNZ9|Q7TNZ9_RAT CKLF-like MARVEL transmembrane domain containing 6 OS=Rattus norvegicus GN=Cmtm6 PE=2 SV=11 2 0.3982718 -0.07638 0.8640946 0.076075

tr|C0KUC5|C0KUC5_RAT LIM and senescent cell antigen-like domains 1 isoform D OS=Rattus norvegicus GN=Lims1 PE=2 SV=13 4 -0.187903 -0.353735 -0.018258 0.0761625

sp|Q91Y81|SEPT2_RAT Septin-2 OS=Rattus norvegicus GN=Sept2 PE=1 SV=113 25 -0.125686 -0.204709 -0.048724 0.076675

tr|D4ADL1|D4ADL1_RAT; tr|D3ZIL8|D3ZIL8_RAT; tr|D3ZGH3|D3ZGH3_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=1; Uncharacterized protein OS=Rattus norvegicus PE=4 SV=1; Uncharacterized protein OS=Rattus norvegicus PE=4 SV=12 2 -0.49882 -1.161774 0.2041815 0.076725

sp|P11730|KCC2G_RAT Calcium/calmodulin-dependent protein kinase type II subunit gamma OS=Rattus norvegicus GN=Camk2g PE=2 SV=14 5 0.2232428 0.0091553 0.4365605 0.076975

sp|Q62910-4|SYNJ1_RAT Isoform 4 of Synaptojanin-1 OS=Rattus norvegicus GN=Synj123 38 0.1719591 0.0281152 0.3189228 0.0776625
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sp|P62815|VATB2_RAT V-type proton ATPase subunit B, brain isoform OS=Rattus norvegicus GN=Atp6v1b2 PE=1 SV=114 26 0.1665475 0.0279618 0.3056109 0.077875

tr|D3ZUL3|D3ZUL3_RAT Uncharacterized protein OS=Rattus norvegicus GN=Col6a1 PE=4 SV=133 93 0.2185494 -0.001678 0.4313492 0.078325

tr|Q5XIH1|Q5XIH1_RAT Asporin OS=Rattus norvegicus GN=Aspn PE=2 SV=113 24 0.3055364 -0.042697 0.6414802 0.07855

sp|Q9EPH2|MRP_RAT MARCKS-related protein OS=Rattus norvegicus GN=Marcksl1 PE=2 SV=33 8 0.2297744 -0.007508 0.4575695 0.0789125

sp|P09117|ALDOC_RAT Fructose-bisphosphate aldolase C OS=Rattus norvegicus GN=Aldoc PE=1 SV=312 27 0.1974705 0.0111281 0.3813949 0.0790375

tr|F1LZ50|F1LZ50_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus PE=4 SV=12 3 0.9191437 -0.312678 2.1791744 0.0794875

sp|P12007|IVD_RAT Isovaleryl-CoA dehydrogenase, mitochondrial OS=Rattus norvegicus GN=Ivd PE=1 SV=27 11 -0.184415 -0.347979 -0.017705 0.0795

sp|P27867|DHSO_RAT Sorbitol dehydrogenase OS=Rattus norvegicus GN=Sord PE=1 SV=411 23 0.1367253 0.0406725 0.2312162 0.0798375

tr|D3ZI32|D3ZI32_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=15 7 0.2123293 0.0031832 0.4178049 0.0799625

sp|Q66H80|COPD_RAT Coatomer subunit delta OS=Rattus norvegicus GN=Arcn1 PE=2 SV=18 10 -0.243181 -0.493481 0.0055372 0.0804

sp|Q9Z0W5|PACN1_RAT Protein kinase C and casein kinase substrate in neurons protein 1 OS=Rattus norvegicus GN=Pacsin1 PE=1 SV=17 8 0.20984 0.0041576 0.4074251 0.0805125

sp|P11608|ATP8_RAT ATP synthase protein 8 OS=Rattus norvegicus GN=Mt-atp8 PE=1 SV=12 4 0.2952881 -0.02599 0.6135332 0.081025

sp|Q4KM35|PSB10_RAT Proteasome subunit beta type-10 OS=Rattus norvegicus GN=Psmb10 PE=2 SV=12 2 -0.319635 -0.737178 0.0922985 0.0811

tr|D4AAS8|D4AAS8_RAT Uncharacterized protein OS=Rattus norvegicus GN=Lrsam1 PE=4 SV=15 10 0.1913254 0.0157529 0.3713052 0.081475

tr|D3ZIP8|D3ZIP8_RAT RCG31867 OS=Rattus norvegicus GN=RGD1310444 PE=4 SV=17 14 0.3494015 -0.064638 0.7536348 0.081725

tr|D3ZSM1|D3ZSM1_RAT Similar to protein 4.1G (Predicted), isoform CRA_a OS=Rattus norvegicus GN=Epb4.1l2 PE=4 SV=127 66 0.1665805 0.0236299 0.3081677 0.0817875

sp|Q920P6|ADA_RAT Adenosine deaminase OS=Rattus norvegicus GN=Ada PE=1 SV=33 3 -0.467264 -1.145749 0.185475 0.081975

tr|D3Z8T2|D3Z8T2_RAT Uncharacterized protein OS=Rattus norvegicus GN=Mrps36 PE=4 SV=11 3 0.3080499 -0.051136 0.6630681 0.0822

tr|B5DFC3|B5DFC3_RAT SEC23A (S. cerevisiae) (Predicted) OS=Rattus norvegicus GN=Sec23a PE=2 SV=15 7 -0.229631 -0.467771 0.0043677 0.0823375

tr|Q5XIH3|Q5XIH3_RAT NADH dehydrogenase (Ubiquinone) flavoprotein 1 OS=Rattus norvegicus GN=Ndufv1 PE=2 SV=16 10 0.1842281 0.0193156 0.3542656 0.0827

sp|P04177|TY3H_RAT Tyrosine 3-monooxygenase OS=Rattus norvegicus GN=Th PE=1 SV=36 10 0.23048 -0.001636 0.4767232 0.08285

sp|P62856|RS26_RAT 40S ribosomal protein S26 OS=Rattus norvegicus GN=Rps26 PE=3 SV=32 3 -0.209564 -0.416334 -0.00413 0.0835375

sp|Q07969|CD36_RAT Platelet glycoprotein 4 OS=Rattus norvegicus GN=Cd36 PE=1 SV=310 19 -0.401818 -0.902727 0.0922785 0.0839125

sp|Q5XIE1|CH055_RAT UPF0670 protein C8orf55 homolog OS=Rattus norvegicus PE=2 SV=14 4 0.4665535 -0.127059 1.0639094 0.0841

tr|D3ZVR9|D3ZVR9_RAT Uncharacterized protein OS=Rattus norvegicus GN=Pgm5 PE=3 SV=14 5 -0.231297 -0.475955 0.0034145 0.0841375

tr|F1M2K6|F1M2K6_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus PE=4 SV=11 2 0.3953026 -0.087364 0.8694135 0.084425

tr|B5DF74|B5DF74_RAT Oxysterol-binding protein OS=Rattus norvegicus GN=Osbpl11 PE=2 SV=12 2 0.6343015 -0.230902 1.5316869 0.0852

sp|P18445|RL27A_RAT 60S ribosomal protein L27a OS=Rattus norvegicus GN=Rpl27a PE=1 SV=33 3 -0.278832 -0.593597 0.0400739 0.0855

sp|Q9EPJ0|NUCKS_RAT Nuclear ubiquitous casein and cyclin-dependent kinases substrate OS=Rattus norvegicus GN=Nucks1 PE=1 SV=12 3 -0.218742 -0.455331 0.0190012 0.0861

sp|Q3B8Q2|IF4A3_RAT Eukaryotic initiation factor 4A-III OS=Rattus norvegicus GN=Eif4a3 PE=1 SV=12 3 -0.367198 -0.866183 0.1304643 0.086275

sp|Q6MG06|GNL1_RAT Guanine nucleotide-binding protein-like 1 OS=Rattus norvegicus GN=Gnl1 PE=2 SV=12 3 -0.415918 -0.956457 0.0913632 0.0863625

tr|Q66HM2|Q66HM2_RAT; tr|D4A101|D4A101_RAT; sp|P18484|AP2A2_RAT Adaptor-related protein complex 2, alpha 2 subunit OS=Rattus norvegicus GN=Ap2a2 PE=1 SV=1; Uncharacterized protein OS=Rattus norvegicus PE=4 SV=1; AP-2 complex subunit alpha-2 OS=Rattus norvegicus GN=Ap2a2 PE=1 SV=316 29 -0.118871 -0.192 -0.048098 0.08665

tr|D3ZCF8|D3ZCF8_RAT Uncharacterized protein OS=Rattus norvegicus GN=Abca8a PE=4 SV=15 9 0.3417643 -0.071408 0.7648068 0.0877375

sp|P06866-2|HPT_RAT Isoform 2 of Haptoglobin OS=Rattus norvegicus GN=Hp11 18 -0.454523 -1.037334 0.1194255 0.088025

tr|D3ZPF3|D3ZPF3_RAT Capping protein (Actin filament) muscle Z-line, beta, isoform CRA_b OS=Rattus norvegicus GN=Capzb PE=4 SV=17 9 -0.17397 -0.336165 -0.010976 0.0881

sp|P35434|ATPD_RAT ATP synthase subunit delta, mitochondrial OS=Rattus norvegicus GN=Atp5d PE=1 SV=22 4 0.2080271 -0.011024 0.4136608 0.0884

sp|Q68FR6|EF1G_RAT Elongation factor 1-gamma OS=Rattus norvegicus GN=Eef1g PE=1 SV=312 25 -0.141824 -0.248951 -0.0313 0.0884

sp|P29975|AQP1_RAT Aquaporin-1 OS=Rattus norvegicus GN=Aqp1 PE=2 SV=42 4 -0.440195 -1.051024 0.196846 0.0886875

tr|D4A2C6|D4A2C6_RAT LSM4 homolog, U6 small nuclear RNA associated (S. cerevisiae) (Predicted), isoform CRA_a OS=Rattus norvegicus GN=Lsm4 PE=4 SV=11 2 -0.281516 -0.617359 0.0347736 0.0889

sp|Q4QQW8|PLBL2_RAT Putative phospholipase B-like 2 OS=Rattus norvegicus GN=Plbd2 PE=1 SV=23 3 -0.278271 -0.58235 0.0469122 0.089

tr|E9PSK7|E9PSK7_RAT Uncharacterized protein OS=Rattus norvegicus GN=Mapk8ip3 PE=4 SV=12 2 0.4349956 -0.168812 1.0524519 0.0890125

sp|B2GUZ5|CAZA1_RAT F-actin-capping protein subunit alpha-1 OS=Rattus norvegicus GN=Capza1 PE=1 SV=11 2 -0.214347 -0.427612 0.0056978 0.0891875

sp|O88794|PNPO_RAT Pyridoxine-5'-phosphate oxidase OS=Rattus norvegicus GN=Pnpo PE=1 SV=11 3 0.1971345 0.010264 0.3990265 0.090025

tr|F1M396|F1M396_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus PE=4 SV=12 3 -0.368407 -0.908779 0.1422746 0.0912125

tr|B2RZD6|B2RZD6_RAT Ndufa4 protein OS=Rattus norvegicus GN=Ndufa4 PE=4 SV=12 4 0.2498345 -0.030583 0.5273195 0.0915125

sp|Q71UF4|RBBP7_RAT Histone-binding protein RBBP7 OS=Rattus norvegicus GN=Rbbp7 PE=2 SV=12 2 -0.331655 -0.787551 0.1144149 0.0920125

sp|Q6PST4|ATLA1_RAT Atlastin-1 OS=Rattus norvegicus GN=Atl1 PE=1 SV=13 3 0.3784124 -0.103312 0.8645298 0.092125

sp|P68370|TBA1A_RAT Tubulin alpha-1A chain OS=Rattus norvegicus GN=Tuba1a PE=1 SV=110 60 0.3226649 -0.07037 0.7082876 0.0921875

tr|Q6PCU0|Q6PCU0_RAT ATP synthase gamma chain OS=Rattus norvegicus GN=Atp5c1 PE=2 SV=110 18 0.1799477 0.0101567 0.3504682 0.0927875

sp|Q9Z1H9|PRDBP_RAT Protein kinase C delta-binding protein OS=Rattus norvegicus GN=Prkcdbp PE=1 SV=18 13 -0.158624 -0.301584 -0.025668 0.093175
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tr|D4A9P7|D4A9P7_RAT RCG40058 OS=Rattus norvegicus GN=LOC100363408 PE=3 SV=11 2 0.3135396 -0.059989 0.661829 0.0933

sp|Q2TA68|OPA1_RAT; sp|Q2TA68-3|OPA1_RAT; sp|Q2TA68-2|OPA1_RAT Dynamin-like 120 kDa protein, mitochondrial OS=Rattus norvegicus GN=Opa1 PE=1 SV=1; Isoform 3 of Dynamin-like 120 kDa protein, mitochondrial OS=Rattus norvegicus GN=Opa1; Isoform 2 of Dynamin-like 120 kDa protein, mitochondrial OS=Rattus norvegicus GN=Opa19 16 0.1541633 0.0278752 0.2833222 0.0936375

tr|F1M1B3|F1M1B3_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=RGD1564420 PE=4 SV=12 2 -0.350072 -0.793018 0.0762928 0.094525

sp|P70470|LYPA1_RAT Acyl-protein thioesterase 1 OS=Rattus norvegicus GN=Lypla1 PE=1 SV=12 2 -0.282394 -0.652074 0.0786205 0.094725

sp|Q9JMB5|ADRM1_RAT Proteasomal ubiquitin receptor ADRM1 OS=Rattus norvegicus GN=Adrm1 PE=2 SV=21 2 0.4087428 -0.186347 1.0724621 0.09515

sp|P60868|RS20_RAT 40S ribosomal protein S20 OS=Rattus norvegicus GN=Rps20 PE=3 SV=14 4 -0.222434 -0.49507 0.0466404 0.095225

sp|P13832|MRLCA_RAT Myosin regulatory light chain RLC-A OS=Rattus norvegicus GN=Rlc-a PE=2 SV=22 4 -0.250787 -0.566103 0.0626534 0.0952875

sp|Q5M9I5|QCR6_RAT Cytochrome b-c1 complex subunit 6, mitochondrial OS=Rattus norvegicus GN=Uqcrh PE=2 SV=11 2 0.3581619 -0.111382 0.8059399 0.0954875

sp|Q921A4|CYGB_RAT Cytoglobin OS=Rattus norvegicus GN=Cygb PE=1 SV=13 4 -0.324586 -0.73403 0.0869216 0.0963625

tr|D3ZNY5|D3ZNY5_RAT Uncharacterized protein OS=Rattus norvegicus GN=Ppt1 PE=4 SV=11 2 -0.254975 -0.575072 0.0601651 0.0966

tr|D3ZJF2|D3ZJF2_RAT; sp|Q6RJR6|RTN3_RAT Uncharacterized protein OS=Rattus norvegicus GN=Rtn3 PE=4 SV=1; Reticulon-3 OS=Rattus norvegicus GN=Rtn3 PE=1 SV=14 8 0.2814778 -0.042355 0.6119617 0.09665

sp|P0C548|PLPL2_RAT Patatin-like phospholipase domain-containing protein 2 OS=Rattus norvegicus GN=Pnpla2 PE=2 SV=11 3 -0.204984 -0.415371 0.0138407 0.0966625

sp|Q10758|K2C8_RAT Keratin, type II cytoskeletal 8 OS=Rattus norvegicus GN=Krt8 PE=1 SV=31 2 0.3334748 -0.078935 0.7497381 0.0970375

tr|F1LNF1|F1LNF1_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Hnrnpa2b1 PE=4 SV=17 13 -0.161986 -0.308407 -0.017581 0.0970875

tr|Q6P736|Q6P736_RAT; tr|F1LM18|F1LM18_RAT; tr|D3ZB30|D3ZB30_RAT; sp|Q00438|PTBP1_RAT; sp|Q00438-2|PTBP1_RAT Polypyrimidine tract binding protein 1, isoform CRA_a OS=Rattus norvegicus GN=Ptbp1 PE=2 SV=1; Uncharacterized protein OS=Rattus norvegicus GN=Ptbp1 PE=4 SV=1; Polypyrimidine tract binding protein 1, isoform CRA_c OS=Rattus norvegicus GN=Ptbp1 PE=4 SV=1; Polypyrimidine tract-binding protein 1 OS=Rattus norvegicus GN=Ptbp1 PE=1 SV=1; Isoform PYBP1 of Polypyrimidine tract-binding protein 1 OS=Rattus norvegicus GN=Ptbp12 6 -0.262592 -0.572938 0.0367686 0.0975625

tr|F1LMB8|F1LMB8_RAT Uncharacterized protein OS=Rattus norvegicus GN=Grsf1 PE=4 SV=12 2 0.3558546 -0.108105 0.8155565 0.097675

tr|F1LQ81|F1LQ81_RAT; sp|Q9QUL6|NSF_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Nsf PE=3 SV=1; Vesicle-fusing ATPase OS=Rattus norvegicus GN=Nsf PE=1 SV=127 50 0.1803547 0.004121 0.3539327 0.0979

sp|Q66HA6|ARL8B_RAT ADP-ribosylation factor-like protein 8B OS=Rattus norvegicus GN=Arl8b PE=2 SV=12 3 0.1947908 -0.001545 0.3990646 0.0979

tr|E9PSZ3|E9PSZ3_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=14 13 0.218772 -0.01369 0.4693554 0.0987375

sp|Q6AYG5|ECHD1_RAT Enoyl-CoA hydratase domain-containing protein 1 OS=Rattus norvegicus GN=Echdc1 PE=1 SV=14 5 -0.282124 -0.624792 0.0781432 0.0989

sp|P59215|GNAO_RAT Guanine nucleotide-binding protein G(o) subunit alpha OS=Rattus norvegicus GN=Gnao1 PE=1 SV=28 14 0.2354721 -0.032663 0.4985238 0.09895

tr|F1M4T3|F1M4T3_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Erh PE=4 SV=12 2 -0.32495 -0.787197 0.0789655 0.0993125

sp|P63322|RALA_RAT Ras-related protein Ral-A OS=Rattus norvegicus GN=Rala PE=1 SV=19 15 0.2095109 -0.014975 0.4335382 0.0997

sp|Q9R0T4|CADH1_RAT Cadherin-1 OS=Rattus norvegicus GN=Cdh1 PE=2 SV=17 10 0.2241218 -0.02653 0.4654125 0.1000625

sp|Q5M936|TOR3A_RAT Torsin-3A OS=Rattus norvegicus GN=Tor3a PE=2 SV=12 2 -0.283447 -0.621337 0.0700946 0.1000625

sp|P62755|RS6_RAT 40S ribosomal protein S6 OS=Rattus norvegicus GN=Rps6 PE=1 SV=16 10 -0.167992 -0.330313 -0.015976 0.1004375

sp|P85971|6PGL_RAT 6-phosphogluconolactonase OS=Rattus norvegicus GN=Pgls PE=1 SV=14 7 -0.178199 -0.341898 -0.000883 0.1006625

tr|D4AB41|D4AB41_RAT Uncharacterized protein OS=Rattus norvegicus GN=LOC687320 PE=4 SV=11 3 -0.317184 -0.705816 0.0797835 0.1008125

sp|P04638|APOA2_RAT Apolipoprotein A-II OS=Rattus norvegicus GN=Apoa2 PE=2 SV=14 6 -0.326823 -0.74912 0.0832705 0.1013

tr|Q5U2U8|Q5U2U8_RAT Bcl2-associated athanogene 3 OS=Rattus norvegicus GN=Bag3 PE=2 SV=17 10 0.1690324 0.0046564 0.327491 0.1021

tr|D4A777|D4A777_RAT Uncharacterized protein OS=Rattus norvegicus GN=Fam114a1 PE=4 SV=12 4 -0.241064 -0.514107 0.0334932 0.1026

tr|D3ZN64|D3ZN64_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=113 23 0.1910828 -0.00365 0.3849844 0.1028375

tr|Q7TP58|Q7TP58_RAT Phosphoglycerate mutase OS=Rattus norvegicus GN=Bpgm PE=2 SV=11 2 -0.367126 -0.858613 0.126081 0.1028625

sp|Q6AYS8|DHB11_RAT Estradiol 17-beta-dehydrogenase 11 OS=Rattus norvegicus GN=Hsd17b11 PE=2 SV=18 9 0.2022464 -0.015431 0.4174129 0.1031875

sp|P13264|GLSK_RAT Glutaminase kidney isoform, mitochondrial OS=Rattus norvegicus GN=Gls PE=1 SV=26 7 0.1968905 -0.013477 0.4026158 0.1031875

sp|P48500|TPIS_RAT Triosephosphate isomerase OS=Rattus norvegicus GN=Tpi1 PE=1 SV=216 64 0.2233517 -0.034678 0.4718639 0.1034125

tr|D4ABT8|D4ABT8_RAT Uncharacterized protein OS=Rattus norvegicus GN=Hnrnpul2 PE=4 SV=15 9 -0.247139 -0.537802 0.0429309 0.1043

tr|Q7TP54|Q7TP54_RAT Ab2-162 OS=Rattus norvegicus GN=Fam65b PE=2 SV=15 10 0.2030546 -0.016839 0.41397 0.10435

sp|P05065|ALDOA_RAT Fructose-bisphosphate aldolase A OS=Rattus norvegicus GN=Aldoa PE=1 SV=220 62 0.3170749 -0.089115 0.7204119 0.1047875

sp|B2RZ78|VPS29_RAT Vacuolar protein sorting-associated protein 29 OS=Rattus norvegicus GN=Vps29 PE=1 SV=28 15 -0.127201 -0.218791 -0.036664 0.1049125

tr|F1LMU0|F1LMU0_RAT Uncharacterized protein OS=Rattus norvegicus GN=Myh4 PE=4 SV=138 100 1.091932 -0.60117 2.7847982 0.105125

sp|P47942|DPYL2_RAT Dihydropyrimidinase-related protein 2 OS=Rattus norvegicus GN=Dpysl2 PE=1 SV=123 66 0.1569013 0.0178069 0.3014259 0.105275

sp|P11497-2|ACACA_RAT; sp|P11497|ACACA_RAT Isoform 2 of Acetyl-CoA carboxylase 1 OS=Rattus norvegicus GN=Acaca; Acetyl-CoA carboxylase 1 OS=Rattus norvegicus GN=Acaca PE=1 SV=16 6 -0.248033 -0.536023 0.0489461 0.1056125

tr|Q6P9V1|Q6P9V1_RAT Cd81 protein OS=Rattus norvegicus GN=Cd81 PE=2 SV=15 17 0.3538278 -0.105202 0.8288441 0.1057125

sp|P14668|ANXA5_RAT Annexin A5 OS=Rattus norvegicus GN=Anxa5 PE=1 SV=323 75 -0.123952 -0.214507 -0.036066 0.1058625

sp|Q9Z1X1|ESYT1_RAT Extended synaptotagmin-1 OS=Rattus norvegicus GN=Esyt1 PE=2 SV=115 24 -0.139822 -0.255573 -0.027474 0.105875

tr|Q6QI48|Q6QI48_RAT LRRGT00160 OS=Rattus norvegicus GN=Podn PE=2 SV=17 13 -0.216802 -0.457484 0.0285296 0.106075

sp|Q6P6V0|G6PI_RAT Glucose-6-phosphate isomerase OS=Rattus norvegicus GN=Gpi PE=1 SV=121 46 0.179035 0.0019678 0.3634817 0.1062625

sp|P12369|KAP3_RAT cAMP-dependent protein kinase type II-beta regulatory subunit OS=Rattus norvegicus GN=Prkar2b PE=1 SV=32 2 -0.66296 -1.840122 0.4745382 0.1064625

sp|P02688-3|MBP_RAT Isoform 3 of Myelin basic protein S OS=Rattus norvegicus GN=Mbp2 8 0.3828991 -0.148474 0.9097776 0.1066375
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tr|D4A929|D4A929_RAT Putative uncharacterized protein RGD1311334_predicted OS=Rattus norvegicus GN=Wdr81 PE=4 SV=12 3 0.3044255 -0.076391 0.6898237 0.1073125

sp|O09175|AMPB_RAT Aminopeptidase B OS=Rattus norvegicus GN=Rnpep PE=1 SV=25 7 -0.317917 -0.79081 0.132974 0.107525

sp|Q9ER34|ACON_RAT Aconitate hydratase, mitochondrial OS=Rattus norvegicus GN=Aco2 PE=1 SV=227 47 0.1539843 0.0132987 0.2954842 0.1076125

sp|P67779|PHB_RAT Prohibitin OS=Rattus norvegicus GN=Phb PE=1 SV=19 13 0.1409262 0.0230385 0.2602499 0.1078

sp|P13084|NPM_RAT Nucleophosmin OS=Rattus norvegicus GN=Npm1 PE=1 SV=13 4 -0.187268 -0.382392 0.009483 0.1080875

sp|P19944|RLA1_RAT 60S acidic ribosomal protein P1 OS=Rattus norvegicus GN=Rplp1 PE=3 SV=12 5 -0.246433 -0.568787 0.0705427 0.10815

tr|F1LNH3|F1LNH3_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Col6a2 PE=4 SV=123 51 0.2023601 -0.016512 0.4258296 0.1083625

tr|F1M7Y0|F1M7Y0_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Abcc1 PE=3 SV=12 2 0.4924117 -0.277317 1.2704626 0.1086375

sp|P48679|LMNA_RAT Prelamin-A/C OS=Rattus norvegicus GN=Lmna PE=1 SV=17 17 -0.200297 -0.420684 0.0156977 0.10875

tr|Q6AYI1|Q6AYI1_RAT DEAD (Asp-Glu-Ala-Asp) box polypeptide 5 OS=Rattus norvegicus GN=Ddx5 PE=2 SV=15 7 -0.18109 -0.372777 0.0047783 0.109025

sp|Q6PCU2|VATE1_RAT V-type proton ATPase subunit E 1 OS=Rattus norvegicus GN=Atp6v1e1 PE=1 SV=17 14 0.1386795 0.0272845 0.2540676 0.1094875

sp|P09812|PYGM_RAT Glycogen phosphorylase, muscle form OS=Rattus norvegicus GN=Pygm PE=2 SV=525 51 0.7166827 -0.370307 1.7927693 0.109725

tr|F1LZF4|F1LZF4_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus PE=4 SV=121 38 0.2519704 -0.059178 0.5508166 0.109975

tr|D4A6A3|D4A6A3_RAT Uncharacterized protein OS=Rattus norvegicus GN=Tcp11l1 PE=4 SV=14 4 0.2756125 -0.063732 0.624994 0.1101125

tr|F1M8F2|F1M8F2_RAT Uncharacterized protein OS=Rattus norvegicus GN=Kif5a PE=3 SV=17 13 0.2145489 -0.027311 0.462351 0.11045

sp|P25886|RL29_RAT 60S ribosomal protein L29 OS=Rattus norvegicus GN=Rpl29 PE=1 SV=33 7 -0.203252 -0.427922 0.0224524 0.1109875

tr|D3ZJJ2|D3ZJJ2_RAT Uncharacterized protein OS=Rattus norvegicus PE=3 SV=12 2 -0.388454 -0.974682 0.2117516 0.1110875

tr|F1M3Q9|F1M3Q9_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus PE=4 SV=12 2 -0.509569 -1.311818 0.2673308 0.111325

tr|D4AE32|D4AE32_RAT Uncharacterized protein OS=Rattus norvegicus GN=RGD1563231 PE=4 SV=12 6 -0.323207 -0.752196 0.1378311 0.1116125

tr|F1LWW1|F1LWW1_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus PE=4 SV=12 4 -0.323911 -0.76927 0.1123685 0.111975

sp|Q08290|CNN1_RAT Calponin-1 OS=Rattus norvegicus GN=Cnn1 PE=2 SV=12 2 -0.924697 -2.677508 0.7860933 0.1120375

tr|F1LP72|F1LP72_RAT; sp|Q68FR9-2|EF1D_RAT Uncharacterized protein OS=Rattus norvegicus GN=Eef1d PE=3 SV=1; Isoform 2 of Elongation factor 1-delta OS=Rattus norvegicus GN=Eef1d6 9 -0.1225 -0.20877 -0.034289 0.1121875

tr|F1LPV0|F1LPV0_RAT Uncharacterized protein OS=Rattus norvegicus GN=Nars PE=3 SV=112 18 0.1784866 -0.009694 0.3580571 0.1124875

tr|D3Z955|D3Z955_RAT RCG40012, isoform CRA_a OS=Rattus norvegicus GN=Pgm2l1 PE=4 SV=18 11 0.2470292 -0.056142 0.5492204 0.11255

tr|B6DYP8|B6DYP8_RAT; sp|P04904|GSTA3_RAT Glutathione S-transferase OS=Rattus norvegicus GN=Gsta1 PE=2 SV=1; Glutathione S-transferase alpha-3 OS=Rattus norvegicus GN=Gsta3 PE=1 SV=39 21 -0.174352 -0.351033 0.0063481 0.11295

tr|D4ADA2|D4ADA2_RAT Uncharacterized protein OS=Rattus norvegicus GN=RGD1565478 PE=4 SV=14 12 -0.276836 -0.636141 0.072526 0.113325

tr|D3Z982|D3Z982_RAT Uncharacterized protein OS=Rattus norvegicus GN=Sfrs2 PE=4 SV=13 7 -0.170246 -0.33816 0.0048616 0.1137625

tr|F1M7S9|F1M7S9_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=170 91 0.6939369 -0.372217 1.7515136 0.1139625

sp|Q64578|AT2A1_RAT Sarcoplasmic/endoplasmic reticulum calcium ATPase 1 OS=Rattus norvegicus GN=Atp2a1 PE=2 SV=126 53 0.923883 -0.529662 2.4255292 0.114

tr|B1H216|B1H216_RAT; sp|P01946|HBA_RAT Hemoglobin alpha, adult chain 2 OS=Rattus norvegicus GN=Hba-a2 PE=2 SV=1; Hemoglobin subunit alpha-1/2 OS=Rattus norvegicus GN=Hba1 PE=1 SV=313 100 -0.252788 -0.563228 0.0605603 0.11425

sp|P06907|MYP0_RAT Myelin protein P0 OS=Rattus norvegicus GN=Mpz PE=1 SV=115 100 0.5270774 -0.3232 1.3768845 0.11475

tr|D3ZAP5|D3ZAP5_RAT Uncharacterized protein OS=Rattus norvegicus GN=Cadps PE=4 SV=15 7 0.1972616 -0.021672 0.4147468 0.1148125

sp|P11762|LEG1_RAT Galectin-1 OS=Rattus norvegicus GN=Lgals1 PE=1 SV=210 69 0.1437489 0.016659 0.2695178 0.1148875

sp|P10760|SAHH_RAT Adenosylhomocysteinase OS=Rattus norvegicus GN=Ahcy PE=1 SV=314 39 -0.153762 -0.300421 -0.00926 0.1150125

tr|D3ZHI8|D3ZHI8_RAT Uncharacterized protein OS=Rattus norvegicus GN=RGD1309765 PE=4 SV=14 4 0.2820513 -0.084686 0.6275882 0.115225

sp|P36972|APT_RAT Adenine phosphoribosyltransferase OS=Rattus norvegicus GN=Aprt PE=1 SV=19 18 -0.150211 -0.287703 -0.012478 0.1153875

tr|F1LRG1|F1LRG1_RAT; sp|Q1JU68|EIF3A_RAT Uncharacterized protein OS=Rattus norvegicus GN=Eif3a PE=4 SV=1; Eukaryotic translation initiation factor 3 subunit A OS=Rattus norvegicus GN=Eif3a PE=2 SV=25 6 -0.174022 -0.35552 0.0102269 0.11565

sp|P50475|SYAC_RAT Alanyl-tRNA synthetase, cytoplasmic OS=Rattus norvegicus GN=Aars PE=1 SV=322 29 0.1290089 0.0266674 0.2329347 0.117225

tr|Q0R3X4|Q0R3X4_RAT GIMAP4 OS=Rattus norvegicus GN=Gimap4 PE=2 SV=12 2 -0.509364 -1.406251 0.4226284 0.1175

sp|Q920P0|DCXR_RAT L-xylulose reductase OS=Rattus norvegicus GN=Dcxr PE=1 SV=13 3 -0.184428 -0.387121 0.0122723 0.118525

sp|B1H267|SNX5_RAT Sorting nexin-5 OS=Rattus norvegicus GN=Snx5 PE=1 SV=13 5 -0.20862 -0.455692 0.037799 0.1188625

tr|D3ZYD7|D3ZYD7_RAT Uncharacterized protein OS=Rattus norvegicus GN=Ccdc88a PE=4 SV=14 4 -0.196852 -0.410444 0.0185064 0.1191

tr|D3ZK56|D3ZK56_RAT Uncharacterized protein OS=Rattus norvegicus GN=LOC302495 PE=4 SV=12 4 0.2125226 -0.034445 0.4627422 0.11915

tr|F1LNY0|F1LNY0_RAT; sp|P27605|HPRT_RAT Uncharacterized protein OS=Rattus norvegicus GN=Hprt1 PE=4 SV=1; Hypoxanthine-guanine phosphoribosyltransferase OS=Rattus norvegicus GN=Hprt1 PE=1 SV=19 20 -0.165077 -0.328802 0.0057091 0.1194

sp|P27139|CAH2_RAT Carbonic anhydrase 2 OS=Rattus norvegicus GN=Ca2 PE=1 SV=28 17 -0.195632 -0.415249 0.0273607 0.1205

sp|P04692|TPM1_RAT Tropomyosin alpha-1 chain OS=Rattus norvegicus GN=Tpm1 PE=1 SV=38 19 0.8709296 -0.576541 2.2454089 0.1210375

sp|P13471|RS14_RAT 40S ribosomal protein S14 OS=Rattus norvegicus GN=Rps14 PE=2 SV=33 6 -0.187204 -0.403499 0.019912 0.1213125

sp|Q6PEC4|SKP1_RAT S-phase kinase-associated protein 1 OS=Rattus norvegicus GN=Skp1 PE=2 SV=39 20 0.1521799 0.0073569 0.3018561 0.12165

sp|Q80W57|ABCG2_RAT ATP-binding cassette sub-family G member 2 OS=Rattus norvegicus GN=Abcg2 PE=1 SV=12 2 0.4143224 -0.249062 1.0660485 0.1217125

sp|Q642A6|VWA1_RAT von Willebrand factor A domain-containing protein 1 OS=Rattus norvegicus GN=Vwa1 PE=2 SV=18 16 0.1862265 -0.021419 0.3962892 0.121725
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sp|P63012|RAB3A_RAT Ras-related protein Rab-3A OS=Rattus norvegicus GN=Rab3a PE=1 SV=12 2 0.3149949 -0.131488 0.7870023 0.1222875

sp|P52303|AP1B1_RAT; sp|P52303-2|AP1B1_RAT AP-1 complex subunit beta-1 OS=Rattus norvegicus GN=Ap1b1 PE=1 SV=1; Isoform B of AP-1 complex subunit beta-1 OS=Rattus norvegicus GN=Ap1b18 9 -0.137464 -0.257252 -0.021572 0.122325

sp|Q9WU06|AVIL_RAT Advillin OS=Rattus norvegicus GN=Avil PE=2 SV=116 23 0.1770921 -0.015543 0.3683995 0.1223875

sp|O35760|IDI1_RAT Isopentenyl-diphosphate Delta-isomerase 1 OS=Rattus norvegicus GN=Idi1 PE=2 SV=22 5 -0.210754 -0.454554 0.0459164 0.1232125

tr|D3ZDU5|D3ZDU5_RAT Profilin OS=Rattus norvegicus GN=Pfn2 PE=3 SV=16 10 0.1652986 -0.003959 0.3368243 0.123425

sp|P23593|APOD_RAT Apolipoprotein D OS=Rattus norvegicus GN=Apod PE=1 SV=13 4 -0.296622 -0.703168 0.1098846 0.123775

sp|P18420|PSA1_RAT Proteasome subunit alpha type-1 OS=Rattus norvegicus GN=Psma1 PE=1 SV=27 18 -0.138357 -0.260713 -0.018126 0.123825

tr|F1M883|F1M883_RAT; tr|F1LPW0|F1LPW0_RAT; tr|F1LM31|F1LM31_RAT; tr|F1LM30|F1LM30_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus PE=4 SV=1; Uncharacterized protein (Fragment) OS=Rattus norvegicus PE=4 SV=1; Uncharacterized protein (Fragment) OS=Rattus norvegicus PE=4 SV=1; Uncharacterized protein (Fragment) OS=Rattus norvegicus PE=4 SV=17 14 -0.242553 -0.548526 0.069518 0.1239

sp|P32038|CFAD_RAT Complement factor D OS=Rattus norvegicus GN=Cfd PE=1 SV=22 7 -0.198488 -0.433179 0.0358679 0.1242625

tr|D3ZHC4|D3ZHC4_RAT Heme binding protein 2 (Predicted), isoform CRA_b OS=Rattus norvegicus GN=Hebp2 PE=4 SV=15 7 0.1667269 -0.005029 0.3359071 0.124375

sp|P12001|RL18_RAT 60S ribosomal protein L18 OS=Rattus norvegicus GN=Rpl18 PE=2 SV=24 5 -0.203272 -0.434009 0.0413234 0.124375

tr|D3ZG61|D3ZG61_RAT; sp|Q5PQN1|HERC4_RAT RCG61079, isoform CRA_b OS=Rattus norvegicus GN=Herc4 PE=4 SV=1; Probable E3 ubiquitin-protein ligase HERC4 OS=Rattus norvegicus GN=Herc4 PE=2 SV=13 8 0.3314501 -0.139869 0.7780794 0.1245625

tr|D3ZZ21|D3ZZ21_RAT NADH dehydrogenase (Ubiquinone) 1 beta subcomplex, 6 (Predicted) OS=Rattus norvegicus GN=Ndufb6 PE=4 SV=11 2 0.2728574 -0.11477 0.6575104 0.1247125

tr|D4A6T3|D4A6T3_RAT; tr|D3ZLC3|D3ZLC3_RAT Uncharacterized protein OS=Rattus norvegicus GN=Ssfa2 PE=4 SV=1; Sperm specific antigen 2 (Predicted) OS=Rattus norvegicus GN=Ssfa2 PE=4 SV=13 4 0.242011 -0.060014 0.5437261 0.124875

tr|D4ADB1|D4ADB1_RAT; tr|D3ZMH4|D3ZMH4_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=1; Uncharacterized protein OS=Rattus norvegicus PE=4 SV=17 7 0.7742514 -0.550731 2.139792 0.1263

tr|D3ZZR3|D3ZZR3_RAT Uncharacterized protein OS=Rattus norvegicus PE=3 SV=11 2 -0.26666 -0.61126 0.098264 0.1263875

tr|D3ZQ98|D3ZQ98_RAT Uncharacterized protein OS=Rattus norvegicus GN=Crmp1 PE=4 SV=15 9 0.1823706 -0.026986 0.3830181 0.1264

sp|A2RRU1|GYS1_RAT Glycogen [starch] synthase, muscle OS=Rattus norvegicus GN=Gys1 PE=2 SV=13 4 0.2962361 -0.128558 0.7060793 0.127475

tr|F1LT36|F1LT36_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=RGD1564698 PE=4 SV=12 4 -0.241028 -0.54827 0.0702049 0.1275

sp|Q1WIM2|CADM2_RAT Cell adhesion molecule 2 OS=Rattus norvegicus GN=Cadm2 PE=1 SV=22 4 0.2715202 -0.103953 0.6222868 0.1279125

sp|Q6AYT7|ABD12_RAT Monoacylglycerol lipase ABHD12 OS=Rattus norvegicus GN=Abhd12 PE=2 SV=11 2 0.3846654 -0.193748 0.9661329 0.1279625

sp|P60203|MYPR_RAT Myelin proteolipid protein OS=Rattus norvegicus GN=Plp1 PE=1 SV=210 19 0.3142321 -0.140598 0.7557417 0.1286125

tr|D3ZQG6|D3ZQG6_RAT Tripartite motif protein 2 OS=Rattus norvegicus GN=Trim2 PE=4 SV=13 7 -0.293792 -0.602366 0.0912311 0.1291375

tr|Q4QQS7|Q4QQS7_RAT Uncharacterized protein OS=Rattus norvegicus GN=Umps PE=2 SV=14 4 -0.267273 -0.624566 0.1073923 0.13015

tr|Q6PCT9|Q6PCT9_RAT Proteasome (Prosome, macropain) 26S subunit, non-ATPase, 6 OS=Rattus norvegicus GN=Psmd6 PE=2 SV=13 4 -0.181226 -0.383123 0.0202262 0.1307

sp|Q5FVQ9|TBCE_RAT Tubulin-specific chaperone E OS=Rattus norvegicus GN=Tbce PE=2 SV=12 2 -0.298134 -0.721804 0.1307279 0.1309875

sp|Q6AY30|SCPDH_RAT Probable saccharopine dehydrogenase OS=Rattus norvegicus GN=Sccpdh PE=2 SV=18 15 0.2479062 -0.086146 0.5769896 0.1319125

sp|Q32Q06|AP1M1_RAT AP-1 complex subunit mu-1 OS=Rattus norvegicus GN=Ap1m1 PE=1 SV=32 3 -0.318697 -0.790393 0.14346 0.1319375

sp|Q63228|GMFB_RAT Glia maturation factor beta OS=Rattus norvegicus GN=Gmfb PE=1 SV=26 7 -0.170757 -0.355443 0.0174551 0.1322625

sp|Q3B7U9|FKBP8_RAT Peptidyl-prolyl cis-trans isomerase FKBP8 OS=Rattus norvegicus GN=Fkbp8 PE=2 SV=13 3 -0.211048 -0.484217 0.0642197 0.1333625

sp|Q63083|NUCB1_RAT Nucleobindin-1 OS=Rattus norvegicus GN=Nucb1 PE=1 SV=13 5 -0.220842 -0.510137 0.0535113 0.1335375

tr|D3ZXY2|D3ZXY2_RAT; tr|D3ZCL9|D3ZCL9_RAT PDZ domain containing 8 (Predicted) OS=Rattus norvegicus GN=Pdzd8 PE=4 SV=1; Uncharacterized protein OS=Rattus norvegicus GN=Pdzd8 PE=4 SV=13 3 0.3802436 -0.243097 0.9939568 0.13355

sp|P61751|ARF4_RAT ADP-ribosylation factor 4 OS=Rattus norvegicus GN=Arf4 PE=2 SV=23 4 -0.17251 -0.365779 0.0186694 0.13375

tr|F1LSR9|F1LSR9_RAT; sp|P06757|ADH1_RAT Uncharacterized protein OS=Rattus norvegicus GN=Adh1 PE=4 SV=1; Alcohol dehydrogenase 1 OS=Rattus norvegicus GN=Adh1 PE=1 SV=32 2 -0.41048 -1.042438 0.2369098 0.1339125

tr|Q566E4|Q566E4_RAT Heterogeneous nuclear ribonucleoprotein R OS=Rattus norvegicus GN=Hnrnpr PE=2 SV=14 6 -0.23741 -0.554909 0.077581 0.134175

tr|B2GV03|B2GV03_RAT Phosphorylase OS=Rattus norvegicus GN=Pygb PE=2 SV=122 47 0.1689706 -0.016669 0.3560893 0.1342375

tr|F1MAA0|F1MAA0_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=13 3 0.8047352 -0.664405 2.302826 0.1342625

tr|Q5XIJ3|Q5XIJ3_RAT; sp|P41565|IDHG1_RAT Isocitrate dehydrogenase 3 (NAD), gamma OS=Rattus norvegicus GN=Idh3g PE=2 SV=1; Isocitrate dehydrogenase [NAD] subunit gamma 1, mitochondrial OS=Rattus norvegicus GN=Idh3g PE=2 SV=25 7 0.1766115 -0.026267 0.3825711 0.134275

tr|Q5RK08|Q5RK08_RAT Glioblastoma amplified sequence OS=Rattus norvegicus GN=Gbas PE=2 SV=13 3 0.1693148 -0.014577 0.3540264 0.1344

tr|D3ZYF9|D3ZYF9_RAT Uncharacterized protein OS=Rattus norvegicus GN=RGD1565900 PE=4 SV=12 2 -0.357077 -0.998353 0.2592346 0.1344625

sp|Q3ZAV8|EDC4_RAT Enhancer of mRNA-decapping protein 4 OS=Rattus norvegicus GN=Edc4 PE=2 SV=13 3 0.2948005 -0.127661 0.6934834 0.13455

sp|Q6P9T8|TBB2C_RAT Tubulin beta-2C chain OS=Rattus norvegicus GN=Tubb2c PE=1 SV=12 13 0.2649138 -0.11194 0.6409472 0.134775

tr|D4AC20|D4AC20_RAT Cytidine deaminase (Predicted) OS=Rattus norvegicus GN=Cda PE=4 SV=12 5 0.2715273 -0.101295 0.6466559 0.135

sp|P97846|CNTP1_RAT Contactin-associated protein 1 OS=Rattus norvegicus GN=Cntnap1 PE=1 SV=15 6 0.2655496 -0.097966 0.6474974 0.13515

tr|D3ZSH6|D3ZSH6_RAT Uncharacterized protein OS=Rattus norvegicus GN=LOC100360843 PE=4 SV=17 11 -0.202013 -0.451015 0.0462857 0.13565

tr|B5DES0|B5DES0_RAT RCG54604 OS=Rattus norvegicus GN=Snrpd2 PE=4 SV=12 2 -0.214372 -0.531245 0.0954702 0.1357375

sp|B0BNA7|EIF3I_RAT Eukaryotic translation initiation factor 3 subunit I OS=Rattus norvegicus GN=Eif3i PE=2 SV=11 2 -0.204135 -0.462064 0.050825 0.136425

tr|D3ZT75|D3ZT75_RAT Uncharacterized protein OS=Rattus norvegicus GN=Ptpdc1 PE=4 SV=13 4 0.2592992 -0.110759 0.6171159 0.1378

tr|F1M1E6|F1M1E6_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Dpysl4 PE=4 SV=18 14 0.1422959 0.0088799 0.287398 0.138425

sp|P49242|RS3A_RAT 40S ribosomal protein S3a OS=Rattus norvegicus GN=Rps3a PE=1 SV=27 9 -0.171017 -0.368115 0.0199192 0.1386625
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tr|D4AE96|D4AE96_RAT Importin 7 (Predicted), isoform CRA_c OS=Rattus norvegicus GN=Ipo7 PE=4 SV=14 6 -0.209732 -0.473365 0.0496438 0.1390125

tr|D3ZR68|D3ZR68_RAT Uncharacterized protein OS=Rattus norvegicus PE=3 SV=12 2 0.4200402 -0.234837 1.1222606 0.1393875

sp|P09739-2|TNNT3_RAT Isoform 2 of Troponin T, fast skeletal muscle OS=Rattus norvegicus GN=Tnnt36 14 0.8478975 -0.645263 2.3642595 0.139825

tr|F1LM47|F1LM47_RAT Uncharacterized protein OS=Rattus norvegicus GN=Sucla2 PE=3 SV=114 20 0.1241798 0.0167708 0.2257276 0.1406875

sp|P62271|RS18_RAT 40S ribosomal protein S18 OS=Rattus norvegicus GN=Rps18 PE=1 SV=36 9 -0.200919 -0.440556 0.0601276 0.141

tr|D3ZBW0|D3ZBW0_RAT Uncharacterized protein OS=Rattus norvegicus GN=Myo1b PE=4 SV=111 17 0.1383501 0.0094137 0.2727625 0.1411

sp|Q63151|ACSL3_RAT; sp|Q63151-2|ACSL3_RAT Long-chain-fatty-acid--CoA ligase 3 OS=Rattus norvegicus GN=Acsl3 PE=1 SV=1; Isoform Short of Long-chain-fatty-acid--CoA ligase 3 OS=Rattus norvegicus GN=Acsl32 4 0.2377451 -0.0834 0.5626663 0.142425

tr|D3ZDL9|D3ZDL9_RAT Uncharacterized protein OS=Rattus norvegicus GN=Fyn PE=4 SV=11 2 0.1955399 -0.056218 0.445431 0.143225

sp|P62912|RL32_RAT 60S ribosomal protein L32 OS=Rattus norvegicus GN=Rpl32 PE=1 SV=23 5 -0.197946 -0.452703 0.0777878 0.1432875

tr|D3ZKH2|D3ZKH2_RAT Uncharacterized protein OS=Rattus norvegicus GN=Mon2 PE=4 SV=12 3 0.1984928 -0.038638 0.4659224 0.1437

tr|B5DEN4|B5DEN4_RAT; sp|P04642|LDHA_RAT L-lactate dehydrogenase OS=Rattus norvegicus GN=Ldha PE=2 SV=1; L-lactate dehydrogenase A chain OS=Rattus norvegicus GN=Ldha PE=1 SV=122 65 0.2294567 -0.08592 0.5429169 0.143725

sp|Q63425|PRAX_RAT Periaxin OS=Rattus norvegicus GN=Prx PE=1 SV=27 18 0.6907822 -0.545203 1.912137 0.1451875

sp|P18645|GALE_RAT UDP-glucose 4-epimerase OS=Rattus norvegicus GN=Gale PE=2 SV=12 2 -0.26518 -0.694901 0.1625747 0.1453625

tr|B4F789|B4F789_RAT Apolipoprotein B editing complex 2 (Predicted), isoform CRA_a OS=Rattus norvegicus GN=Apobec2 PE=2 SV=11 2 0.9575467 -0.863942 2.7346664 0.1456875

tr|Q6MGA6|Q6MGA6_RAT; sp|P28077|PSB9_RAT Proteasome subunit beta type OS=Rattus norvegicus GN=Psmb9 PE=2 SV=1; Proteasome subunit beta type-9 OS=Rattus norvegicus GN=Psmb9 PE=1 SV=22 2 -0.358296 -1.016613 0.2777947 0.146125

tr|Q66H09|Q66H09_RAT Tetratricopeptide repeat domain 1 OS=Rattus norvegicus GN=Ttc1 PE=2 SV=13 5 0.2223365 -0.082218 0.527746 0.14635

sp|Q62952|DPYL3_RAT Dihydropyrimidinase-related protein 3 OS=Rattus norvegicus GN=Dpysl3 PE=1 SV=215 33 0.1629441 -0.024951 0.3422425 0.14655

sp|Q5RKI1|IF4A2_RAT Eukaryotic initiation factor 4A-II OS=Rattus norvegicus GN=Eif4a2 PE=1 SV=13 6 -0.140064 -0.280349 0.0002345 0.146775

sp|Q5EB81|NB5R1_RAT NADH-cytochrome b5 reductase 1 OS=Rattus norvegicus GN=Cyb5r1 PE=2 SV=12 4 0.2752047 -0.142662 0.6768062 0.14705

tr|D4A7Q0|D4A7Q0_RAT; tr|D4A487|D4A487_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=1; Uncharacterized protein OS=Rattus norvegicus PE=4 SV=11 2 -0.251543 -0.611073 0.1076462 0.1475125

sp|Q8VII6|CTL1_RAT; sp|Q8VII6-2|CTL1_RAT Choline transporter-like protein 1 OS=Rattus norvegicus GN=Slc44a1 PE=1 SV=1; Isoform 2 of Choline transporter-like protein 1 OS=Rattus norvegicus GN=Slc44a19 16 0.196572 -0.060875 0.4532583 0.1478125

tr|Q5D023|Q5D023_RAT Dync1li2 protein OS=Rattus norvegicus GN=Dync1li2 PE=2 SV=13 3 0.2189511 -0.127106 0.5864698 0.1478125

tr|F1LQ82|F1LQ82_RAT; sp|Q62940|NEDD4_RAT Uncharacterized protein OS=Rattus norvegicus GN=Nedd4 PE=4 SV=1; E3 ubiquitin-protein ligase NEDD4 OS=Rattus norvegicus GN=Nedd4 PE=1 SV=15 10 -0.142274 -0.286938 0.0055966 0.1480875

sp|P09650|MCPT1_RAT Mast cell protease 1 OS=Rattus norvegicus GN=Mcpt1 PE=1 SV=315 62 -0.23054 -0.548933 0.0885682 0.1482625

tr|D3ZHU9|D3ZHU9_RAT Uncharacterized protein OS=Rattus norvegicus GN=LOC100361180 PE=3 SV=11 3 -0.208953 -0.498414 0.0653883 0.148725

sp|Q5RKH0|GLYR1_RAT Putative oxidoreductase GLYR1 OS=Rattus norvegicus GN=Glyr1 PE=2 SV=11 2 -0.235196 -0.573218 0.0890795 0.148925

tr|F1LVL4|F1LVL4_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=LOC100363935 PE=4 SV=12 5 -0.283991 -0.725615 0.151986 0.149025

tr|D3ZSL2|D3ZSL2_RAT RCG57402, isoform CRA_b OS=Rattus norvegicus GN=LOC685045 PE=4 SV=12 2 -0.23904 -0.58023 0.1340293 0.1495875

tr|A0JN30|A0JN30_RAT Canopy 2 homolog (Zebrafish) OS=Rattus norvegicus GN=Cnpy2 PE=2 SV=14 4 -0.210784 -0.493571 0.0701779 0.1499

tr|D4A9J5|D4A9J5_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=13 3 -0.301028 -0.77185 0.16526 0.1499875

sp|Q5PQN0|NCALD_RAT Neurocalcin-delta OS=Rattus norvegicus GN=Ncald PE=1 SV=32 3 0.1803763 -0.049916 0.3941044 0.150525

tr|F1LW91|F1LW91_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Numa1 PE=4 SV=16 7 -0.160588 -0.339642 0.0182333 0.150625

tr|F1LPH5|F1LPH5_RAT; tr|F1LM36|F1LM36_RAT Uncharacterized protein OS=Rattus norvegicus GN=Atrx PE=4 SV=1; Uncharacterized protein (Fragment) OS=Rattus norvegicus PE=4 SV=12 3 0.3517329 -0.184949 0.9227474 0.1507375

sp|P62804|H4_RAT Histone H4 OS=Rattus norvegicus GN=Hist1h4b PE=1 SV=213 52 -0.138694 -0.28313 -0.001677 0.1509375

tr|F1M392|F1M392_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Limch1 PE=4 SV=17 8 0.1436761 0.0026451 0.2881789 0.1512375

tr|F1M775|F1M775_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Diaph1 PE=4 SV=14 7 -0.225057 -0.542411 0.0913688 0.1512625

tr|E9PU73|E9PU73_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=18 22 -0.151794 -0.318094 0.0151346 0.151375

sp|Q62862|MP2K5_RAT Dual specificity mitogen-activated protein kinase kinase 5 OS=Rattus norvegicus GN=Map2k5 PE=1 SV=11 3 -0.470469 -1.266613 0.3539675 0.1518875

sp|Q01205|ODO2_RAT Dihydrolipoyllysine-residue succinyltransferase component of 2-oxoglutarate dehydrogenase complex, mitochondrial OS=Rattus norvegicus GN=Dlst PE=1 SV=29 18 0.1485836 -0.01243 0.3056354 0.1520625

tr|F1LZF2|F1LZF2_RAT; sp|Q8R511|FNBP1_RAT; sp|Q8R511-2|FNBP1_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Fnbp1 PE=4 SV=1; Formin-binding protein 1 OS=Rattus norvegicus GN=Fnbp1 PE=1 SV=2; Isoform 2 of Formin-binding protein 1 OS=Rattus norvegicus GN=Fnbp13 3 0.337173 -0.251594 0.95869 0.1521125

sp|Q9EPH8|PABP1_RAT Polyadenylate-binding protein 1 OS=Rattus norvegicus GN=Pabpc1 PE=2 SV=18 13 -0.128926 -0.248552 -0.012688 0.152275

sp|P62268|RS23_RAT 40S ribosomal protein S23 OS=Rattus norvegicus GN=Rps23 PE=2 SV=32 3 -0.19347 -0.446969 0.0441705 0.152475

tr|F1MAA5|F1MAA5_RAT Uncharacterized protein OS=Rattus norvegicus GN=Rangap1 PE=4 SV=14 5 -0.226373 -0.543885 0.0894712 0.1529625

sp|P20767|LAC2_RAT Ig lambda-2 chain C region OS=Rattus norvegicus PE=4 SV=15 12 -0.24882 -0.607913 0.1209559 0.153175

sp|Q8R4C0|CAN5_RAT Calpain-5 OS=Rattus norvegicus GN=Capn5 PE=1 SV=11 2 0.3306904 -0.202876 0.8636169 0.153275

tr|Q3KRE3|Q3KRE3_RAT Guanine nucleotide binding protein (G protein), gamma 10 OS=Rattus norvegicus GN=Gng10 PE=2 SV=12 8 -0.154133 -0.320052 0.0140817 0.1533875

sp|P35559|IDE_RAT Insulin-degrading enzyme OS=Rattus norvegicus GN=Ide PE=1 SV=11 2 -0.326043 -0.849509 0.1965951 0.1535125

tr|F1LWG8|F1LWG8_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus PE=4 SV=14 7 1.0866228 -1.001618 3.3691071 0.1538375

sp|Q75Q39|TOM70_RAT Mitochondrial import receptor subunit TOM70 OS=Rattus norvegicus GN=Tomm70a PE=1 SV=12 2 0.2313113 -0.08913 0.5584046 0.1539125

tr|D4A1J6|D4A1J6_RAT Uncharacterized protein OS=Rattus norvegicus GN=Ankfy1 PE=4 SV=14 7 -0.189298 -0.43065 0.05203 0.1539875
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sp|Q4QRB4|TBB3_RAT Tubulin beta-3 chain OS=Rattus norvegicus GN=Tubb3 PE=1 SV=17 17 0.2819048 -0.152023 0.7204056 0.1549625

tr|D4A9U5|D4A9U5_RAT; tr|D3Z834|D3Z834_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=1; Uncharacterized protein OS=Rattus norvegicus PE=4 SV=11 2 0.3356405 -0.299689 0.9574127 0.1552625

tr|D4A7I1|D4A7I1_RAT Uncharacterized protein OS=Rattus norvegicus GN=Cab39 PE=4 SV=12 3 0.2631856 -0.116319 0.6801229 0.1557

tr|Q4KLK7|Q4KLK7_RAT Nucleolar protein 5A OS=Rattus norvegicus GN=Nol5a PE=2 SV=12 3 0.3187719 -0.207798 0.8358007 0.1557875

sp|P15791|KCC2D_RAT; sp|P15791-7|KCC2D_RAT; sp|P15791-6|KCC2D_RAT; sp|P15791-5|KCC2D_RAT; sp|P15791-4|KCC2D_RAT; sp|P15791-3|KCC2D_RAT; sp|P15791-2|KCC2D_RAT Calcium/calmodulin-dependent protein kinase type II subunit delta OS=Rattus norvegicus GN=Camk2d PE=1 SV=1; Isoform Delta 7 of Calcium/calmodulin-dependent protein kinase type II subunit delta OS=Rattus norvegicus GN=Camk2d; Isoform Delta 6 of Calcium/calmodulin-dependent protein kinase type II subunit delta OS=Rattus norvegicus GN=Camk2d; Isoform Delta 5 of Calcium/calmodulin-dependent protein kinase type II subunit delta OS=Rattus norvegicus GN=Camk2d; Isoform Delta 4 of Calcium/calmodulin-dependent protein kinase type II subunit delta OS=Rattus norvegicus GN=Camk2d; Isoform Delta 3 of Calcium/calmodulin-dependent protein kinase type II subunit delta OS=Rattus norvegicus GN=Camk2d; Isoform Delta 2 of Calcium/calmodulin-dependent protein kinase type II subunit delta OS=Rattus norvegicus GN=Camk2d4 7 0.1747072 -0.035202 0.3835523 0.15615

tr|D3ZE63|D3ZE63_RAT Uncharacterized protein OS=Rattus norvegicus GN=LOC686548 PE=4 SV=11 9 -0.145052 -0.302256 0.0111425 0.1565375

sp|P15800|LAMB2_RAT Laminin subunit beta-2 OS=Rattus norvegicus GN=Lamb2 PE=2 SV=147 100 0.1606456 -0.022271 0.3491442 0.1570125

tr|F1LU71|F1LU71_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Auh PE=3 SV=16 13 0.1446837 -0.008037 0.2980404 0.1571875

sp|P62329|TYB4_RAT Thymosin beta-4 OS=Rattus norvegicus GN=Tmsb4x PE=1 SV=24 9 -0.150509 -0.313795 0.0198509 0.157475

tr|F1LPT1|F1LPT1_RAT; sp|Q8K4F7|DCPS_RAT Uncharacterized protein OS=Rattus norvegicus GN=Dcps PE=4 SV=1; Scavenger mRNA-decapping enzyme DcpS OS=Rattus norvegicus GN=Dcps PE=2 SV=14 5 -0.203905 -0.477436 0.0781483 0.1575125

tr|D3Z8E0|D3Z8E0_RAT Uncharacterized protein OS=Rattus norvegicus GN=Rps6ka3 PE=4 SV=13 5 -0.222917 -0.541185 0.0904391 0.157975

tr|F1M8B4|F1M8B4_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus PE=4 SV=12 2 -0.471147 -1.506664 0.5278465 0.1585

sp|P62919|RL8_RAT 60S ribosomal protein L8 OS=Rattus norvegicus GN=Rpl8 PE=2 SV=27 12 -0.140531 -0.292167 0.0048547 0.15895

sp|Q64244|CD38_RAT ADP-ribosyl cyclase 1 OS=Rattus norvegicus GN=Cd38 PE=2 SV=11 3 -0.26205 -0.672167 0.1464382 0.1590125

tr|F1M780|F1M780_RAT Uncharacterized protein OS=Rattus norvegicus PE=3 SV=112 15 0.212474 -0.092861 0.5076398 0.1592125

tr|Q6AY18|Q6AY18_RAT SAR1 gene homolog A (S. cerevisiae), isoform CRA_b OS=Rattus norvegicus GN=Sar1a PE=2 SV=13 4 -0.18645 -0.425366 0.0642277 0.1592375

tr|B1WBQ5|B1WBQ5_RAT Serine/threonine kinase 3 (STE20 homolog, yeast) OS=Rattus norvegicus GN=Stk3 PE=2 SV=12 2 -0.247451 -0.661856 0.1583389 0.159575

tr|F1M1B0|F1M1B0_RAT; sp|Q5XI97|AASD1_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=LOC100366224 PE=4 SV=1; Alanyl-tRNA editing protein Aarsd1 OS=Rattus norvegicus GN=Aarsd1 PE=2 SV=12 2 0.2442709 -0.138096 0.639685 0.15965

tr|F1LQ00|F1LQ00_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Col5a2 PE=4 SV=12 2 0.2443872 -0.113826 0.6545501 0.15975

tr|F1LNK0|F1LNK0_RAT Microtubule-associated protein OS=Rattus norvegicus GN=Map2 PE=4 SV=12 2 0.3544911 -0.327399 1.056537 0.1598875

sp|Q68FU1|PKHF1_RAT Pleckstrin homology domain-containing family F member 1 OS=Rattus norvegicus GN=Plekhf1 PE=2 SV=12 2 0.2386714 -0.177627 0.6205018 0.16015

tr|Q7TP57|Q7TP57_RAT Ab2-131 OS=Rattus norvegicus GN=Stat4 PE=2 SV=13 4 -0.191144 -0.441134 0.0692409 0.160475

sp|P61980|HNRPK_RAT Heterogeneous nuclear ribonucleoprotein K OS=Rattus norvegicus GN=Hnrnpk PE=1 SV=112 28 -0.137073 -0.280035 0.0077947 0.1608875

tr|Q642E5|Q642E5_RAT; sp|Q62967|MVD1_RAT Mevalonate (Diphospho) decarboxylase OS=Rattus norvegicus GN=Mvd PE=2 SV=1; Diphosphomevalonate decarboxylase OS=Rattus norvegicus GN=Mvd PE=2 SV=12 3 -0.203793 -0.478302 0.0721578 0.1616875

tr|Q6UPE0|Q6UPE0_RAT Choline dehydrogenase OS=Rattus norvegicus GN=Chdh PE=2 SV=12 3 0.2212922 -0.091834 0.5487523 0.1618

tr|D4A6X4|D4A6X4_RAT Acylphosphatase OS=Rattus norvegicus GN=Acyp1 PE=3 SV=12 2 0.2672967 -0.150959 0.7023151 0.162075

sp|Q6P742|PLP2_RAT Proteolipid protein 2 OS=Rattus norvegicus GN=Plp2 PE=2 SV=11 3 -0.241519 -0.597581 0.1376176 0.1622625

tr|F2Z3S2|F2Z3S2_RAT; sp|P62425|RL7A_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Rpl7a PE=4 SV=1; 60S ribosomal protein L7a OS=Rattus norvegicus GN=Rpl7a PE=1 SV=26 8 -0.15034 -0.318842 0.0225625 0.1628125

tr|B2RYN1|B2RYN1_RAT Fructosamine-3-kinase-related protein OS=Rattus norvegicus GN=Fn3krp PE=2 SV=14 8 -0.140353 -0.289893 0.0027883 0.1630625

tr|Q5XI39|Q5XI39_RAT Crystallin, zeta (Quinone reductase)-like 1 OS=Rattus norvegicus GN=Cryzl1 PE=2 SV=11 2 -0.243435 -0.646151 0.185339 0.163125

sp|Q64548|RTN1_RAT Reticulon-1 OS=Rattus norvegicus GN=Rtn1 PE=2 SV=15 6 0.1914802 -0.059573 0.4830626 0.1632125

sp|P50123|AMPE_RAT Glutamyl aminopeptidase OS=Rattus norvegicus GN=Enpep PE=1 SV=21 2 0.2864541 -0.213126 0.7376825 0.1636125

tr|Q7TQ85|Q7TQ85_RAT Ac1164 OS=Rattus norvegicus GN=Pdhx PE=2 SV=14 6 0.1650312 -0.034231 0.3682468 0.1639375

tr|D3Z9F8|D3Z9F8_RAT Uncharacterized protein OS=Rattus norvegicus GN=Col12a1 PE=4 SV=120 33 -0.120895 -0.229951 -0.011667 0.164125

tr|D3ZGP9|D3ZGP9_RAT Uncharacterized protein OS=Rattus norvegicus GN=Dhrs7c PE=3 SV=13 3 0.4739354 -0.409678 1.4514682 0.1641875

tr|D3ZL10|D3ZL10_RAT Uncharacterized protein OS=Rattus norvegicus GN=Col6a6 PE=4 SV=130 60 0.1352472 -0.003394 0.2754254 0.1650125

sp|Q641Y2|NDUS2_RAT NADH dehydrogenase [ubiquinone] iron-sulfur protein 2, mitochondrial OS=Rattus norvegicus GN=Ndufs2 PE=1 SV=16 9 0.1884352 -0.054982 0.4401416 0.1651375

tr|O89035|O89035_RAT Mitochondrial dicarboxylate carrier OS=Rattus norvegicus GN=Slc25a10 PE=2 SV=14 6 -0.157728 -0.343879 0.0369338 0.165375

tr|D3ZPD4|D3ZPD4_RAT Uncharacterized protein OS=Rattus norvegicus GN=Prpf8 PE=4 SV=11 2 -0.294874 -0.778472 0.1832584 0.1656

tr|F1LRV9|F1LRV9_RAT Uncharacterized protein OS=Rattus norvegicus GN=Myh4 PE=4 SV=124 51 0.7748127 -0.795514 2.3428981 0.165625

tr|B1WC26|B1WC26_RAT N-acetylneuraminic acid synthase OS=Rattus norvegicus GN=Nans PE=2 SV=16 9 -0.149647 -0.315884 0.0220314 0.1658125

tr|D4A892|D4A892_RAT Uncharacterized protein OS=Rattus norvegicus GN=Mgll PE=4 SV=112 33 -0.132864 -0.268774 0.0024119 0.166125

tr|F1LSW0|F1LSW0_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Serpinf1 PE=3 SV=112 22 -0.181063 -0.418207 0.0681456 0.16665

sp|P06765|PLF4_RAT Platelet factor 4 OS=Rattus norvegicus GN=Pf4 PE=1 SV=11 2 0.3012781 -0.213927 0.794476 0.166775

sp|P40112|PSB3_RAT Proteasome subunit beta type-3 OS=Rattus norvegicus GN=Psmb3 PE=1 SV=12 2 -0.214882 -0.548256 0.1107315 0.1674875

sp|B3DMA2|ACD11_RAT Acyl-CoA dehydrogenase family member 11 OS=Rattus norvegicus GN=Acad11 PE=1 SV=12 3 -0.33308 -0.914351 0.2185425 0.16765

tr|D3ZD10|D3ZD10_RAT; sp|Q704S8|CACP_RAT Uncharacterized protein OS=Rattus norvegicus GN=Crat PE=3 SV=1; Carnitine O-acetyltransferase OS=Rattus norvegicus GN=Crat PE=1 SV=13 5 0.1844165 -0.068973 0.4389306 0.1676875

tr|D3ZGP8|D3ZGP8_RAT Uncharacterized protein OS=Rattus norvegicus GN=Ctsd PE=3 SV=112 24 0.1523105 -0.031849 0.328406 0.16875

sp|P61212|ARL1_RAT ADP-ribosylation factor-like protein 1 OS=Rattus norvegicus GN=Arl1 PE=1 SV=13 5 -0.24186 -0.620753 0.1370114 0.169025

sp|P62193|PRS4_RAT 26S protease regulatory subunit 4 OS=Rattus norvegicus GN=Psmc1 PE=2 SV=18 13 -0.128837 -0.253035 -0.004298 0.1700875
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tr|F1MA36|F1MA36_RAT Uncharacterized protein OS=Rattus norvegicus GN=Sptbn2 PE=4 SV=15 8 0.2306421 -0.132393 0.5918792 0.1706375

tr|Q6AZ35|Q6AZ35_RAT; tr|D3ZU74|D3ZU74_RAT; sp|Q62871-3|DC1I2_RAT; sp|Q62871-2|DC1I2_RAT Dync1i2 protein OS=Rattus norvegicus GN=Dync1i2 PE=2 SV=1; Dynein, cytoplasmic, intermediate chain 2, isoform CRA_c OS=Rattus norvegicus GN=Dncic2 PE=4 SV=1; Isoform 2C of Cytoplasmic dynein 1 intermediate chain 2 OS=Rattus norvegicus GN=Dync1i2; Isoform 2B of Cytoplasmic dynein 1 intermediate chain 2 OS=Rattus norvegicus GN=Dync1i22 4 -0.170151 -0.386753 0.0581239 0.171

tr|D4A133|D4A133_RAT RCG52629 OS=Rattus norvegicus GN=Atp6v1a PE=3 SV=120 47 0.1286446 -0.000257 0.2597139 0.171575

tr|D4ADU3|D4ADU3_RAT Uncharacterized protein OS=Rattus norvegicus GN=Tenc1 PE=4 SV=12 4 -0.205076 -0.50118 0.0881998 0.17165

sp|P24329|THTR_RAT Thiosulfate sulfurtransferase OS=Rattus norvegicus GN=Tst PE=1 SV=32 2 -0.197064 -0.483578 0.0862425 0.1721125

tr|D4ADL4|D4ADL4_RAT Tax1 (Human T-cell leukemia virus type I) binding protein 3, isoform CRA_a OS=Rattus norvegicus GN=Tax1bp3 PE=4 SV=12 6 0.1242719 0.0038863 0.2413293 0.172775

tr|D4AC14|D4AC14_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=11 2 -0.272443 -0.730038 0.163853 0.172875

sp|P14841|CYTC_RAT Cystatin-C OS=Rattus norvegicus GN=Cst3 PE=1 SV=23 6 0.1823596 -0.061907 0.4372924 0.1731875

tr|D3ZC07|D3ZC07_RAT Uncharacterized protein OS=Rattus norvegicus GN=Pkn3 PE=3 SV=14 9 -0.203454 -0.499524 0.094881 0.1732625

sp|P60669|PKHA4_RAT Pleckstrin homology domain-containing family A member 4 OS=Rattus norvegicus GN=Plekha4 PE=2 SV=16 9 0.1673694 -0.048111 0.3840717 0.1733625

tr|D3ZAS7|D3ZAS7_RAT Uncharacterized protein OS=Rattus norvegicus GN=Pabpc1l PE=4 SV=12 3 -0.551929 -1.864273 0.6793492 0.173925

sp|P23764|GPX3_RAT Glutathione peroxidase 3 OS=Rattus norvegicus GN=Gpx3 PE=2 SV=28 22 -0.301305 -0.819275 0.2202973 0.1739875

sp|Q63610|TPM3_RAT Tropomyosin alpha-3 chain OS=Rattus norvegicus GN=Tpm3 PE=1 SV=23 5 -0.138665 -0.290064 0.0133675 0.1743

sp|Q62651|ECH1_RAT Delta(3,5)-Delta(2,4)-dienoyl-CoA isomerase, mitochondrial OS=Rattus norvegicus GN=Ech1 PE=1 SV=23 7 0.2394159 -0.151038 0.6074501 0.1746125

sp|P85108|TBB2A_RAT Tubulin beta-2A chain OS=Rattus norvegicus GN=Tubb2a PE=1 SV=12 3 0.4886948 -0.423758 1.4344693 0.1748375

sp|Q80Z29|NAMPT_RAT Nicotinamide phosphoribosyltransferase OS=Rattus norvegicus GN=Nampt PE=1 SV=14 4 -0.294763 -0.903697 0.2954017 0.1750625

sp|P10499|KCNA1_RAT Potassium voltage-gated channel subfamily A member 1 OS=Rattus norvegicus GN=Kcna1 PE=1 SV=12 2 0.3132015 -0.24351 1.0015611 0.1751625

sp|P43138|APEX1_RAT DNA-(apurinic or apyrimidinic site) lyase OS=Rattus norvegicus GN=Apex1 PE=1 SV=22 2 -0.289703 -0.829421 0.2721806 0.1752

tr|D4ADD3|D4ADD3_RAT Similar to HECT, C2 and WW domain containing E3 ubiquitin protein ligase 2 isoform 1 OS=Rattus norvegicus GN=Hecw2 PE=4 SV=12 3 0.2479325 -0.140274 0.6526713 0.1754875

sp|Q8CF97|VCIP1_RAT Deubiquitinating protein VCIP135 OS=Rattus norvegicus GN=Vcpip1 PE=1 SV=21 2 -0.331268 -0.921146 0.2568067 0.176675

tr|D4A8U7|D4A8U7_RAT Uncharacterized protein OS=Rattus norvegicus GN=Dctn1 PE=4 SV=118 29 0.1078803 0.0220339 0.195331 0.17715

sp|Q03344|ATIF1_RAT ATPase inhibitor, mitochondrial OS=Rattus norvegicus GN=Atpif1 PE=2 SV=23 5 0.1484611 -0.03323 0.3353007 0.1775

tr|F1LT06|F1LT06_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus PE=4 SV=11 2 0.2938101 -0.228497 0.7942984 0.1775625

sp|Q99PF5|FUBP2_RAT Far upstream element-binding protein 2 OS=Rattus norvegicus GN=Khsrp PE=1 SV=15 9 -0.16271 -0.377153 0.0516616 0.1789875

tr|D3ZSZ2|D3ZSZ2_RAT; sp|Q792H5|CELF2_RAT; sp|Q792H5-4|CELF2_RAT; sp|Q792H5-3|CELF2_RAT; sp|Q792H5-2|CELF2_RAT Uncharacterized protein OS=Rattus norvegicus GN=Cugbp2 PE=4 SV=1; CUGBP Elav-like family member 2 OS=Rattus norvegicus GN=Celf2 PE=2 SV=1; Isoform 4 of CUGBP Elav-like family member 2 OS=Rattus norvegicus GN=Celf2; Isoform 3 of CUGBP Elav-like family member 2 OS=Rattus norvegicus GN=Celf2; Isoform 2 of CUGBP Elav-like family member 2 OS=Rattus norvegicus GN=Celf22 2 -0.24861 -0.700352 0.2191535 0.1790625

sp|Q63450|KCC1A_RAT Calcium/calmodulin-dependent protein kinase type 1 OS=Rattus norvegicus GN=Camk1 PE=1 SV=23 4 0.1738835 -0.089207 0.4507294 0.1795875

tr|D3ZP00|D3ZP00_RAT Uncharacterized protein OS=Rattus norvegicus GN=Mpdu1 PE=4 SV=12 5 0.2205252 -0.132071 0.5658038 0.1797125

sp|B0BN93|PSD13_RAT 26S proteasome non-ATPase regulatory subunit 13 OS=Rattus norvegicus GN=Psmd13 PE=1 SV=13 3 -0.168285 -0.396919 0.056825 0.180375

sp|Q8CG45|ARK72_RAT Aflatoxin B1 aldehyde reductase member 2 OS=Rattus norvegicus GN=Akr7a2 PE=1 SV=26 8 -0.144906 -0.318108 0.0292351 0.181025

sp|P32089|TXTP_RAT Tricarboxylate transport protein, mitochondrial OS=Rattus norvegicus GN=Slc25a1 PE=1 SV=110 18 0.2126986 -0.1262 0.5412861 0.1815125

tr|B2RYR8|B2RYR8_RAT; sp|P62243|RS8_RAT 40S ribosomal protein S8 OS=Rattus norvegicus GN=Rps8 PE=2 SV=1; 40S ribosomal protein S8 OS=Rattus norvegicus GN=Rps8 PE=1 SV=25 6 -0.162877 -0.376794 0.03648 0.1816625

sp|P19633|CASQ1_RAT Calsequestrin-1 OS=Rattus norvegicus GN=Casq1 PE=1 SV=23 4 0.7220909 -0.866092 2.2486184 0.1824875

tr|D4A1R8|D4A1R8_RAT RCG37481, isoform CRA_b OS=Rattus norvegicus GN=rCG_37481 PE=4 SV=13 5 -0.253423 -0.689854 0.1908392 0.1830875

tr|F1LR17|F1LR17_RAT; sp|Q02874|H2AY_RAT Histone H2A OS=Rattus norvegicus GN=H2afy PE=3 SV=1; Core histone macro-H2A.1 OS=Rattus norvegicus GN=H2afy PE=1 SV=47 14 -0.145846 -0.322393 0.0272997 0.1838875

tr|D4ADE5|D4ADE5_RAT RCG49977, isoform CRA_b OS=Rattus norvegicus GN=Setd7 PE=4 SV=13 4 -0.150494 -0.338015 0.0360252 0.184025

sp|B5DFC8|EIF3C_RAT Eukaryotic translation initiation factor 3 subunit C OS=Rattus norvegicus GN=Eif3c PE=2 SV=14 6 -0.152756 -0.349745 0.0323075 0.1843

sp|Q6P7B0|SYWC_RAT Tryptophanyl-tRNA synthetase, cytoplasmic OS=Rattus norvegicus GN=Wars PE=1 SV=222 33 0.1137215 0.0066827 0.2180286 0.1855375

tr|F1M7H9|F1M7H9_RAT; tr|F1LP75|F1LP75_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Luc7l2 PE=4 SV=1; Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Luc7l2 PE=4 SV=12 4 -0.199392 -0.50874 0.105341 0.1860125

tr|F1LUW5|F1LUW5_RAT; tr|D3ZHD1|D3ZHD1_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Anxa13 PE=3 SV=1; Uncharacterized protein OS=Rattus norvegicus GN=Anxa13 PE=3 SV=12 2 0.307973 -0.25361 0.8697661 0.1860375

sp|P47860|K6PP_RAT 6-phosphofructokinase type C OS=Rattus norvegicus GN=Pfkp PE=1 SV=225 43 0.1461886 -0.033138 0.3299878 0.1866375

sp|Q9R1J4|MYOC_RAT Myocilin OS=Rattus norvegicus GN=Myoc PE=2 SV=13 3 0.206445 -0.140238 0.5587897 0.186875

sp|P20294|CNTF_RAT Ciliary neurotrophic factor OS=Rattus norvegicus GN=Cntf PE=1 SV=15 10 0.1247245 -0.00436 0.2510103 0.187675

sp|P12749|RL26_RAT 60S ribosomal protein L26 OS=Rattus norvegicus GN=Rpl26 PE=1 SV=15 6 -0.140895 -0.310326 0.0326577 0.1878125

tr|E9PU13|E9PU13_RAT Uncharacterized protein OS=Rattus norvegicus GN=Snx4 PE=4 SV=11 2 -0.312313 -0.880976 0.2516489 0.1881875

tr|A1A5S1|A1A5S1_RAT PRP6 pre-mRNA splicing factor 6 homolog (S. cerevisiae) OS=Rattus norvegicus GN=Prpf6 PE=2 SV=15 5 -0.161056 -0.369645 0.0535121 0.1883125

tr|D3ZGP5|D3ZGP5_RAT RCG31562, isoform CRA_b OS=Rattus norvegicus GN=Tardbp PE=4 SV=14 8 -0.13071 -0.27605 0.0101873 0.18915

tr|F1MA17|F1MA17_RAT Uncharacterized protein OS=Rattus norvegicus GN=Snta1 PE=4 SV=17 9 0.1462737 -0.030822 0.3251194 0.189475

sp|P35745|ACYP2_RAT Acylphosphatase-2 OS=Rattus norvegicus GN=Acyp2 PE=1 SV=23 4 0.1376173 -0.046495 0.3165502 0.18965

sp|O08815|SLK_RAT STE20-like serine/threonine-protein kinase OS=Rattus norvegicus GN=Slk PE=1 SV=15 5 -0.195264 -0.528809 0.1313416 0.18975

sp|Q9ESH6|GLRX1_RAT Glutaredoxin-1 OS=Rattus norvegicus GN=Glrx PE=2 SV=34 5 0.1484367 -0.072034 0.3527634 0.1897625
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sp|Q5PPN5|TPPP3_RAT Tubulin polymerization-promoting protein family member 3 OS=Rattus norvegicus GN=Tppp3 PE=2 SV=110 16 0.1726619 -0.076135 0.4283376 0.190275

sp|B0BNE5|ESTD_RAT S-formylglutathione hydrolase OS=Rattus norvegicus GN=Esd PE=1 SV=12 4 0.2319245 -0.150736 0.6426198 0.1905875

sp|P40307|PSB2_RAT Proteasome subunit beta type-2 OS=Rattus norvegicus GN=Psmb2 PE=1 SV=13 4 -0.147611 -0.333841 0.0359455 0.190725

sp|P02625|PRVA_RAT Parvalbumin alpha OS=Rattus norvegicus GN=Pvalb PE=1 SV=28 16 0.5362977 -0.567026 1.632246 0.1914

sp|Q62771|STA5A_RAT Signal transducer and activator of transcription 5A OS=Rattus norvegicus GN=Stat5a PE=2 SV=12 2 -0.278195 -0.791239 0.2333153 0.191475

tr|Q5M9I2|Q5M9I2_RAT Mannosidase, alpha, class 2C, member 1 OS=Rattus norvegicus GN=Man2c1 PE=2 SV=12 2 -0.255513 -0.75229 0.2375086 0.1919125

sp|P16617|PGK1_RAT Phosphoglycerate kinase 1 OS=Rattus norvegicus GN=Pgk1 PE=1 SV=226 73 0.1725556 -0.07533 0.4182808 0.1933875

sp|Q5U2X6|CCD47_RAT Coiled-coil domain-containing protein 47 OS=Rattus norvegicus GN=Ccdc47 PE=2 SV=12 5 -0.158629 -0.368164 0.0553169 0.1943125

tr|D4A249|D4A249_RAT Similar to metallo-beta-lactamase superfamily protein like (XL884) (Predicted) OS=Rattus norvegicus GN=Mblac2 PE=4 SV=11 2 0.1895915 -0.1219 0.4901735 0.19455

tr|D3ZCV0|D3ZCV0_RAT RCG30552 OS=Rattus norvegicus GN=Actn2 PE=4 SV=15 7 0.5480171 -0.626534 1.7306557 0.194925

tr|F1LRE2|F1LRE2_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Igfals PE=4 SV=12 2 -0.326414 -1.012758 0.4159622 0.19505

tr|F1LP83|F1LP83_RAT; sp|P58775|TPM2_RAT Uncharacterized protein OS=Rattus norvegicus GN=Tpm2 PE=3 SV=1; Tropomyosin beta chain OS=Rattus norvegicus GN=Tpm2 PE=2 SV=12 3 1.0591109 -1.683136 3.9960858 0.1951875

tr|D3ZE72|D3ZE72_RAT Methionine aminopeptidase OS=Rattus norvegicus GN=Metap1 PE=3 SV=11 2 -0.150327 -0.347959 0.051776 0.1958375

tr|F1LM60|F1LM60_RAT; tr|D4ABQ7|D4ABQ7_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=1; Uncharacterized protein OS=Rattus norvegicus GN=Arap1 PE=4 SV=14 4 -0.206639 -0.611894 0.1939424 0.1962125

tr|D4ADE1|D4ADE1_RAT Uncharacterized protein OS=Rattus norvegicus GN=Abca9 PE=3 SV=15 6 0.1679596 -0.076907 0.3978889 0.1963

sp|Q5BK18|NARFL_RAT Cytosolic Fe-S cluster assembly factor NARFL OS=Rattus norvegicus GN=Narfl PE=2 SV=12 2 -0.329901 -1.064764 0.3527598 0.1965

sp|Q6AXM8|PON2_RAT Serum paraoxonase/arylesterase 2 OS=Rattus norvegicus GN=Pon2 PE=2 SV=14 4 0.2276782 -0.161708 0.6115753 0.1970375

tr|F1LPT0|F1LPT0_RAT Gap junction protein (Fragment) OS=Rattus norvegicus GN=Gjc3 PE=3 SV=12 2 0.3072487 -0.287396 0.9099193 0.1970375

sp|A0MZ67|SHOT1_RAT Shootin-1 OS=Rattus norvegicus PE=1 SV=12 2 -0.268357 -0.761386 0.2384725 0.1978375

sp|Q6RUV5|RAC1_RAT Ras-related C3 botulinum toxin substrate 1 OS=Rattus norvegicus GN=Rac1 PE=1 SV=18 21 0.1428129 -0.031846 0.3286048 0.1984375

sp|O89046|COR1B_RAT Coronin-1B OS=Rattus norvegicus GN=Coro1b PE=1 SV=12 4 -0.104688 -0.188684 -0.020691 0.1988

sp|Q5PPL3|NSDHL_RAT Sterol-4-alpha-carboxylate 3-dehydrogenase, decarboxylating OS=Rattus norvegicus GN=Nsdhl PE=2 SV=11 2 0.211412 -0.142077 0.576307 0.2003

sp|P62845|RS15_RAT 40S ribosomal protein S15 OS=Rattus norvegicus GN=Rps15 PE=1 SV=22 4 -0.18263 -0.466336 0.1077316 0.2013125

tr|D4A962|D4A962_RAT Heterogeneous nuclear ribonucleoprotein U-like 1 (Predicted) OS=Rattus norvegicus GN=Hnrnpul1 PE=4 SV=12 5 -0.14637 -0.332374 0.0430677 0.201825

tr|D3ZVS9|D3ZVS9_RAT RCG54895, isoform CRA_a OS=Rattus norvegicus GN=rCG_54895 PE=4 SV=14 4 0.2231952 -0.183899 0.6338359 0.201875

tr|F1M3D3|F1M3D3_RAT; tr|F1LV13|F1LV13_RAT Uncharacterized protein OS=Rattus norvegicus GN=Hnrpm PE=4 SV=1; Uncharacterized protein OS=Rattus norvegicus GN=Hnrpm PE=4 SV=113 15 -0.151734 -0.355786 0.0444043 0.2019125

sp|P41562|IDHC_RAT Isocitrate dehydrogenase [NADP] cytoplasmic OS=Rattus norvegicus GN=Idh1 PE=1 SV=115 30 -0.122597 -0.257588 0.0105097 0.2022625

tr|F1LU52|F1LU52_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus PE=4 SV=124 34 0.1412204 -0.03825 0.3263137 0.2023375

tr|D3ZXH5|D3ZXH5_RAT RCG32827, isoform CRA_b OS=Rattus norvegicus GN=Thoc4 PE=4 SV=13 3 -0.188817 -0.495359 0.1035288 0.2032

sp|Q7TPB1|TCPD_RAT T-complex protein 1 subunit delta OS=Rattus norvegicus GN=Cct4 PE=1 SV=314 24 0.1047543 0.0111677 0.1953298 0.2033375

sp|P61227|RAP2B_RAT Ras-related protein Rap-2b OS=Rattus norvegicus GN=Rap2b PE=2 SV=11 2 -0.213684 -0.570605 0.1583732 0.203825

sp|P43278|H10_RAT Histone H1.0 OS=Rattus norvegicus GN=H1f0 PE=2 SV=29 30 0.1237403 -0.014982 0.2607785 0.20405

tr|D3ZKC6|D3ZKC6_RAT Uncharacterized protein OS=Rattus norvegicus GN=Vps13d PE=4 SV=12 2 0.2006149 -0.239819 0.5955972 0.2044125

tr|D3ZR87|D3ZR87_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=12 2 0.270919 -0.289837 0.8483679 0.2049125

sp|P07483|FABPH_RAT Fatty acid-binding protein, heart OS=Rattus norvegicus GN=Fabp3 PE=1 SV=22 6 0.2914191 -0.275821 0.85409 0.2050625

tr|F1M7T8|F1M7T8_RAT Uncharacterized protein OS=Rattus norvegicus GN=Myom1 PE=4 SV=17 9 0.6642223 -1.116603 2.4512075 0.2051

sp|Q9JI85|NUCB2_RAT Nucleobindin-2 OS=Rattus norvegicus GN=Nucb2 PE=2 SV=13 3 -0.244855 -0.717507 0.2162885 0.205825

tr|Q5M9H7|Q5M9H7_RAT DnaJ (Hsp40) homolog, subfamily A, member 2 OS=Rattus norvegicus GN=Dnaja2 PE=2 SV=15 7 0.134151 -0.03003 0.2945602 0.206

tr|F1M566|F1M566_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus PE=4 SV=110 23 0.1242227 -0.014523 0.2629091 0.20635

sp|Q6AYN4|PHIPL_RAT Phytanoyl-CoA hydroxylase-interacting protein-like OS=Rattus norvegicus GN=Phyhipl PE=2 SV=24 7 0.1378941 -0.032512 0.3102865 0.2064

tr|Q6QI86|Q6QI86_RAT LRRG00122 OS=Rattus norvegicus GN=Hdhd2 PE=2 SV=11 2 -0.257803 -0.749001 0.2304662 0.2066375

sp|Q6UPE1|ETFD_RAT Electron transfer flavoprotein-ubiquinone oxidoreductase, mitochondrial OS=Rattus norvegicus GN=Etfdh PE=2 SV=14 6 0.1716503 -0.08389 0.4297933 0.2067125

tr|F1LRE5|F1LRE5_RAT; tr|F1LP33|F1LP33_RAT Oxysterol-binding protein OS=Rattus norvegicus GN=Osbpl9 PE=3 SV=1; Oxysterol-binding protein OS=Rattus norvegicus GN=Osbpl9 PE=3 SV=12 2 -0.27765 -0.872122 0.3047166 0.207475

tr|E9PSU8|E9PSU8_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=14 6 -0.250087 -0.708279 0.2079726 0.2075375

tr|Q6P9U0|Q6P9U0_RAT Serine (Or cysteine) peptidase inhibitor, clade B, member 6a OS=Rattus norvegicus GN=Serpinb6a PE=2 SV=15 9 0.1596397 -0.081546 0.4027652 0.2084

tr|D3ZMX6|D3ZMX6_RAT Uncharacterized protein OS=Rattus norvegicus GN=Sntb2 PE=4 SV=11 2 -0.172596 -0.438131 0.085593 0.2089625

sp|P29419|ATP5I_RAT ATP synthase subunit e, mitochondrial OS=Rattus norvegicus GN=Atp5i PE=1 SV=32 3 0.1907577 -0.127892 0.5078064 0.2091125

sp|Q9QXU8|DC1L1_RAT Cytoplasmic dynein 1 light intermediate chain 1 OS=Rattus norvegicus GN=Dync1li1 PE=1 SV=14 7 0.1334489 -0.022731 0.2934618 0.2092875

sp|Q9R1T1|BAF_RAT Barrier-to-autointegration factor OS=Rattus norvegicus GN=Banf1 PE=1 SV=14 10 0.120284 -0.00973 0.245746 0.20935

tr|F1M789|F1M789_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Myh13 PE=4 SV=11 3 0.5021564 -0.948657 1.8773054 0.210325
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tr|F1M8A5|F1M8A5_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Hypk PE=4 SV=12 2 -0.297943 -0.923657 0.3290077 0.2105625

tr|Q56R20|Q56R20_RAT; sp|P83953|IMA1_RAT Karyopherin (Importin) alpha 1 OS=Rattus norvegicus GN=Kpna1 PE=2 SV=1; Importin subunit alpha-1 OS=Rattus norvegicus GN=Kpna1 PE=2 SV=12 3 -0.178053 -0.469385 0.0946659 0.2106125

tr|D3ZD31|D3ZD31_RAT; tr|D3ZAM0|D3ZAM0_RAT Uncharacterized protein OS=Rattus norvegicus GN=Mrc1 PE=4 SV=1; Uncharacterized protein OS=Rattus norvegicus GN=Mrc1 PE=4 SV=13 3 -0.222379 -0.698804 0.2388538 0.2108125

tr|E9PTK8|E9PTK8_RAT; tr|D4A6V9|D4A6V9_RAT Uncharacterized protein OS=Rattus norvegicus GN=Lmo7 PE=4 SV=1; Uncharacterized protein OS=Rattus norvegicus PE=4 SV=14 5 -0.185751 -0.481943 0.1061037 0.2109625

tr|F1M0U5|F1M0U5_RAT; tr|F1LZC8|F1LZC8_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus PE=4 SV=1; Uncharacterized protein (Fragment) OS=Rattus norvegicus PE=4 SV=12 2 0.2271279 -0.232004 0.6914982 0.2115375

tr|F1MAL3|F1MAL3_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=113 19 0.115577 -0.001435 0.2327758 0.2117125

tr|B0BNG3|B0BNG3_RAT Lman2 protein OS=Rattus norvegicus GN=Lman2 PE=2 SV=12 3 -0.157775 -0.398511 0.0737922 0.21205

sp|O70351|HCD2_RAT 3-hydroxyacyl-CoA dehydrogenase type-2 OS=Rattus norvegicus GN=Hsd17b10 PE=1 SV=36 17 -0.120993 -0.251711 0.0097249 0.2126625

tr|E9PTJ6|E9PTJ6_RAT Glycylpeptide N-tetradecanoyltransferase OS=Rattus norvegicus GN=Nmt2 PE=3 SV=11 2 -0.250311 -0.73101 0.2318884 0.212775

sp|Q4KMC4|GFPT2_RAT Glucosamine--fructose-6-phosphate aminotransferase [isomerizing] 2 OS=Rattus norvegicus GN=Gfpt2 PE=2 SV=33 4 -0.29327 -0.893262 0.3035866 0.214175

sp|P01041|CYTB_RAT Cystatin-B OS=Rattus norvegicus GN=Cstb PE=1 SV=13 6 -0.163008 -0.412407 0.0895611 0.2141875

tr|D4A003|D4A003_RAT Uncharacterized protein OS=Rattus norvegicus PE=3 SV=17 9 0.1323483 -0.026462 0.2935287 0.2142

sp|Q5RJR2|TWF1_RAT Twinfilin-1 OS=Rattus norvegicus GN=Twf1 PE=2 SV=12 2 -0.13686 -0.334376 0.0609048 0.2148625

sp|Q6AXS3|DEK_RAT Protein DEK OS=Rattus norvegicus GN=Dek PE=2 SV=12 2 0.3078968 -0.307659 0.9483593 0.2160875

tr|F2Z3S4|F2Z3S4_RAT; sp|P62914|RL11_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Rpl11 PE=3 SV=1; 60S ribosomal protein L11 OS=Rattus norvegicus GN=Rpl11 PE=1 SV=24 5 -0.195142 -0.534588 0.1683265 0.2164625

tr|F1M9X1|F1M9X1_RAT Uncharacterized protein OS=Rattus norvegicus GN=Scn11a PE=3 SV=12 2 -0.502493 -1.480548 0.4358633 0.21695

tr|B0BN81|B0BN81_RAT Ribosomal protein S5, isoform CRA_b OS=Rattus norvegicus GN=Rps5 PE=2 SV=18 11 -0.126055 -0.274324 0.0224412 0.2170375

tr|F2Z3S8|F2Z3S8_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Tnnc2 PE=4 SV=16 16 1.0904492 -1.697504 3.8666349 0.217075

sp|Q0ZCA7|CLC2L_RAT C-type lectin domain family 2 member L OS=Rattus norvegicus GN=Clec2l PE=2 SV=22 2 0.2407614 -0.231319 0.7722802 0.2173125

tr|Q6QI88|Q6QI88_RAT LRRG00120 OS=Rattus norvegicus GN=Tmed5 PE=2 SV=12 3 -0.172584 -0.451443 0.1221281 0.21735

tr|D4A1A4|D4A1A4_RAT Uncharacterized protein OS=Rattus norvegicus GN=Ppp2r5c PE=4 SV=12 2 -0.203679 -0.630891 0.2223173 0.217375

tr|E9PT65|E9PT65_RAT Uncharacterized protein OS=Rattus norvegicus GN=Rdx PE=4 SV=12 3 -0.218693 -0.631039 0.1922119 0.217525

tr|Q9JJ10|Q9JJ10_RAT Neuronal C-SRC tyrosine-specific protein kinase OS=Rattus norvegicus GN=Src PE=2 SV=12 2 -0.175168 -0.485209 0.1210063 0.219825

sp|O35263|PA1B3_RAT Platelet-activating factor acetylhydrolase IB subunit gamma OS=Rattus norvegicus GN=Pafah1b3 PE=1 SV=13 4 0.1621806 -0.094528 0.4125575 0.2205625

sp|P62161|CALM_RAT Calmodulin OS=Rattus norvegicus GN=Calm1 PE=1 SV=27 19 0.1060529 0.0048143 0.2079068 0.2206375

sp|P23680|SAMP_RAT Serum amyloid P-component OS=Rattus norvegicus GN=Apcs PE=2 SV=21 3 -0.2458 -0.735328 0.2361493 0.220725

tr|D4A311|D4A311_RAT NADH dehydrogenase (Ubiquinone) 1 alpha subcomplex, 8 OS=Rattus norvegicus GN=Ndufa8 PE=4 SV=12 2 0.2260836 -0.25595 0.7305321 0.2213

sp|P62744|AP2S1_RAT AP-2 complex subunit sigma OS=Rattus norvegicus GN=Ap2s1 PE=2 SV=12 3 -0.145586 -0.350667 0.0634449 0.222325

sp|P50408|VATF_RAT V-type proton ATPase subunit F OS=Rattus norvegicus GN=Atp6v1f PE=1 SV=13 3 0.2128312 -0.176986 0.611083 0.2223875

tr|D4AB58|D4AB58_RAT; sp|Q8K3P6|SCMC2_RAT Uncharacterized protein OS=Rattus norvegicus GN=Slc25a25 PE=3 SV=1; Calcium-binding mitochondrial carrier protein SCaMC-2 OS=Rattus norvegicus GN=Slc25a25 PE=1 SV=12 2 0.2120685 -0.210396 0.6621836 0.2224

sp|Q6P7A2|UBE4A_RAT Ubiquitin conjugation factor E4 A OS=Rattus norvegicus GN=Ube4a PE=2 SV=13 4 0.1716511 -0.102127 0.4452205 0.2231625

tr|B5DEL8|B5DEL8_RAT NADH dehydrogenase (Ubiquinone) Fe-S protein 5 OS=Rattus norvegicus GN=Ndufs5 PE=4 SV=13 3 0.1688193 -0.096546 0.4511169 0.223275

tr|D3ZL27|D3ZL27_RAT Uncharacterized protein OS=Rattus norvegicus GN=LOC100360848 PE=4 SV=11 2 -0.35359 -1.141834 0.4448882 0.223725

sp|Q6P7P5|BZW1_RAT Basic leucine zipper and W2 domain-containing protein 1 OS=Rattus norvegicus GN=Bzw1 PE=2 SV=13 6 0.1453703 -0.069903 0.3580876 0.22445

tr|D4A0E8|D4A0E8_RAT Protein arginine N-methyltransferase 5 (Predicted), isoform CRA_a OS=Rattus norvegicus GN=Prmt5 PE=4 SV=12 3 0.2296944 -0.208364 0.6734501 0.2248375

sp|Q63347|PRS7_RAT 26S protease regulatory subunit 7 OS=Rattus norvegicus GN=Psmc2 PE=1 SV=36 7 0.1496988 -0.110639 0.4071181 0.22495

tr|D4A0Q9|D4A0Q9_RAT Uncharacterized protein OS=Rattus norvegicus GN=Sos1 PE=4 SV=12 2 0.3232036 -0.508172 1.2081735 0.2249875

tr|D3Z9R8|D3Z9R8_RAT RCG63555 OS=Rattus norvegicus GN=LOC100361856 PE=4 SV=11 2 0.1785938 -0.131549 0.4750604 0.2253875

sp|A2RUW1|TOLIP_RAT Toll-interacting protein OS=Rattus norvegicus GN=Tollip PE=2 SV=12 3 0.1756568 -0.115971 0.4694164 0.2256375

sp|P97629|LCAP_RAT Leucyl-cystinyl aminopeptidase OS=Rattus norvegicus GN=Lnpep PE=1 SV=12 3 -0.27139 -0.871536 0.2824617 0.2257875

tr|F1LMW7|F1LMW7_RAT; sp|P30009|MARCS_RAT Uncharacterized protein OS=Rattus norvegicus GN=Marcks PE=4 SV=1; Myristoylated alanine-rich C-kinase substrate OS=Rattus norvegicus GN=Marcks PE=1 SV=21 5 -0.118562 -0.260153 0.0174799 0.2261625

sp|Q5U318|PEA15_RAT Astrocytic phosphoprotein PEA-15 OS=Rattus norvegicus GN=Pea15 PE=1 SV=17 20 0.1279769 -0.031702 0.2922583 0.2263125

sp|Q6EV70|OFUT1_RAT GDP-fucose protein O-fucosyltransferase 1 OS=Rattus norvegicus GN=Pofut1 PE=2 SV=11 3 -0.15333 -0.390053 0.0839435 0.2266625

tr|B2RYU2|B2RYU2_RAT; sp|P23358|RL12_RAT RCG45615, isoform CRA_a OS=Rattus norvegicus GN=LOC499782 PE=2 SV=1; 60S ribosomal protein L12 OS=Rattus norvegicus GN=Rpl12 PE=2 SV=16 7 -0.144132 -0.350575 0.068414 0.226725

sp|P50398|GDIA_RAT Rab GDP dissociation inhibitor alpha OS=Rattus norvegicus GN=Gdi1 PE=1 SV=120 44 0.1054817 0.0038539 0.2040777 0.2272

tr|F1LU88|F1LU88_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus PE=4 SV=12 2 1.1321863 -2.366153 4.7860295 0.22765

tr|D4A7C3|D4A7C3_RAT RCG50366 OS=Rattus norvegicus GN=RGD1306880 PE=4 SV=11 2 0.2544404 -0.259911 0.7757608 0.2284625

tr|D3ZTC5|D3ZTC5_RAT Myotilin (Predicted) OS=Rattus norvegicus GN=Myot PE=4 SV=12 2 0.9648242 -1.9514 3.9176001 0.229225

sp|Q5U2Q7|ERF1_RAT Eukaryotic peptide chain release factor subunit 1 OS=Rattus norvegicus GN=Etf1 PE=2 SV=33 4 -0.170503 -0.457486 0.1259848 0.229575

sp|P17046|LAMP2_RAT Lysosome-associated membrane glycoprotein 2 OS=Rattus norvegicus GN=Lamp2 PE=1 SV=21 2 -0.194649 -0.551601 0.1600449 0.230225
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sp|P34901|SDC4_RAT Syndecan-4 OS=Rattus norvegicus GN=Sdc4 PE=1 SV=12 4 0.2115524 -0.307793 0.6892886 0.2308125

tr|D3ZPA9|D3ZPA9_RAT RCG32401, isoform CRA_a OS=Rattus norvegicus GN=Ctsa PE=4 SV=11 2 -0.16819 -0.516839 0.1789201 0.2310375

tr|D4A0M2|D4A0M2_RAT Uncharacterized protein OS=Rattus norvegicus GN=Nxn PE=4 SV=13 3 0.2061834 -0.159234 0.6345111 0.231675

tr|F1LQ14|F1LQ14_RAT Uncharacterized protein OS=Rattus norvegicus GN=Rpl34 PE=4 SV=12 2 -0.193114 -0.643265 0.2073473 0.2325375

sp|P09006|SPA3N_RAT Serine protease inhibitor A3N OS=Rattus norvegicus GN=Serpina3n PE=1 SV=32 2 0.3898625 -0.698307 1.4368441 0.2331875

tr|D3ZPI8|D3ZPI8_RAT Complement component 8, gamma polypeptide (Predicted), isoform CRA_a OS=Rattus norvegicus GN=C8g PE=4 SV=11 2 -0.340292 -1.151473 0.4615769 0.2332

sp|O08838|AMPH_RAT Amphiphysin OS=Rattus norvegicus GN=Amph PE=1 SV=16 9 0.1747437 -0.127739 0.4821538 0.23375

tr|D4A1B8|D4A1B8_RAT RCG55152, isoform CRA_a OS=Rattus norvegicus GN=Dctn3 PE=4 SV=14 6 0.1318138 -0.040891 0.3094172 0.233775

tr|F1LZH4|F1LZH4_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus PE=3 SV=11 2 0.2086478 -0.198726 0.6169705 0.233925

sp|P51886|LUM_RAT Lumican OS=Rattus norvegicus GN=Lum PE=2 SV=115 93 -0.132467 -0.321766 0.0476321 0.2348875

sp|P27274|CD59_RAT CD59 glycoprotein OS=Rattus norvegicus GN=Cd59 PE=1 SV=23 6 0.1807577 -0.136664 0.4950367 0.2355

sp|Q5I0G4|SYG_RAT Glycyl-tRNA synthetase (Fragment) OS=Rattus norvegicus GN=Gars PE=1 SV=113 23 0.1212199 -0.027459 0.2683719 0.2357125

tr|F1LSC3|F1LSC3_RAT Uncharacterized protein OS=Rattus norvegicus GN=Sf1 PE=4 SV=12 3 -0.197912 -0.570148 0.1901878 0.235775

sp|P70500|CDIPT_RAT CDP-diacylglycerol--inositol 3-phosphatidyltransferase OS=Rattus norvegicus GN=Cdipt PE=1 SV=11 2 0.2012185 -0.176272 0.5800725 0.235925

tr|D4ADE8|D4ADE8_RAT Uncharacterized protein OS=Rattus norvegicus GN=Ddx3x PE=3 SV=112 24 -0.10641 -0.21089 -0.006741 0.236125

tr|F1LM59|F1LM59_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Chd4 PE=4 SV=16 6 -0.182157 -0.525548 0.1725515 0.236475

sp|P97546|NPTN_RAT Neuroplastin OS=Rattus norvegicus GN=Nptn PE=1 SV=22 3 0.142959 -0.062701 0.3584143 0.2366375

sp|Q99068|AMRP_RAT Alpha-2-macroglobulin receptor-associated protein OS=Rattus norvegicus GN=Lrpap1 PE=1 SV=23 4 -0.167717 -0.45337 0.1239519 0.2369

tr|E9PSR5|E9PSR5_RAT Uncharacterized protein OS=Rattus norvegicus GN=Trim25 PE=4 SV=12 3 -0.235323 -0.757843 0.2876182 0.23805

sp|Q64640|ADK_RAT Adenosine kinase OS=Rattus norvegicus GN=Adk PE=1 SV=36 9 -0.118813 -0.259389 0.023183 0.2390125

tr|Q6P3V8|Q6P3V8_RAT Eukaryotic translation initiation factor 4A1 OS=Rattus norvegicus GN=Eif4a1 PE=2 SV=14 8 -0.131548 -0.312459 0.0443954 0.2403125

tr|F1LY21|F1LY21_RAT; sp|P11167|GTR1_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Slc2a1 PE=3 SV=1; Solute carrier family 2, facilitated glucose transporter member 1 OS=Rattus norvegicus GN=Slc2a1 PE=1 SV=17 19 0.1397915 -0.06478 0.3516149 0.2405875

sp|O08949|TF2AA_RAT Transcription initiation factor IIA subunit 1 OS=Rattus norvegicus GN=Gtf2a1 PE=2 SV=11 2 0.2553342 -0.301724 0.8006504 0.2406125

tr|E9PU09|E9PU09_RAT Uncharacterized protein OS=Rattus norvegicus GN=Akap12 PE=4 SV=119 26 0.110408 -0.007174 0.2319059 0.24085

tr|D3ZJI3|D3ZJI3_RAT; sp|Q6P799|SYSC_RAT Seryl-aminoacyl-tRNA synthetase 1, isoform CRA_a OS=Rattus norvegicus GN=Sars PE=3 SV=1; Seryl-tRNA synthetase, cytoplasmic OS=Rattus norvegicus GN=Sars PE=1 SV=35 8 0.1430325 -0.069009 0.3620752 0.24105

sp|P62250|RS16_RAT 40S ribosomal protein S16 OS=Rattus norvegicus GN=Rps16 PE=1 SV=26 8 -0.150658 -0.394795 0.0921254 0.2412625

sp|P06686|AT1A2_RAT Sodium/potassium-transporting ATPase subunit alpha-2 OS=Rattus norvegicus GN=Atp1a2 PE=1 SV=110 19 0.1239592 -0.034283 0.2869822 0.241525

tr|D4A830|D4A830_RAT Uncharacterized protein OS=Rattus norvegicus GN=Ppa2 PE=4 SV=13 3 0.1604754 -0.142 0.4785651 0.24195

sp|Q5U204|LTOR3_RAT Ragulator complex protein LAMTOR3 OS=Rattus norvegicus GN=Lamtor3 PE=2 SV=11 2 -0.279219 -1.050025 0.4511227 0.242425

tr|Q4KLI4|Q4KLI4_RAT; tr|F1LUK7|F1LUK7_RAT Peptidyl-prolyl cis-trans isomerase OS=Rattus norvegicus GN=Ppil1 PE=2 SV=1; Peptidyl-prolyl cis-trans isomerase (Fragment) OS=Rattus norvegicus GN=Ppil1 PE=3 SV=12 4 0.1455194 -0.081186 0.3683763 0.2425125

tr|Q56R17|Q56R17_RAT Karyopherin (Importin) alpha 4 OS=Rattus norvegicus GN=Kpna4 PE=2 SV=11 3 -0.180855 -0.516617 0.1438641 0.2432

sp|Q9ESW0|DDB1_RAT DNA damage-binding protein 1 OS=Rattus norvegicus GN=Ddb1 PE=2 SV=19 12 0.1343368 -0.046595 0.3204489 0.2436625

sp|Q2Q0I9|FNDC1_RAT Fibronectin type III domain-containing protein 1 OS=Rattus norvegicus GN=Fndc1 PE=2 SV=22 3 -0.317859 -1.245496 0.606419 0.2440125

tr|D3ZIF3|D3ZIF3_RAT Uncharacterized protein OS=Rattus norvegicus GN=Rrm2b PE=4 SV=11 2 -0.244031 -0.827307 0.3389872 0.2443375

sp|Q8K4V4|SNX27_RAT Sorting nexin-27 OS=Rattus norvegicus GN=Snx27 PE=1 SV=24 8 -0.159453 -0.419561 0.0974669 0.244675

tr|D3ZPP2|D3ZPP2_RAT Similar to ADP-ribosylation factor-like 10B (Predicted) OS=Rattus norvegicus GN=Arl8a PE=3 SV=13 5 0.1266462 -0.049265 0.2940572 0.2447

sp|P04550|PTMS_RAT Parathymosin OS=Rattus norvegicus GN=Ptms PE=1 SV=22 6 -0.155598 -0.420872 0.1011131 0.24485

tr|F1LZM7|F1LZM7_RAT; tr|F1LRD0|F1LRD0_RAT; sp|Q4V8F9|HSDL2_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Hsdl2 PE=4 SV=1; Uncharacterized protein OS=Rattus norvegicus GN=Hsdl2 PE=4 SV=1; Hydroxysteroid dehydrogenase-like protein 2 OS=Rattus norvegicus GN=Hsdl2 PE=2 SV=12 3 0.1838387 -0.175098 0.5474848 0.245275

tr|Q06C60|Q06C60_RAT BolA-like 1 (E. coli) (Predicted) OS=Rattus norvegicus GN=Bola1 PE=2 SV=11 2 -0.173732 -0.485683 0.1444351 0.245775

tr|F1LRE1|F1LRE1_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Gsr PE=3 SV=16 11 -0.121711 -0.275826 0.0320571 0.246375

tr|E9PTL9|E9PTL9_RAT Uncharacterized protein OS=Rattus norvegicus GN=Ddx19b PE=4 SV=12 4 -0.198961 -0.586368 0.2010681 0.2465375

tr|F1LS48|F1LS48_RAT Uncharacterized protein OS=Rattus norvegicus PE=3 SV=19 19 -0.118463 -0.268712 0.0304964 0.247425

tr|Q6IMX4|Q6IMX4_RAT; sp|P97544|LPP3_RAT Phosphatidic acid phosphatase type 2B OS=Rattus norvegicus GN=Ppap2b PE=2 SV=1; Lipid phosphate phosphohydrolase 3 OS=Rattus norvegicus GN=Ppap2b PE=1 SV=13 4 0.1550354 -0.113493 0.4141387 0.247575

tr|Q3KRF2|Q3KRF2_RAT High density lipoprotein binding protein OS=Rattus norvegicus GN=Hdlbp PE=2 SV=111 17 -0.111885 -0.240312 0.0198151 0.2477

sp|Q4KLL0|TCEA1_RAT Transcription elongation factor A protein 1 OS=Rattus norvegicus GN=Tcea1 PE=2 SV=14 5 -0.144266 -0.37053 0.0771172 0.2485375

tr|D3ZZ38|D3ZZ38_RAT Sorting nexin associated golgi protein 1 (Predicted) OS=Rattus norvegicus GN=Snx18 PE=4 SV=16 7 -0.137749 -0.375748 0.1012988 0.2491125

sp|A0JPJ7|OLA1_RAT Obg-like ATPase 1 OS=Rattus norvegicus GN=Ola1 PE=2 SV=17 9 0.1044005 0.0009804 0.2141926 0.24925

sp|Q66H94|FKBP9_RAT Peptidyl-prolyl cis-trans isomerase FKBP9 OS=Rattus norvegicus GN=Fkbp9 PE=2 SV=13 5 -0.146818 -0.382485 0.089246 0.250875

sp|P37361|MT3_RAT Metallothionein-3 OS=Rattus norvegicus GN=Mt3 PE=2 SV=14 7 0.1473191 -0.105043 0.3989492 0.252775

sp|P05369|FPPS_RAT Farnesyl pyrophosphate synthase OS=Rattus norvegicus GN=Fdps PE=2 SV=26 10 -0.113933 -0.250943 0.0162347 0.2532
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sp|P10687|PLCB1_RAT 1-phosphatidylinositol-4,5-bisphosphate phosphodiesterase beta-1 OS=Rattus norvegicus GN=Plcb1 PE=1 SV=15 10 0.1400296 -0.08132 0.3576298 0.2540875

sp|P32851|STX1A_RAT Syntaxin-1A OS=Rattus norvegicus GN=Stx1a PE=1 SV=12 2 0.3168968 -0.412565 1.0708745 0.2542375

tr|D3ZE02|D3ZE02_RAT Uncharacterized protein OS=Rattus norvegicus GN=LOC100361913 PE=4 SV=11 2 0.2174147 -0.348482 0.7938259 0.25475

sp|P04905|GSTM1_RAT Glutathione S-transferase Mu 1 OS=Rattus norvegicus GN=Gstm1 PE=1 SV=27 10 -0.130212 -0.324504 0.0614337 0.254775

sp|P00564|KCRM_RAT Creatine kinase M-type OS=Rattus norvegicus GN=Ckm PE=1 SV=219 43 0.5861183 -1.037604 2.3038234 0.2551125

tr|D3ZEL1|D3ZEL1_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=11 2 -0.244172 -0.820792 0.3291107 0.256125

sp|P09895|RL5_RAT 60S ribosomal protein L5 OS=Rattus norvegicus GN=Rpl5 PE=1 SV=34 5 -0.137702 -0.344971 0.0650638 0.2561375

tr|B2GV01|B2GV01_RAT Metastasis-associated gene family, member 2 OS=Rattus norvegicus GN=Mta2 PE=2 SV=14 5 -0.138929 -0.361287 0.0829694 0.2563375

sp|Q99MC0|PP14A_RAT Protein phosphatase 1 regulatory subunit 14A OS=Rattus norvegicus GN=Ppp1r14a PE=2 SV=11 2 -0.317249 -1.149257 0.5728108 0.256775

sp|Q63584|TMEDA_RAT Transmembrane emp24 domain-containing protein 10 OS=Rattus norvegicus GN=Tmed10 PE=1 SV=25 8 -0.114407 -0.25214 0.0250641 0.2572125

tr|D3ZF34|D3ZF34_RAT Uncharacterized protein OS=Rattus norvegicus GN=Syncrip PE=4 SV=15 7 -0.140355 -0.372232 0.0863314 0.25765

tr|D3ZHI9|D3ZHI9_RAT Protein phosphatase 2, regulatory subunit B (B56), epsilon isoform (Predicted) OS=Rattus norvegicus GN=Ppp2r5e PE=4 SV=11 2 -0.184558 -0.556177 0.184185 0.25785

sp|P08699|LEG3_RAT Galectin-3 OS=Rattus norvegicus GN=Lgals3 PE=1 SV=48 16 -0.12239 -0.293158 0.0472192 0.2580375

tr|E9PTD4|E9PTD4_RAT Uncharacterized protein OS=Rattus norvegicus GN=Sept4 PE=3 SV=12 2 -0.168486 -0.489238 0.1660717 0.2584375

sp|Q6AXM7|HBS1L_RAT HBS1-like protein OS=Rattus norvegicus GN=Hbs1l PE=2 SV=14 7 0.1404475 -0.092618 0.3687617 0.25955

sp|Q78P75|DYL2_RAT Dynein light chain 2, cytoplasmic OS=Rattus norvegicus GN=Dynll2 PE=1 SV=12 3 0.1441031 -0.134939 0.4064005 0.2596375

sp|Q09073|ADT2_RAT ADP/ATP translocase 2 OS=Rattus norvegicus GN=Slc25a5 PE=1 SV=35 13 0.1375132 -0.08298 0.3681442 0.2601125

sp|Q66H39|ABCF3_RAT ATP-binding cassette sub-family F member 3 OS=Rattus norvegicus GN=Abcf3 PE=2 SV=12 2 0.2036282 -0.283779 0.6874382 0.2605375

tr|B6DYQ2|B6DYQ2_RAT; sp|P08010|GSTM2_RAT Glutathione S-transferase mu 2 OS=Rattus norvegicus GN=Gstm2 PE=2 SV=1; Glutathione S-transferase Mu 2 OS=Rattus norvegicus GN=Gstm2 PE=1 SV=27 15 -0.161162 -0.464031 0.1338113 0.2606875

tr|B2GV74|B2GV74_RAT Kinesin light chain 2 (Predicted), isoform CRA_b OS=Rattus norvegicus GN=Klc2 PE=2 SV=12 2 0.1815955 -0.210377 0.5735186 0.261725

tr|Q3KRC3|Q3KRC3_RAT Signal recognition particle receptor ('docking protein') OS=Rattus norvegicus GN=Srpr PE=2 SV=12 2 -0.183264 -0.589754 0.2197463 0.2619125

sp|P38718|BR44_RAT Brain protein 44 OS=Rattus norvegicus GN=Brp44 PE=2 SV=11 2 0.2758794 -0.615238 1.1421001 0.2638625

sp|A0FKI7|ACBD5_RAT Acyl-CoA-binding domain-containing protein 5 OS=Rattus norvegicus GN=Acbd5 PE=1 SV=12 3 0.1853764 -0.193872 0.5637825 0.2641625

tr|D4A5J1|D4A5J1_RAT Similar to mKIAA0711 protein (Predicted) OS=Rattus norvegicus GN=Kbtbd11 PE=4 SV=12 2 -0.163521 -0.481606 0.153962 0.2655375

tr|D4A9H2|D4A9H2_RAT Dermatopontin (Predicted), isoform CRA_c OS=Rattus norvegicus GN=Dpt PE=4 SV=13 8 -0.140317 -0.377741 0.0928466 0.2656875

tr|D4A917|D4A917_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=12 2 0.1826704 -0.216118 0.6074704 0.2658125

tr|Q3MHS8|Q3MHS8_RAT Sin3-associated polypeptide 18 OS=Rattus norvegicus GN=Sap18 PE=2 SV=12 2 -0.203968 -0.71431 0.2997842 0.2658625

sp|Q66HR0|S12A9_RAT Solute carrier family 12 member 9 OS=Rattus norvegicus GN=Slc12a9 PE=2 SV=12 2 -0.215662 -0.754941 0.3316326 0.265925

tr|D3ZM97|D3ZM97_RAT Olfactory receptor 1121 (Predicted) OS=Rattus norvegicus GN=Olr1121 PE=3 SV=11 3 -0.160325 -0.459585 0.1432671 0.2659875

tr|E9PTB6|E9PTB6_RAT DNA-directed RNA polymerase OS=Rattus norvegicus GN=Polr3a PE=3 SV=12 5 -0.128161 -0.326159 0.0659791 0.26605

sp|B0K025|OSTC_RAT Oligosaccharyltransferase complex subunit OSTC OS=Rattus norvegicus GN=Ostc PE=2 SV=11 2 -0.156116 -0.440323 0.1364698 0.266275

tr|D3ZZW2|D3ZZW2_RAT RCG25234 OS=Rattus norvegicus GN=Ccdc72 PE=4 SV=11 2 0.1375551 -0.084112 0.3699674 0.26645

tr|D3ZL02|D3ZL02_RAT Uncharacterized protein OS=Rattus norvegicus GN=Dysf PE=4 SV=13 3 0.1716064 -0.172315 0.5201105 0.2671125

sp|P00697|LYSC1_RAT Lysozyme C-1 OS=Rattus norvegicus GN=Lyz1 PE=1 SV=23 6 0.1196431 -0.048702 0.2916755 0.267275

sp|Q9Z1E1|FLOT1_RAT Flotillin-1 OS=Rattus norvegicus GN=Flot1 PE=2 SV=212 18 0.1142648 -0.036784 0.264918 0.2678125

sp|P47820|ACE_RAT Angiotensin-converting enzyme OS=Rattus norvegicus GN=Ace PE=2 SV=15 8 -0.158579 -0.463391 0.1619757 0.2681625

sp|O88767|PARK7_RAT Protein DJ-1 OS=Rattus norvegicus GN=Park7 PE=1 SV=110 33 0.1060508 -0.016715 0.2293214 0.26845

sp|P63047|ST4A1_RAT Sulfotransferase 4A1 OS=Rattus norvegicus GN=Sult4a1 PE=2 SV=12 3 0.1638889 -0.156742 0.4820918 0.26905

sp|P25236|SEPP1_RAT Selenoprotein P OS=Rattus norvegicus GN=Sepp1 PE=1 SV=22 2 -0.189261 -0.672621 0.2902397 0.269225

tr|F1LMD9|F1LMD9_RAT; sp|P97874|GAK_RAT Uncharacterized protein OS=Rattus norvegicus GN=Gak PE=4 SV=1; Cyclin-G-associated kinase OS=Rattus norvegicus GN=Gak PE=2 SV=12 2 -0.195748 -0.682945 0.2978709 0.2695

sp|P63219|GBG5_RAT Guanine nucleotide-binding protein G(I)/G(S)/G(O) subunit gamma-5 OS=Rattus norvegicus GN=Gng5 PE=2 SV=13 3 -0.139292 -0.378116 0.1057893 0.269675

sp|Q62639|RHEB_RAT GTP-binding protein Rheb OS=Rattus norvegicus GN=Rheb PE=1 SV=14 5 0.1305911 -0.072194 0.3346733 0.2703125

tr|Q6IMX3|Q6IMX3_RAT; sp|P15651|ACADS_RAT Acetyl-Coenzyme A dehydrogenase, short chain, isoform CRA_a OS=Rattus norvegicus GN=Acads PE=2 SV=1; Short-chain specific acyl-CoA dehydrogenase, mitochondrial OS=Rattus norvegicus GN=Acads PE=1 SV=24 4 0.1638951 -0.201923 0.5318747 0.2704

tr|F1LP91|F1LP91_RAT; sp|P18265|GSK3A_RAT Uncharacterized protein OS=Rattus norvegicus GN=Gsk3a PE=4 SV=1; Glycogen synthase kinase-3 alpha OS=Rattus norvegicus GN=Gsk3a PE=1 SV=12 3 0.2106856 -0.292179 0.7256647 0.2715125

tr|F1M3H8|F1M3H8_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus PE=4 SV=12 2 -0.209839 -0.784345 0.3545097 0.2716625

tr|D3ZZE3|D3ZZE3_RAT RCG57700, isoform CRA_a OS=Rattus norvegicus GN=RGD1564887 PE=4 SV=12 2 0.157519 -0.232431 0.5083034 0.271825

sp|P60522|GBRL2_RAT Gamma-aminobutyric acid receptor-associated protein-like 2 OS=Rattus norvegicus GN=Gabarapl2 PE=2 SV=11 2 0.242666 -0.396352 0.8652622 0.2722875

tr|D3ZL50|D3ZL50_RAT Uncharacterized protein OS=Rattus norvegicus GN=Ttc37 PE=4 SV=14 5 0.159523 -0.180463 0.4786621 0.2725875

sp|Q80WE1|FMR1_RAT; sp|Q80WE1-2|FMR1_RAT Fragile X mental retardation protein 1 homolog OS=Rattus norvegicus GN=Fmr1 PE=2 SV=2; Isoform 2 of Fragile X mental retardation protein 1 homolog OS=Rattus norvegicus GN=Fmr12 3 0.173289 -0.200383 0.5586316 0.2738625

tr|D3ZJS0|D3ZJS0_RAT Uncharacterized protein OS=Rattus norvegicus GN=Pgrmc1 PE=4 SV=11 2 0.1040612 -0.013634 0.2216931 0.2739125
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sp|Q5U1X1|ORN_RAT Oligoribonuclease, mitochondrial OS=Rattus norvegicus GN=Rexo2 PE=2 SV=12 2 -0.293711 -1.062881 0.4426159 0.2741625

tr|Q62669|Q62669_RAT Zero beta-1 globin OS=Rattus norvegicus GN=MGC72973 PE=2 SV=15 11 -0.182881 -0.588749 0.2083301 0.2742625

tr|F1M1S6|F1M1S6_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus PE=3 SV=11 2 -0.169768 -0.512131 0.1802786 0.274775

sp|O35244|PRDX6_RAT Peroxiredoxin-6 OS=Rattus norvegicus GN=Prdx6 PE=1 SV=314 33 -0.117829 -0.287712 0.0512902 0.27495

sp|O08618|KPRB_RAT Phosphoribosyl pyrophosphate synthase-associated protein 2 OS=Rattus norvegicus GN=Prpsap2 PE=2 SV=14 6 -0.153093 -0.458822 0.1476738 0.2751375

tr|F1LNY5|F1LNY5_RAT; tr|F1LM24|F1LM24_RAT Uncharacterized protein OS=Rattus norvegicus GN=LOC100362928 PE=3 SV=1; Uncharacterized protein OS=Rattus norvegicus GN=LOC100362928 PE=3 SV=12 4 0.1342031 -0.08983 0.3569445 0.275225

sp|P16290|PGAM2_RAT Phosphoglycerate mutase 2 OS=Rattus norvegicus GN=Pgam2 PE=2 SV=27 10 0.429139 -0.875935 1.7100292 0.275275

sp|A1A5P0|BORG5_RAT Cdc42 effector protein 1 OS=Rattus norvegicus GN=Cdc42ep1 PE=2 SV=11 2 0.1950297 -0.279224 0.691543 0.2765

tr|B2GUU6|B2GUU6_RAT; sp|Q6TEK4|VKOR1_RAT Vitamin K epoxide reductase complex, subunit 1 OS=Rattus norvegicus GN=Vkorc1 PE=2 SV=1; Vitamin K epoxide reductase complex subunit 1 OS=Rattus norvegicus GN=Vkorc1 PE=1 SV=11 2 -0.139526 -0.39204 0.1092909 0.276825

sp|Q6Q760|NALCN_RAT Sodium leak channel non-selective protein OS=Rattus norvegicus GN=Nalcn PE=2 SV=11 2 0.1746803 -0.206025 0.5753561 0.2770875

tr|F1LVE2|F1LVE2_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus PE=4 SV=12 2 -0.201879 -0.902029 0.5051759 0.2770875

sp|P02466|CO1A2_RAT Collagen alpha-2(I) chain OS=Rattus norvegicus GN=Col1a2 PE=1 SV=311 38 0.1454048 -0.125237 0.4132982 0.2773

tr|D4ABY2|D4ABY2_RAT Uncharacterized protein OS=Rattus norvegicus GN=RGD1566215 PE=4 SV=12 2 0.3029506 -0.727674 1.2716007 0.2775625

sp|P31211|CBG_RAT Corticosteroid-binding globulin OS=Rattus norvegicus GN=Serpina6 PE=1 SV=26 10 -0.173173 -0.545635 0.2021418 0.2792375

tr|F1M2F8|F1M2F8_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=RGD1560248 PE=4 SV=13 3 0.1604069 -0.175291 0.4941253 0.2795625

sp|Q5BJY6|NAGA_RAT Putative N-acetylglucosamine-6-phosphate deacetylase OS=Rattus norvegicus GN=Amdhd2 PE=2 SV=21 2 0.3829972 -1.203455 1.8127944 0.28055

sp|P11517|HBB2_RAT Hemoglobin subunit beta-2 OS=Rattus norvegicus PE=1 SV=23 12 -0.166464 -0.526622 0.1910832 0.281175

tr|D3ZJJ9|D3ZJJ9_RAT Uncharacterized protein OS=Rattus norvegicus GN=Gldc PE=3 SV=13 3 -0.257699 -0.945823 0.3738991 0.2815625

sp|Q68FT1|COQ9_RAT Ubiquinone biosynthesis protein COQ9, mitochondrial OS=Rattus norvegicus GN=Coq9 PE=2 SV=22 2 0.3584492 -0.890782 1.5882565 0.2823

tr|F1MA55|F1MA55_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus PE=4 SV=18 13 -0.122299 -0.310626 0.0680476 0.2826625

sp|Q9QXU9|PCSK1_RAT ProSAAS OS=Rattus norvegicus GN=Pcsk1n PE=1 SV=13 3 0.1551468 -0.247625 0.5403008 0.284025

tr|D4A7N1|D4A7N1_RAT Coiled-coil-helix-coiled-coil-helix domain containing 6 (Predicted), isoform CRA_c OS=Rattus norvegicus GN=Chchd6 PE=4 SV=11 2 0.2025556 -0.354898 0.7701241 0.2842

sp|P81799|NAGK_RAT N-acetyl-D-glucosamine kinase OS=Rattus norvegicus GN=Nagk PE=1 SV=42 2 -0.170499 -0.549438 0.1998556 0.28455

sp|P09606|GLNA_RAT Glutamine synthetase OS=Rattus norvegicus GN=Glul PE=1 SV=37 8 -0.158639 -0.496284 0.1690648 0.2847625

sp|P28064|PSB8_RAT Proteasome subunit beta type-8 OS=Rattus norvegicus GN=Psmb8 PE=1 SV=32 3 -0.156811 -0.485764 0.1788053 0.284925

tr|B5DFD8|B5DFD8_RAT SH3-binding domain glutamic acid-rich protein like (Predicted), isoform CRA_a OS=Rattus norvegicus GN=Sh3bgrl PE=4 SV=17 11 -0.112585 -0.273028 0.0453934 0.2852125

tr|D3ZXH0|D3ZXH0_RAT Uncharacterized protein OS=Rattus norvegicus GN=Ppfia1 PE=4 SV=12 2 -0.166531 -0.557942 0.2496002 0.28525

sp|P42123|LDHB_RAT L-lactate dehydrogenase B chain OS=Rattus norvegicus GN=Ldhb PE=1 SV=218 54 0.096305 -0.001327 0.1943552 0.285475

tr|Q68FX8|Q68FX8_RAT Peptidase (Mitochondrial processing) alpha OS=Rattus norvegicus GN=Pmpca PE=2 SV=11 3 0.1402234 -0.120417 0.3945825 0.2863875

sp|P05708|HXK1_RAT Hexokinase-1 OS=Rattus norvegicus GN=Hk1 PE=1 SV=424 47 0.1024853 -0.020071 0.2233628 0.286525

tr|F1LVX2|F1LVX2_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Ehbp1 PE=4 SV=13 3 0.1551031 -0.179302 0.5045792 0.286575

tr|F1M0Z4|F1M0Z4_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=RGD1565043 PE=4 SV=12 2 0.1604314 -0.205731 0.543649 0.2866875

sp|P0C089|PTPM1_RAT Protein-tyrosine phosphatase mitochondrial 1 OS=Rattus norvegicus GN=Ptpmt1 PE=2 SV=11 2 0.179119 -0.229131 0.5730209 0.2867

sp|P17475|A1AT_RAT Alpha-1-antiproteinase OS=Rattus norvegicus GN=Serpina1 PE=1 SV=218 100 0.1483122 -0.150973 0.4347708 0.287025

tr|D4A115|D4A115_RAT Uncharacterized protein OS=Rattus norvegicus GN=Col6a3 PE=4 SV=116 29 0.1322204 -0.101189 0.3705037 0.2883

tr|D3ZAP9|D3ZAP9_RAT Uncharacterized protein OS=Rattus norvegicus GN=Gpd1l PE=3 SV=15 6 -0.127319 -0.345459 0.0907116 0.2886625

tr|Q499Q4|Q499Q4_RAT Phosphoglucomutase 1 OS=Rattus norvegicus GN=Pgm1 PE=2 SV=222 36 0.2260764 -0.37596 0.8237614 0.2887

sp|Q99J82|ILK_RAT Integrin-linked protein kinase OS=Rattus norvegicus GN=Ilk PE=2 SV=17 15 -0.115581 -0.291041 0.0546881 0.28955

tr|B1WC49|B1WC49_RAT Api5 protein OS=Rattus norvegicus GN=Api5 PE=2 SV=12 2 -0.352337 -1.712846 1.055054 0.290025

tr|F1LRI2|F1LRI2_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=112 23 -0.092316 -0.17543 -0.013234 0.2900375

tr|D3ZJF9|D3ZJF9_RAT Galactosidase, alpha (Mapped), isoform CRA_a OS=Rattus norvegicus GN=Gla PE=4 SV=12 2 0.1561759 -0.187149 0.4881514 0.290125

sp|Q62638|GSLG1_RAT Golgi apparatus protein 1 OS=Rattus norvegicus GN=Glg1 PE=1 SV=14 5 -0.114344 -0.279328 0.0554648 0.290475

sp|Q4V7A0|WDR61_RAT WD repeat-containing protein 61 OS=Rattus norvegicus GN=Wdr61 PE=1 SV=13 5 -0.138249 -0.402196 0.1133044 0.2905875

tr|E9PSV5|E9PSV5_RAT Phosphoserine aminotransferase OS=Rattus norvegicus GN=Psat1 PE=3 SV=19 10 -0.106112 -0.247422 0.0357208 0.2907625

tr|F1M6T2|F1M6T2_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus PE=4 SV=12 2 0.2331004 -0.412337 0.919566 0.290925

sp|P40615|DKC1_RAT H/ACA ribonucleoprotein complex subunit 4 OS=Rattus norvegicus GN=Dkc1 PE=1 SV=42 2 -0.277987 -1.173147 0.6198749 0.2911375

tr|F1LQ02|F1LQ02_RAT Uncharacterized protein OS=Rattus norvegicus GN=Myh10 PE=4 SV=120 31 -0.104773 -0.240268 0.0343132 0.2913

tr|D4A1Q9|D4A1Q9_RAT Uncharacterized protein OS=Rattus norvegicus GN=Ttll12 PE=4 SV=13 4 -0.140024 -0.413005 0.1318564 0.2913375

sp|P83006|PAFA2_RAT Platelet-activating factor acetylhydrolase 2, cytoplasmic OS=Rattus norvegicus GN=Pafah2 PE=1 SV=22 2 -0.226504 -0.853756 0.3856853 0.2918875

sp|Q6MGB5|DHB8_RAT Estradiol 17-beta-dehydrogenase 8 OS=Rattus norvegicus GN=Hsd17b8 PE=2 SV=12 2 -0.274711 -1.114607 0.5155802 0.2921875
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tr|Q80W83|Q80W83_RAT Protein phosphatase 2, regulatory subunit B (B56), beta isoform OS=Rattus norvegicus GN=Ppp2r5b PE=2 SV=12 2 -0.234211 -0.894131 0.4224844 0.2922125

sp|Q5SGE0|LPPRC_RAT Leucine-rich PPR motif-containing protein, mitochondrial OS=Rattus norvegicus GN=Lrpprc PE=1 SV=14 6 -0.131827 -0.362999 0.097865 0.29225

sp|Q04462|SYVC_RAT Valyl-tRNA synthetase OS=Rattus norvegicus GN=Vars PE=2 SV=24 4 -0.120439 -0.318307 0.0750667 0.292275

sp|P50442|GATM_RAT Glycine amidinotransferase, mitochondrial OS=Rattus norvegicus GN=Gatm PE=1 SV=12 2 0.4744713 -1.685491 2.4642009 0.2922875

sp|P05370|G6PD_RAT Glucose-6-phosphate 1-dehydrogenase OS=Rattus norvegicus GN=G6pdx PE=1 SV=315 29 -0.089582 -0.162721 -0.015734 0.292325

tr|Q5M885|Q5M885_RAT LOC360919 protein (Fragment) OS=Rattus norvegicus GN=LOC360919 PE=2 SV=12 2 -0.287936 -1.30813 0.7040445 0.2929375

tr|D4A2Y2|D4A2Y2_RAT Uncharacterized protein OS=Rattus norvegicus PE=3 SV=13 4 -0.124746 -0.329135 0.0892784 0.2930125

tr|F1LRB7|F1LRB7_RAT; sp|Q6IRE4|TS101_RAT Uncharacterized protein OS=Rattus norvegicus GN=Tsg101 PE=4 SV=1; Tumor susceptibility gene 101 protein OS=Rattus norvegicus GN=Tsg101 PE=1 SV=12 5 0.1208942 -0.063316 0.3166665 0.293375

sp|P15429|ENOB_RAT Beta-enolase OS=Rattus norvegicus GN=Eno3 PE=1 SV=312 29 0.4568689 -1.07015 1.9463986 0.2934625

tr|F1LVF7|F1LVF7_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus PE=4 SV=11 3 0.2486394 -0.481157 0.9507929 0.2942875

tr|F1LM93|F1LM93_RAT Uncharacterized protein OS=Rattus norvegicus GN=Yes1 PE=4 SV=11 2 -0.154428 -0.481819 0.1639457 0.2952375

tr|F1LMC6|F1LMC6_RAT; sp|P13413|TNNI1_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Tnni1 PE=4 SV=1; Troponin I, slow skeletal muscle OS=Rattus norvegicus GN=Tnni1 PE=1 SV=22 2 0.6156711 -1.917213 3.2592829 0.2960375

tr|D4A301|D4A301_RAT; tr|D3ZZT9|D3ZZT9_RAT Uncharacterized protein OS=Rattus norvegicus GN=Col14a1 PE=4 SV=1; Uncharacterized protein OS=Rattus norvegicus GN=Col14a1 PE=4 SV=143 100 -0.118599 -0.312524 0.0766643 0.2963375

sp|Q02293|FNTB_RAT Protein farnesyltransferase subunit beta OS=Rattus norvegicus GN=Fntb PE=1 SV=12 2 0.1506527 -0.224116 0.4855086 0.2969875

tr|F1M1J4|F1M1J4_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Rasal2 PE=4 SV=12 2 0.2515684 -0.60665 1.1101663 0.297425

tr|D3ZU08|D3ZU08_RAT RCG46917, isoform CRA_c OS=Rattus norvegicus GN=Napg PE=4 SV=14 7 0.1157212 -0.064701 0.2927354 0.2974375

tr|B0K034|B0K034_RAT Putative uncharacterized protein RGD1309138 OS=Rattus norvegicus GN=RGD1309138 PE=2 SV=11 2 -0.173602 -0.584548 0.242896 0.2976

sp|P32198|CPT1A_RAT Carnitine O-palmitoyltransferase 1, liver isoform OS=Rattus norvegicus GN=Cpt1a PE=1 SV=21 3 0.1366152 -0.122021 0.3957907 0.2979

sp|Q9ERB4-2|CSPG2_RAT Isoform V3 of Versican core protein OS=Rattus norvegicus GN=Vcan6 13 0.1233281 -0.092448 0.3385525 0.2984125

sp|Q5FVM4|NONO_RAT Non-POU domain-containing octamer-binding protein OS=Rattus norvegicus GN=Nono PE=2 SV=33 4 -0.144858 -0.476053 0.1578467 0.298475

tr|Q5U2R9|Q5U2R9_RAT Similar to Sec1 family domain containing protein 2 (Syntaxin binding protein 1-like 1) (Neuronal Sec1) OS=Rattus norvegicus GN=Scfd2 PE=2 SV=12 2 -0.188074 -0.678242 0.252664 0.2985375

sp|Q66HC5|NUP93_RAT Nuclear pore complex protein Nup93 OS=Rattus norvegicus GN=Nup93 PE=2 SV=12 2 -0.182825 -0.659949 0.2850892 0.2986375

sp|Q63768|CRK_RAT Adapter molecule crk OS=Rattus norvegicus GN=Crk PE=1 SV=15 8 -0.110972 -0.271252 0.0449725 0.2988875

tr|F1M403|F1M403_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Ube2o PE=4 SV=17 12 0.1088981 -0.041253 0.2580492 0.299125

sp|Q62902|LMAN1_RAT Protein ERGIC-53 OS=Rattus norvegicus GN=Lman1 PE=1 SV=13 3 -0.152898 -0.470792 0.1653148 0.299825

sp|D4A1J4|BDH2_RAT 3-hydroxybutyrate dehydrogenase type 2 OS=Rattus norvegicus GN=Bdh2 PE=3 SV=21 2 -0.149375 -0.467658 0.157817 0.300375

sp|P07895|SODM_RAT Superoxide dismutase [Mn], mitochondrial OS=Rattus norvegicus GN=Sod2 PE=1 SV=27 12 0.1055347 -0.035816 0.2472099 0.30055

sp|O35264|PA1B2_RAT Platelet-activating factor acetylhydrolase IB subunit beta OS=Rattus norvegicus GN=Pafah1b2 PE=1 SV=15 11 0.0940238 -0.002777 0.1914792 0.3007375

sp|P04692-5|TPM1_RAT Isoform 5 of Tropomyosin alpha-1 chain OS=Rattus norvegicus GN=Tpm12 6 0.1226538 -0.078577 0.3326873 0.3010375

sp|P97829-2|CD47_RAT Isoform 2 of Leukocyte surface antigen CD47 OS=Rattus norvegicus GN=Cd473 5 0.1161638 -0.06442 0.3060983 0.3011

tr|F1LQL5|F1LQL5_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Hip1r PE=4 SV=13 4 -0.128529 -0.366018 0.1151378 0.30125

tr|D4A0W9|D4A0W9_RAT Uncharacterized protein OS=Rattus norvegicus GN=Ganab PE=4 SV=116 32 -0.092277 -0.18504 -0.001473 0.3027625

tr|F1LQZ4|F1LQZ4_RAT; sp|P43527|CASP1_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Casp1 PE=3 SV=1; Caspase-1 OS=Rattus norvegicus GN=Casp1 PE=2 SV=11 2 -0.198049 -0.739791 0.3292295 0.3031375

sp|P08081|CLCA_RAT Clathrin light chain A OS=Rattus norvegicus GN=Clta PE=1 SV=11 2 -0.124027 -0.34599 0.0916574 0.30365

tr|Q6IRJ7|Q6IRJ7_RAT; tr|D3ZPE4|D3ZPE4_RAT Annexin A7 OS=Rattus norvegicus GN=Anxa7 PE=2 SV=1; Uncharacterized protein OS=Rattus norvegicus GN=Anxa7 PE=3 SV=18 10 -0.100909 -0.223243 0.0202913 0.304725

sp|Q32PX2|AIMP2_RAT Aminoacyl tRNA synthase complex-interacting multifunctional protein 2 OS=Rattus norvegicus GN=Aimp2 PE=2 SV=11 2 -0.164057 -0.548578 0.214787 0.3051

sp|P63329|PP2BA_RAT Serine/threonine-protein phosphatase 2B catalytic subunit alpha isoform OS=Rattus norvegicus GN=Ppp3ca PE=1 SV=17 8 0.0991955 -0.013802 0.2148226 0.305375

sp|P11884|ALDH2_RAT Aldehyde dehydrogenase, mitochondrial OS=Rattus norvegicus GN=Aldh2 PE=1 SV=116 42 -0.100549 -0.22868 0.0283392 0.3057625

sp|Q00238|ICAM1_RAT Intercellular adhesion molecule 1 OS=Rattus norvegicus GN=Icam1 PE=2 SV=12 3 -0.293323 -1.378148 0.777532 0.3060375

tr|D4A8Q6|D4A8Q6_RAT Uncharacterized protein OS=Rattus norvegicus GN=Sh3glb1 PE=4 SV=13 4 -0.141395 -0.435863 0.1588256 0.30655

tr|D4A9Z8|D4A9Z8_RAT RCG63680 OS=Rattus norvegicus GN=Chmp4b PE=4 SV=13 5 0.1161065 -0.068834 0.3082311 0.3066375

tr|D3ZWB1|D3ZWB1_RAT LSM1 homolog, U6 small nuclear RNA associated (S. cerevisiae) (Predicted) OS=Rattus norvegicus GN=Lsm1 PE=4 SV=12 2 -0.185129 -0.768317 0.3866995 0.30665

sp|P22985|XDH_RAT Xanthine dehydrogenase/oxidase OS=Rattus norvegicus GN=Xdh PE=1 SV=31 2 -0.239303 -0.926238 0.4306071 0.30715

tr|D3ZFP2|D3ZFP2_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=12 2 -0.307072 -1.576328 0.8208274 0.3072625

tr|D4A8M5|D4A8M5_RAT; tr|D3ZSP1|D3ZSP1_RAT Uncharacterized protein OS=Rattus norvegicus GN=LOC100362099 PE=4 SV=1; Uncharacterized protein OS=Rattus norvegicus GN=LOC100360682 PE=4 SV=13 3 -0.223955 -1.004646 0.5446762 0.3074375

tr|D3ZZW8|D3ZZW8_RAT Uncharacterized protein OS=Rattus norvegicus GN=Lvrn PE=4 SV=12 2 -0.207984 -0.859996 0.5301914 0.307475

sp|Q9JMJ4|PRP19_RAT Pre-mRNA-processing factor 19 OS=Rattus norvegicus GN=Prpf19 PE=2 SV=22 2 -0.137855 -0.495415 0.2103568 0.307725

tr|D4A030|D4A030_RAT Uncharacterized protein OS=Rattus norvegicus GN=Ubp1 PE=4 SV=12 2 0.2620515 -0.677693 1.2532791 0.30855

tr|D3ZE30|D3ZE30_RAT Uncharacterized protein OS=Rattus norvegicus GN=Bcar1 PE=4 SV=12 2 0.1542291 -0.211465 0.5088952 0.3088

sp|P25286|VPP1_RAT; sp|P25286-2|VPP1_RAT V-type proton ATPase 116 kDa subunit a isoform 1 OS=Rattus norvegicus GN=Atp6v0a1 PE=2 SV=1; Isoform II of V-type proton ATPase 116 kDa subunit a isoform 1 OS=Rattus norvegicus GN=Atp6v0a12 3 0.1861389 -0.300799 0.686804 0.3094125
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tr|F1LSK5|F1LSK5_RAT Uncharacterized protein OS=Rattus norvegicus GN=Heatr5a PE=4 SV=12 4 -0.122387 -0.376042 0.1390661 0.3103

sp|P52925|HMGB2_RAT High mobility group protein B2 OS=Rattus norvegicus GN=Hmgb2 PE=2 SV=23 3 -0.148567 -0.492687 0.1857602 0.3116125

tr|D4A0H4|D4A0H4_RAT Cullin 2 (Predicted), isoform CRA_a OS=Rattus norvegicus GN=Cul2 PE=3 SV=11 2 0.1606956 -0.272122 0.5890665 0.311675

tr|D4A8R6|D4A8R6_RAT Uncharacterized protein OS=Rattus norvegicus GN=Acot7 PE=4 SV=111 23 0.1136202 -0.073076 0.3071177 0.3118

tr|D3ZEU9|D3ZEU9_RAT Uncharacterized protein OS=Rattus norvegicus GN=Trpv2 PE=4 SV=11 2 0.1886596 -0.327746 0.709643 0.3123

tr|D4A8P9|D4A8P9_RAT Uncharacterized protein OS=Rattus norvegicus PE=3 SV=15 11 0.1049176 -0.048563 0.250518 0.31235

sp|Q9WU82|CTNB1_RAT Catenin beta-1 OS=Rattus norvegicus GN=Ctnnb1 PE=1 SV=111 21 0.0951492 -0.011448 0.202614 0.314675

tr|F1M1H0|F1M1H0_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus PE=4 SV=13 3 -0.161153 -0.572502 0.246446 0.3149

sp|Q6P7R8|DHB12_RAT Estradiol 17-beta-dehydrogenase 12 OS=Rattus norvegicus GN=Hsd17b12 PE=2 SV=15 7 0.1410141 -0.152432 0.4537532 0.3152875

sp|Q66HD3|NASP_RAT Nuclear autoantigenic sperm protein OS=Rattus norvegicus GN=Nasp PE=2 SV=12 4 0.1405807 -0.142549 0.4321193 0.3160625

sp|P11507|AT2A2_RAT; sp|P11507-2|AT2A2_RAT Sarcoplasmic/endoplasmic reticulum calcium ATPase 2 OS=Rattus norvegicus GN=Atp2a2 PE=1 SV=1; Isoform SERCA2A of Sarcoplasmic/endoplasmic reticulum calcium ATPase 2 OS=Rattus norvegicus GN=Atp2a27 12 0.1291506 -0.130718 0.389922 0.3161125

sp|Q0ZHH6|ATLA3_RAT Atlastin-3 OS=Rattus norvegicus GN=Atl3 PE=2 SV=23 6 -0.142051 -0.459066 0.1838233 0.3162

tr|D4AA77|D4AA77_RAT Uncharacterized protein OS=Rattus norvegicus GN=Plxnd1 PE=4 SV=13 5 -0.121886 -0.34673 0.0969516 0.31685

sp|P51635|AK1A1_RAT Alcohol dehydrogenase [NADP+] OS=Rattus norvegicus GN=Akr1a1 PE=1 SV=211 28 0.0883133 0.0070345 0.1671891 0.317175

tr|O54857|O54857_RAT Phosphatase and tensin homolog, isoform CRA_a OS=Rattus norvegicus GN=Pten PE=1 SV=11 2 -0.19068 -0.863623 0.4611211 0.317225

sp|P51673|RABP2_RAT Cellular retinoic acid-binding protein 2 OS=Rattus norvegicus GN=Crabp2 PE=2 SV=24 6 -0.129942 -0.396419 0.1341636 0.3173375

tr|D4A3V5|D4A3V5_RAT Similar to KIAA1749 protein (Predicted), isoform CRA_a OS=Rattus norvegicus GN=Cgnl1 PE=4 SV=14 4 -0.154762 -0.516871 0.1940192 0.3177625

sp|P11030|ACBP_RAT Acyl-CoA-binding protein OS=Rattus norvegicus GN=Dbi PE=1 SV=37 20 -0.092653 -0.193871 0.0057688 0.3179625

tr|D4A8D5|D4A8D5_RAT; tr|D3ZD13|D3ZD13_RAT Filamin, beta (Predicted) OS=Rattus norvegicus GN=Flnb PE=4 SV=1; Uncharacterized protein OS=Rattus norvegicus GN=Flnb PE=4 SV=158 100 0.1018774 -0.037718 0.244303 0.318

tr|E9PTX9|E9PTX9_RAT Uncharacterized protein OS=Rattus norvegicus GN=Slc12a2 PE=4 SV=15 9 0.1133585 -0.080108 0.3016538 0.3184625

tr|F1LTN6|F1LTN6_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=RGD1563408 PE=4 SV=11 3 -0.187888 -0.73154 0.3458035 0.3201375

sp|P50609|FMOD_RAT Fibromodulin OS=Rattus norvegicus GN=Fmod PE=2 SV=112 26 -0.115595 -0.329768 0.0858648 0.320325

tr|D3ZQ44|D3ZQ44_RAT Uncharacterized protein OS=Rattus norvegicus GN=Notch2 PE=4 SV=13 3 0.181131 -0.332472 0.7024468 0.3203375

sp|Q561R9|LACB2_RAT Beta-lactamase-like protein 2 OS=Rattus norvegicus GN=Lactb2 PE=2 SV=12 2 -0.164793 -0.654284 0.348276 0.3204375

sp|P37285|KLC1_RAT Kinesin light chain 1 OS=Rattus norvegicus GN=Klc1 PE=2 SV=210 15 0.1033832 -0.051204 0.2585093 0.3206

sp|P85834|EFTU_RAT Elongation factor Tu, mitochondrial OS=Rattus norvegicus GN=Tufm PE=1 SV=18 14 0.0919793 -0.002812 0.1860082 0.3206875

sp|Q68FP1|GELS_RAT Gelsolin OS=Rattus norvegicus GN=Gsn PE=1 SV=130 87 0.1021136 -0.043307 0.2466072 0.3209

sp|P16409|MYL3_RAT Myosin light chain 3 OS=Rattus norvegicus GN=Myl3 PE=1 SV=26 7 0.5968494 -2.337017 3.7122131 0.3209625

sp|Q62824|EXOC4_RAT Exocyst complex component 4 OS=Rattus norvegicus GN=Exoc4 PE=2 SV=13 4 -0.126123 -0.391242 0.1360684 0.3213625

sp|Q920A6|RISC_RAT Retinoid-inducible serine carboxypeptidase OS=Rattus norvegicus GN=Scpep1 PE=2 SV=13 5 -0.158907 -0.570814 0.2720763 0.321475

tr|Q6MGC4|Q6MGC4_RAT H2-K region expressed gene 2, rat orthologue OS=Rattus norvegicus GN=Pfdn6 PE=2 SV=12 4 -0.126805 -0.362901 0.0999572 0.3218125

tr|F1LMA7|F1LMA7_RAT; sp|Q4TU93|MRC2_RAT Uncharacterized protein OS=Rattus norvegicus GN=Mrc2 PE=4 SV=1; C-type mannose receptor 2 OS=Rattus norvegicus GN=Mrc2 PE=1 SV=12 3 0.1886706 -0.366957 0.7283131 0.322075

tr|D3ZD04|D3ZD04_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=15 6 0.1119305 -0.078749 0.3102306 0.3229125

tr|Q5U330|Q5U330_RAT Guanylate cyclase 1, soluble, alpha 3 OS=Rattus norvegicus GN=Gucy1a3 PE=2 SV=12 3 -0.139937 -0.454238 0.1719106 0.3230375

sp|Q07647|GTR3_RAT Solute carrier family 2, facilitated glucose transporter member 3 OS=Rattus norvegicus GN=Slc2a3 PE=1 SV=11 2 0.1569769 -0.250799 0.5647271 0.3230625

tr|B2GV08|B2GV08_RAT Adaptor-related protein complex 1, sigma 2 subunit (Predicted), isoform CRA_a OS=Rattus norvegicus GN=Ap1s2 PE=2 SV=13 3 -0.137501 -0.451703 0.1686564 0.3231375

tr|Q66HM7|Q66HM7_RAT; sp|P38656|LA_RAT Sjogren syndrome antigen B OS=Rattus norvegicus GN=Ssb PE=2 SV=1; Lupus La protein homolog OS=Rattus norvegicus GN=Ssb PE=2 SV=14 5 -0.113479 -0.326053 0.1184173 0.32315

sp|P11980-2|KPYM_RAT Isoform M2 of Pyruvate kinase isozymes M1/M2 OS=Rattus norvegicus GN=Pkm23 8 -0.11347 -0.317353 0.0901314 0.3237625

sp|O55004|RNAS4_RAT Ribonuclease 4 OS=Rattus norvegicus GN=Rnase4 PE=1 SV=13 3 0.1301013 -0.154766 0.4186753 0.3238125

tr|F1LR89|F1LR89_RAT; sp|O88656|ARC1B_RAT Uncharacterized protein OS=Rattus norvegicus GN=Arpc1b PE=4 SV=1; Actin-related protein 2/3 complex subunit 1B OS=Rattus norvegicus GN=Arpc1b PE=2 SV=34 6 -0.111474 -0.328137 0.1260133 0.3241125

tr|B2RYP4|B2RYP4_RAT Sorting nexin 2 OS=Rattus norvegicus GN=Snx2 PE=2 SV=15 8 -0.102036 -0.245729 0.0348536 0.324125

tr|F1M8W5|F1M8W5_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Adam10 PE=4 SV=12 5 0.158303 -0.248499 0.5661919 0.3244125

tr|D4A0A1|D4A0A1_RAT Uncharacterized protein OS=Rattus norvegicus GN=LOC100363248 PE=4 SV=12 2 0.1626911 -0.293007 0.6370501 0.325425

sp|D4A8G9|ZFY26_RAT Zinc finger FYVE domain-containing protein 26 OS=Rattus norvegicus GN=Zfyve26 PE=3 SV=12 2 0.1558094 -0.307999 0.6016467 0.3255125

tr|F1LRL8|F1LRL8_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Arpc3 PE=4 SV=13 5 -0.109773 -0.305656 0.0915099 0.3264125

sp|P23514|COPB_RAT Coatomer subunit beta OS=Rattus norvegicus GN=Copb1 PE=1 SV=14 5 -0.115065 -0.31762 0.0862947 0.32645

tr|D4A3E2|D4A3E2_RAT Uncharacterized protein OS=Rattus norvegicus GN=Npepl1 PE=4 SV=14 4 -0.147799 -0.529727 0.2403845 0.32655

tr|F1MA38|F1MA38_RAT Uncharacterized protein OS=Rattus norvegicus GN=Canx PE=3 SV=113 27 0.1080605 -0.072921 0.2920026 0.3268375

tr|D3ZZH8|D3ZZH8_RAT Glutamine fructose-6-phosphate transaminase 1, isoform CRA_a OS=Rattus norvegicus GN=Gfpt1 PE=4 SV=14 4 0.1351239 -0.171245 0.4333247 0.3272625

sp|Q03114|CDK5_RAT Cyclin-dependent kinase 5 OS=Rattus norvegicus GN=Cdk5 PE=1 SV=15 10 0.1031948 -0.043524 0.2580734 0.3277875
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sp|Q09426|CGT_RAT 2-hydroxyacylsphingosine 1-beta-galactosyltransferase OS=Rattus norvegicus GN=Ugt8 PE=2 SV=14 6 0.1501085 -0.239377 0.5223539 0.3280625

sp|Q8R491|EHD3_RAT EH domain-containing protein 3 OS=Rattus norvegicus GN=Ehd3 PE=1 SV=24 5 0.1437844 -0.209575 0.4964981 0.3283

sp|Q641X3|HEXA_RAT Beta-hexosaminidase subunit alpha OS=Rattus norvegicus GN=Hexa PE=2 SV=11 2 -0.146125 -0.492176 0.2037977 0.3284375

tr|F1LNN0|F1LNN0_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Dnajb4 PE=4 SV=15 8 0.1074246 -0.069983 0.2826822 0.3292875

tr|D3ZZQ9|D3ZZQ9_RAT Uncharacterized protein OS=Rattus norvegicus GN=Tom1l2 PE=4 SV=17 12 0.0999809 -0.040588 0.2358358 0.3295125

sp|P21708-2|MK03_RAT Isoform 2 of Mitogen-activated protein kinase 3 OS=Rattus norvegicus GN=Mapk312 30 0.0964819 -0.032357 0.2231093 0.3296625

sp|Q6AXT5|RAB21_RAT Ras-related protein Rab-21 OS=Rattus norvegicus GN=Rab21 PE=2 SV=12 4 0.1323584 -0.158502 0.4456374 0.329875

sp|Q6IMX7|HPBP1_RAT Hsp70-binding protein 1 OS=Rattus norvegicus GN=Hspbp1 PE=2 SV=12 2 -0.138264 -0.483188 0.2130023 0.329875

tr|F1LXV8|F1LXV8_RAT; tr|D4A6X3|D4A6X3_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Kank4 PE=4 SV=1; Uncharacterized protein OS=Rattus norvegicus GN=Kank4 PE=4 SV=16 9 0.1070392 -0.069757 0.2812914 0.3305375

sp|P62332|ARF6_RAT ADP-ribosylation factor 6 OS=Rattus norvegicus GN=Arf6 PE=1 SV=22 3 -0.134524 -0.46575 0.2251894 0.3309875

sp|Q63570|PRS6B_RAT 26S protease regulatory subunit 6B OS=Rattus norvegicus GN=Psmc4 PE=1 SV=13 4 0.1388898 -0.182262 0.4646736 0.331325

tr|F2Z3Q9|F2Z3Q9_RAT Uncharacterized protein OS=Rattus norvegicus GN=Cops2 PE=4 SV=18 12 0.1071636 -0.083034 0.2851062 0.3315375

tr|D3ZXH6|D3ZXH6_RAT Uncharacterized protein OS=Rattus norvegicus GN=RGD1563903 PE=3 SV=14 5 -0.118299 -0.341519 0.1037606 0.331925

tr|B1H271|B1H271_RAT Slc25a42 protein OS=Rattus norvegicus GN=Slc25a42 PE=2 SV=11 2 -0.137582 -0.537181 0.2628813 0.3319625

tr|D3ZH40|D3ZH40_RAT RCG51753 OS=Rattus norvegicus GN=Otud7b PE=4 SV=12 2 0.2154845 -0.622191 1.058982 0.332575

tr|F1M635|F1M635_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=LOC683626 PE=4 SV=11 2 0.1938743 -0.39998 0.8044715 0.333275

sp|P70627|FOLH1_RAT Glutamate carboxypeptidase 2 OS=Rattus norvegicus GN=Folh1 PE=2 SV=12 3 0.1247535 -0.129915 0.3854342 0.3335625

tr|F1M471|F1M471_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Epm2aip1 PE=4 SV=13 5 0.1207624 -0.119892 0.352249 0.333625

tr|F1LNI9|F1LNI9_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Vamp2 PE=4 SV=11 2 -0.179967 -0.725895 0.3787003 0.333625

tr|D4A9L2|D4A9L2_RAT RCG34610, isoform CRA_c OS=Rattus norvegicus GN=Sfrs1 PE=4 SV=16 9 -0.111351 -0.326312 0.1066106 0.334325

tr|D4A323|D4A323_RAT Uncharacterized protein OS=Rattus norvegicus GN=Plec PE=4 SV=11 2 -0.146298 -0.527657 0.2281077 0.33455

tr|D3ZQ23|D3ZQ23_RAT Uncharacterized protein OS=Rattus norvegicus GN=Erc1 PE=4 SV=16 7 0.1210381 -0.187439 0.4183887 0.335325

tr|D3ZR44|D3ZR44_RAT Uncharacterized protein OS=Rattus norvegicus GN=Cdc42bpa PE=4 SV=12 2 -0.183988 -0.777122 0.3997367 0.3361375

sp|Q6U6G5|ZC3HF_RAT Zinc finger CCCH domain-containing protein 15 OS=Rattus norvegicus GN=Zc3h15 PE=2 SV=12 2 -0.150193 -0.606948 0.298556 0.336825

sp|O08651|SERA_RAT D-3-phosphoglycerate dehydrogenase OS=Rattus norvegicus GN=Phgdh PE=1 SV=310 20 -0.119489 -0.373507 0.1274086 0.3370125

tr|F1LUX2|F1LUX2_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Pdlim5 PE=4 SV=11 2 0.6908173 -2.740512 4.2488874 0.3373

tr|F1LN61|F1LN61_RAT; sp|P20760|IGG2A_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus PE=4 SV=1; Ig gamma-2A chain C region OS=Rattus norvegicus GN=Igg-2a PE=1 SV=111 43 0.2294981 -0.575516 1.043066 0.3378

tr|D3ZWX4|D3ZWX4_RAT Uncharacterized protein OS=Rattus norvegicus GN=Nckipsd PE=4 SV=13 6 0.1145976 -0.106028 0.3287054 0.3379875

sp|Q6AZ50|ATG3_RAT Ubiquitin-like-conjugating enzyme ATG3 OS=Rattus norvegicus GN=Atg3 PE=2 SV=12 2 0.1578169 -0.383146 0.6850641 0.3381875

tr|F1LZG6|F1LZG6_RAT; tr|F1M3T7|F1M3T7_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Lrba PE=4 SV=1; Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Lrba PE=4 SV=13 3 -0.139084 -0.517629 0.2402203 0.3383125

tr|D3ZNL3|D3ZNL3_RAT; sp|Q8R4A1|ERO1A_RAT Uncharacterized protein OS=Rattus norvegicus GN=Ero1l PE=4 SV=1; ERO1-like protein alpha OS=Rattus norvegicus GN=Ero1l PE=1 SV=11 2 -0.192133 -0.808367 0.386487 0.33955

tr|F1LS12|F1LS12_RAT; tr|F1LRN8|F1LRN8_RAT Uncharacterized protein OS=Rattus norvegicus GN=Nedd4l PE=4 SV=1; Uncharacterized protein OS=Rattus norvegicus GN=Nedd4l PE=4 SV=13 3 0.113429 -0.122896 0.3406556 0.339675

tr|D4A4U0|D4A4U0_RAT Uncharacterized protein OS=Rattus norvegicus GN=Lmna PE=3 SV=13 4 -0.117623 -0.36053 0.1262973 0.3399625

tr|F1M0Z1|F1M0Z1_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Trio PE=4 SV=12 3 -0.137874 -0.52298 0.2394994 0.341025

sp|Q9R0I8|PI42A_RAT Phosphatidylinositol-5-phosphate 4-kinase type-2 alpha OS=Rattus norvegicus GN=Pip4k2a PE=2 SV=13 3 0.1443512 -0.279552 0.5588254 0.3415125

sp|P19804|NDKB_RAT Nucleoside diphosphate kinase B OS=Rattus norvegicus GN=Nme2 PE=1 SV=14 7 -0.092362 -0.200636 0.0165393 0.341775

tr|Q5U329|Q5U329_RAT Slc4a1 protein OS=Rattus norvegicus GN=Slc4a1 PE=2 SV=14 5 -0.124193 -0.373169 0.1184675 0.3422375

sp|P20717|PADI2_RAT Protein-arginine deiminase type-2 OS=Rattus norvegicus GN=Padi2 PE=1 SV=17 14 -0.098436 -0.251586 0.0573531 0.3425

sp|P35738|ODBB_RAT 2-oxoisovalerate dehydrogenase subunit beta, mitochondrial OS=Rattus norvegicus GN=Bckdhb PE=1 SV=32 2 -0.153161 -0.675581 0.3380793 0.3425

tr|Q5M9F6|Q5M9F6_RAT 5,10-methenyltetrahydrofolate synthetase (5-formyltetrahydrofolate cyclo-ligase) OS=Rattus norvegicus GN=Mthfs PE=2 SV=12 2 -0.174932 -0.737573 0.367176 0.34255

tr|B4F772|B4F772_RAT Heat shock 70kDa protein 4-like (Predicted), isoform CRA_b OS=Rattus norvegicus GN=Hspa4l PE=2 SV=116 20 0.1033576 -0.077541 0.2859368 0.3425625

tr|F1M4K5|F1M4K5_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus PE=4 SV=12 7 -0.112745 -0.357357 0.1507467 0.3427125

tr|D4ADD7|D4ADD7_RAT Glutaredoxin 5 homolog (S. cerevisiae) (Predicted), isoform CRA_b OS=Rattus norvegicus GN=Glrx5 PE=4 SV=13 5 0.1452703 -0.233431 0.5427953 0.342725

sp|P15650|ACADL_RAT Long-chain specific acyl-CoA dehydrogenase, mitochondrial OS=Rattus norvegicus GN=Acadl PE=1 SV=111 19 0.0915077 -0.018298 0.2069863 0.3437625

tr|Q6P792|Q6P792_RAT; sp|Q9WUH4|FHL1_RAT Four and a half LIM domains 1 OS=Rattus norvegicus GN=Fhl1 PE=2 SV=1; Four and a half LIM domains protein 1 OS=Rattus norvegicus GN=Fhl1 PE=2 SV=18 17 -0.162481 -0.653224 0.3302876 0.343925

tr|D3ZQH5|D3ZQH5_RAT Uncharacterized protein OS=Rattus norvegicus GN=Mtmr11 PE=4 SV=12 2 0.153233 -0.35226 0.6569724 0.3439875

tr|D4A1G4|D4A1G4_RAT; sp|P00173|CYB5_RAT; sp|P00173-2|CYB5_RAT Uncharacterized protein OS=Rattus norvegicus GN=Cyb5a PE=3 SV=1; Cytochrome b5 OS=Rattus norvegicus GN=Cyb5a PE=1 SV=2; Isoform Short of Cytochrome b5 OS=Rattus norvegicus GN=Cyb5a5 15 0.1042647 -0.073244 0.2866921 0.3441375

sp|Q641W2|MYG1_RAT UPF0160 protein MYG1, mitochondrial OS=Rattus norvegicus GN=Myg1 PE=1 SV=12 3 0.1212287 -0.148612 0.3938955 0.3441875

tr|D3ZK51|D3ZK51_RAT; sp|Q499N6|UBXN1_RAT Uncharacterized protein OS=Rattus norvegicus GN=Ubxn1 PE=4 SV=1; UBX domain-containing protein 1 OS=Rattus norvegicus GN=Ubxn1 PE=2 SV=22 2 -0.133143 -0.502938 0.266283 0.34535

sp|Q4KLN7|ARFG3_RAT ADP-ribosylation factor GTPase-activating protein 3 OS=Rattus norvegicus GN=Arfgap3 PE=2 SV=12 2 -0.14795 -0.593589 0.291253 0.346025
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tr|D3ZN39|D3ZN39_RAT Ubiquitin carboxyl-terminal hydrolase OS=Rattus norvegicus GN=Usp8 PE=3 SV=13 4 0.1430396 -0.246927 0.5297987 0.3470125

tr|F1M8C9|F1M8C9_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus PE=4 SV=12 2 -0.18737 -1.187928 0.8334648 0.34765

tr|D4A4U3|D4A4U3_RAT Similar to magnesium-dependent phosphatase-1 (Predicted), isoform CRA_b OS=Rattus norvegicus GN=Mdp1 PE=4 SV=12 4 0.1361553 -0.219184 0.4998939 0.347775

tr|F1LRX5|F1LRX5_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Sptbn1 PE=4 SV=160 100 0.0863028 -0.00407 0.1739124 0.3478875

tr|D4AD39|D4AD39_RAT RAD23a homolog (S. cerevisiae) OS=Rattus norvegicus GN=Rad23a PE=4 SV=12 2 -0.142982 -0.598274 0.3198318 0.347925

sp|Q5M7A4|UBA5_RAT Ubiquitin-like modifier-activating enzyme 5 OS=Rattus norvegicus GN=Uba5 PE=2 SV=13 3 0.1293726 -0.205651 0.4660299 0.3480125

sp|P07861|NEP_RAT Neprilysin OS=Rattus norvegicus GN=Mme PE=1 SV=24 4 0.1199172 -0.143097 0.3947137 0.3485875

tr|Q5U1W8|Q5U1W8_RAT High-mobility group nucleosome binding domain 1 OS=Rattus norvegicus GN=Hmgn1 PE=4 SV=13 3 -0.14184 -0.616806 0.3275823 0.3488875

sp|Q8K4G6|MACD1_RAT MACRO domain-containing protein 1 (Fragment) OS=Rattus norvegicus GN=Macrod1 PE=2 SV=22 2 0.2711807 -1.011304 1.5714193 0.348975

sp|P84586|HNRPG_RAT Heterogeneous nuclear ribonucleoprotein G OS=Rattus norvegicus GN=Rbmx PE=1 SV=14 7 -0.116331 -0.356181 0.1271538 0.348975

tr|D3ZRZ1|D3ZRZ1_RAT Uncharacterized protein OS=Rattus norvegicus GN=LOC685674 PE=4 SV=11 3 -0.105686 -0.299401 0.0871083 0.3490125

tr|D3ZBS6|D3ZBS6_RAT Uncharacterized protein OS=Rattus norvegicus GN=RGD1559864 PE=4 SV=12 3 0.1257224 -0.176709 0.4346249 0.349025

sp|P97571|CAN1_RAT Calpain-1 catalytic subunit OS=Rattus norvegicus GN=Capn1 PE=1 SV=19 15 0.093604 -0.030062 0.2177136 0.34915

tr|D3ZFK1|D3ZFK1_RAT Growth arrest-specific 2 like 1 (Predicted), isoform CRA_b OS=Rattus norvegicus GN=Gas2l1 PE=4 SV=13 3 0.150938 -0.358635 0.6475187 0.349775

sp|Q8CGS4|CHMP3_RAT Charged multivesicular body protein 3 OS=Rattus norvegicus GN=Vps24 PE=1 SV=32 2 -0.115822 -0.411096 0.1770818 0.3498

tr|D4A4J0|D4A4J0_RAT Suppressor of Ty 16 homolog (S. cerevisiae) (Predicted) OS=Rattus norvegicus GN=Supt16h PE=4 SV=13 6 -0.089442 -0.197389 0.020214 0.3502875

sp|P81795|IF2G_RAT Eukaryotic translation initiation factor 2 subunit 3 OS=Rattus norvegicus GN=Eif2s3 PE=1 SV=25 10 -0.097733 -0.267538 0.0853987 0.3503875

tr|D4ACJ1|D4ACJ1_RAT; sp|P62850|RS24_RAT 40S ribosomal protein S24 OS=Rattus norvegicus GN=LOC100363469 PE=3 SV=1; 40S ribosomal protein S24 OS=Rattus norvegicus GN=Rps24 PE=2 SV=12 2 -0.144143 -0.63878 0.4034472 0.3503875

tr|Q5PQK2|Q5PQK2_RAT Fusion, derived from t(12;16) malignant liposarcoma (Human) OS=Rattus norvegicus GN=Fus PE=2 SV=14 4 -0.118401 -0.381203 0.1455186 0.35075

sp|P08009|GSTM4_RAT Glutathione S-transferase Yb-3 OS=Rattus norvegicus GN=Gstm3 PE=1 SV=23 5 0.0947296 -0.047874 0.2315363 0.3509625

sp|Q5XIE8|ITM2B_RAT Integral membrane protein 2B OS=Rattus norvegicus GN=Itm2b PE=2 SV=11 2 -0.133496 -0.476568 0.2241309 0.3510375

tr|B0BMW0|B0BMW0_RAT; sp|P61107|RAB14_RAT RAB14, member RAS oncogene family OS=Rattus norvegicus GN=Rab14 PE=2 SV=1; Ras-related protein Rab-14 OS=Rattus norvegicus GN=Rab14 PE=1 SV=33 8 0.1120948 -0.106533 0.3301228 0.351125

tr|D3ZDK7|D3ZDK7_RAT Similar to RIKEN cDNA 1700012G19 gene (Predicted) OS=Rattus norvegicus GN=Pgp PE=4 SV=14 7 0.1022745 -0.068403 0.273556 0.351275

sp|O88370|PI42C_RAT Phosphatidylinositol-5-phosphate 4-kinase type-2 gamma OS=Rattus norvegicus GN=Pip4k2c PE=1 SV=11 2 -0.117561 -0.371816 0.1454504 0.3515375

tr|D4A351|D4A351_RAT; sp|Q4G017|NISCH_RAT Uncharacterized protein OS=Rattus norvegicus GN=Nisch PE=4 SV=1; Nischarin OS=Rattus norvegicus GN=Nisch PE=2 SV=22 2 -0.141456 -0.606493 0.3120318 0.3516375

tr|D4A5L9|D4A5L9_RAT; sp|P62898|CYC_RAT Uncharacterized protein OS=Rattus norvegicus GN=LOC679794 PE=3 SV=1; Cytochrome c, somatic OS=Rattus norvegicus GN=Cycs PE=1 SV=28 15 0.0986811 -0.068274 0.2584414 0.35175

sp|Q64591|DECR_RAT 2,4-dienoyl-CoA reductase, mitochondrial OS=Rattus norvegicus GN=Decr1 PE=1 SV=22 3 -0.126973 -0.492734 0.2401296 0.351775

sp|Q568Z6|IST1_RAT IST1 homolog OS=Rattus norvegicus GN=Ist1 PE=2 SV=11 2 0.1299348 -0.222805 0.4711561 0.3519625

sp|P13668|STMN1_RAT Stathmin OS=Rattus norvegicus GN=Stmn1 PE=1 SV=212 29 0.0987879 -0.060785 0.256143 0.352275

sp|Q6P756|NECP2_RAT Adaptin ear-binding coat-associated protein 2 OS=Rattus norvegicus GN=Necap2 PE=1 SV=22 4 -0.105807 -0.294702 0.0903124 0.3523125

sp|Q64361|LXN_RAT Latexin OS=Rattus norvegicus GN=Lxn PE=1 SV=12 5 0.100202 -0.077382 0.2719901 0.3524375

tr|F1LPK1|F1LPK1_RAT; sp|P40190|IL6RB_RAT Uncharacterized protein OS=Rattus norvegicus GN=Il6st PE=4 SV=1; Interleukin-6 receptor subunit beta OS=Rattus norvegicus GN=Il6st PE=2 SV=12 2 0.1874096 -0.550067 0.9681123 0.3525

tr|Q5XIJ7|Q5XIJ7_RAT Calcium binding protein 39-like OS=Rattus norvegicus GN=Cab39l PE=2 SV=11 3 0.1497133 -0.375569 0.6560471 0.3525625

tr|F1LM42|F1LM42_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Ank2 PE=4 SV=18 9 0.1012967 -0.065475 0.2692031 0.3533625

sp|Q794F9|4F2_RAT 4F2 cell-surface antigen heavy chain OS=Rattus norvegicus GN=Slc3a2 PE=1 SV=16 8 0.1139287 -0.135849 0.3648434 0.353375

sp|Q5BK81|PTGR2_RAT Prostaglandin reductase 2 OS=Rattus norvegicus GN=Ptgr2 PE=2 SV=21 2 0.118239 -0.183956 0.4204072 0.3537

sp|Q9JLJ3|AL9A1_RAT 4-trimethylaminobutyraldehyde dehydrogenase OS=Rattus norvegicus GN=Aldh9a1 PE=1 SV=112 21 -0.084703 -0.172041 0.0025645 0.3539625

sp|Q6IN36|WIPF1_RAT WAS/WASL-interacting protein family member 1 OS=Rattus norvegicus GN=Wipf1 PE=1 SV=22 3 0.1307986 -0.216722 0.4684287 0.35455

sp|P52631|STAT3_RAT Signal transducer and activator of transcription 3 OS=Rattus norvegicus GN=Stat3 PE=1 SV=16 10 0.0880668 -0.011246 0.1853808 0.354925

tr|D3ZML0|D3ZML0_RAT Tripeptidyl peptidase II, isoform CRA_a OS=Rattus norvegicus GN=Tpp2 PE=4 SV=13 4 0.1015227 -0.07579 0.2749109 0.3552875

sp|O70436|SMAD2_RAT Mothers against decapentaplegic homolog 2 OS=Rattus norvegicus GN=Smad2 PE=2 SV=12 3 -0.120988 -0.396146 0.1607857 0.3554375

tr|D3ZHY1|D3ZHY1_RAT Threonyl-tRNA synthetase, isoform CRA_a OS=Rattus norvegicus GN=Tars PE=3 SV=12 3 -0.12066 -0.442301 0.1962206 0.3555

tr|D3ZPR0|D3ZPR0_RAT Chromosome segregation 1-like (S. cerevisiae) (Predicted) OS=Rattus norvegicus GN=Cse1l PE=4 SV=18 12 -0.098717 -0.260381 0.0608508 0.3558875

sp|P28075|PSB5_RAT Proteasome subunit beta type-5 OS=Rattus norvegicus GN=Psmb5 PE=1 SV=32 3 -0.111537 -0.342328 0.1140407 0.356375

tr|D3ZQC6|D3ZQC6_RAT Uncharacterized protein OS=Rattus norvegicus GN=RGD1562326 PE=4 SV=12 2 0.1554153 -0.315888 0.6624826 0.3564

tr|D3ZRD9|D3ZRD9_RAT Similar to ionized calcium binding adapter molecule 2 (Iba2) (Predicted) OS=Rattus norvegicus GN=Aif1l PE=4 SV=13 8 -0.111028 -0.349121 0.1280698 0.3566375

tr|D3ZJ32|D3ZJ32_RAT RCG21039, isoform CRA_a OS=Rattus norvegicus GN=RGD1565705 PE=4 SV=16 10 -0.092517 -0.217686 0.0372481 0.3567

sp|P50904|RASA1_RAT Ras GTPase-activating protein 1 OS=Rattus norvegicus GN=Rasa1 PE=2 SV=12 2 0.2013464 -0.732099 1.1073347 0.357625

tr|D3ZZC5|D3ZZC5_RAT TNFRSF1A-associated via death domain OS=Rattus norvegicus GN=Tradd PE=4 SV=12 2 -0.285259 -1.815756 1.2640137 0.3576875

tr|F2Z3T9|F2Z3T9_RAT Uncharacterized protein OS=Rattus norvegicus GN=U2af2 PE=4 SV=13 5 -0.11376 -0.346795 0.1165604 0.3577375
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sp|P42346|MTOR_RAT Serine/threonine-protein kinase mTOR OS=Rattus norvegicus GN=Mtor PE=1 SV=12 2 0.1433408 -0.340772 0.6210478 0.3578875

tr|F1LR42|F1LR42_RAT Uncharacterized protein OS=Rattus norvegicus GN=Rufy1 PE=4 SV=11 2 -0.13876 -0.574122 0.2674533 0.358125

sp|Q6AXQ0|SAE1_RAT SUMO-activating enzyme subunit 1 OS=Rattus norvegicus GN=Sae1 PE=2 SV=12 2 -0.156754 -0.742621 0.4392485 0.3583625

tr|D4A9D8|D4A9D8_RAT Oxysterol-binding protein OS=Rattus norvegicus GN=Osbp PE=3 SV=14 7 -0.104891 -0.305614 0.0967776 0.3591375

sp|Q68FS2|CSN4_RAT COP9 signalosome complex subunit 4 OS=Rattus norvegicus GN=Cops4 PE=2 SV=16 8 0.1014254 -0.084336 0.2794591 0.3593125

tr|Q5U1Z9|Q5U1Z9_RAT Metaxin 2 OS=Rattus norvegicus GN=Mtx2 PE=2 SV=12 2 0.1830639 -0.561726 0.935817 0.3600875

sp|P19139|CSK21_RAT Casein kinase II subunit alpha OS=Rattus norvegicus GN=Csnk2a1 PE=1 SV=23 3 0.1329311 -0.249639 0.5208444 0.3603625

sp|Q9WTT7|BZW2_RAT Basic leucine zipper and W2 domain-containing protein 2 OS=Rattus norvegicus GN=Bzw2 PE=2 SV=12 4 0.1311863 -0.238364 0.4961165 0.3606125

tr|D3ZFG5|D3ZFG5_RAT RCG41300 OS=Rattus norvegicus GN=Pmp2 PE=3 SV=114 100 0.1027988 -0.092338 0.2957971 0.3610875

sp|B0BNA5|COTL1_RAT Coactosin-like protein OS=Rattus norvegicus GN=Cotl1 PE=1 SV=16 12 -0.086039 -0.182766 0.01292 0.36205

sp|P50399|GDIB_RAT Rab GDP dissociation inhibitor beta OS=Rattus norvegicus GN=Gdi2 PE=1 SV=222 37 -0.087154 -0.206984 0.0364973 0.3621625

tr|D3ZLP4|D3ZLP4_RAT Uncharacterized protein OS=Rattus norvegicus PE=3 SV=12 3 0.1101225 -0.147611 0.3583725 0.3629

sp|Q5U2R3|FRMD8_RAT FERM domain-containing protein 8 OS=Rattus norvegicus GN=Frmd8 PE=2 SV=12 2 0.1413533 -0.321422 0.6150179 0.363075

sp|P62836|RAP1A_RAT Ras-related protein Rap-1A OS=Rattus norvegicus GN=Rap1a PE=1 SV=12 2 0.1378237 -0.253746 0.5485314 0.3642375

tr|D4A8H8|D4A8H8_RAT Cytoplasmic FMR1 interacting protein 1 (Predicted) OS=Rattus norvegicus GN=Cyfip1 PE=4 SV=18 11 -0.091157 -0.216671 0.0315739 0.3643125

sp|Q2PQA9|KINH_RAT Kinesin-1 heavy chain OS=Rattus norvegicus GN=Kif5b PE=1 SV=111 17 0.0914822 -0.067133 0.2418735 0.3644625

tr|F1LUZ8|F1LUZ8_RAT Glyceraldehyde-3-phosphate dehydrogenase (Fragment) OS=Rattus norvegicus PE=3 SV=12 2 0.2096452 -0.797704 1.1359112 0.3644875

sp|P61972|NTF2_RAT Nuclear transport factor 2 OS=Rattus norvegicus GN=Nutf2 PE=1 SV=13 7 -0.093417 -0.23059 0.038563 0.3646625

sp|Q9QZM5|ABI1_RAT Abl interactor 1 OS=Rattus norvegicus GN=Abi1 PE=2 SV=33 3 -0.107152 -0.382566 0.1915003 0.365225

sp|B2RYG6|OTUB1_RAT Ubiquitin thioesterase OTUB1 OS=Rattus norvegicus GN=Otub1 PE=1 SV=15 11 0.0938098 -0.035834 0.2316009 0.365675

tr|F1LPB1|F1LPB1_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Hars PE=4 SV=111 15 0.0867702 -0.030948 0.1992926 0.3657625

tr|D4A111|D4A111_RAT Procollagen, type VI, alpha 3 (Predicted), isoform CRA_a OS=Rattus norvegicus GN=Col6a3 PE=4 SV=19 18 0.104532 -0.105225 0.3095685 0.3658125

tr|F1LXE1|F1LXE1_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus PE=4 SV=18 8 0.1185639 -0.159216 0.4075854 0.3660125

tr|B2RYX0|B2RYX0_RAT Naca protein OS=Rattus norvegicus GN=Naca PE=2 SV=11 2 -0.107738 -0.375052 0.1579589 0.366325

tr|F1MA64|F1MA64_RAT Uncharacterized protein OS=Rattus norvegicus GN=Rbm39 PE=4 SV=11 2 -0.166537 -0.8949 0.5760743 0.36695

tr|D4A927|D4A927_RAT Uncharacterized protein OS=Rattus norvegicus GN=Tacc1 PE=4 SV=14 4 -0.124136 -0.443917 0.1937107 0.367

tr|B5DEI0|B5DEI0_RAT Pcyox1l protein OS=Rattus norvegicus GN=Pcyox1l PE=2 SV=11 3 -0.109881 -0.353396 0.1278506 0.3670125

tr|F1LPC9|F1LPC9_RAT Uncharacterized protein OS=Rattus norvegicus GN=Parp3 PE=4 SV=13 5 -0.109799 -0.366191 0.1336385 0.367325

tr|F1M668|F1M668_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Grhpr PE=3 SV=12 2 -0.210102 -1.170698 0.6551053 0.367575

sp|P63255|CRIP1_RAT Cysteine-rich protein 1 OS=Rattus norvegicus GN=Crip1 PE=1 SV=23 5 -0.120192 -0.444301 0.2089063 0.3678

sp|O70437|SMAD4_RAT Mothers against decapentaplegic homolog 4 OS=Rattus norvegicus GN=Smad4 PE=1 SV=13 4 -0.13208 -0.520709 0.2493471 0.3678625

sp|Q4V7F2|CREL1_RAT Cysteine-rich with EGF-like domain protein 1 OS=Rattus norvegicus GN=Creld1 PE=2 SV=11 2 0.1052639 -0.105132 0.3213192 0.3679875

tr|F1LQP9|F1LQP9_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Tnpo1 PE=4 SV=14 8 -0.099683 -0.278398 0.084725 0.36815

tr|D4ADF5|D4ADF5_RAT RCG53732, isoform CRA_a OS=Rattus norvegicus GN=Pdcd5 PE=4 SV=13 5 0.094627 -0.09487 0.2754856 0.3687625

tr|Q7TP88|Q7TP88_RAT Ab1-219 OS=Rattus norvegicus GN=Steap4 PE=2 SV=13 6 0.1042431 -0.109512 0.3206707 0.3695375

sp|P51647|AL1A1_RAT Retinal dehydrogenase 1 OS=Rattus norvegicus GN=Aldh1a1 PE=1 SV=38 12 -0.097803 -0.27488 0.0850694 0.3697

tr|D4ACC2|D4ACC2_RAT Uncharacterized protein OS=Rattus norvegicus GN=LOC100361376 PE=4 SV=19 14 -0.096568 -0.275732 0.0843048 0.3698875

tr|F1LNJ2|F1LNJ2_RAT Uncharacterized protein OS=Rattus norvegicus GN=Ascc3l1 PE=4 SV=16 8 -0.096232 -0.269925 0.0842718 0.370575

sp|P61983|1433G_RAT 14-3-3 protein gamma OS=Rattus norvegicus GN=Ywhag PE=1 SV=213 27 0.0835844 -0.006849 0.1735231 0.3707125

sp|Q9JJ54|HNRPD_RAT; sp|Q9JJ54-3|HNRPD_RAT Heterogeneous nuclear ribonucleoprotein D0 OS=Rattus norvegicus GN=Hnrnpd PE=1 SV=1; Isoform 3 of Heterogeneous nuclear ribonucleoprotein D0 OS=Rattus norvegicus GN=Hnrnpd4 8 -0.096883 -0.264741 0.0737644 0.370925

sp|P02563|MYH6_RAT Myosin-6 OS=Rattus norvegicus GN=Myh6 PE=2 SV=21 3 0.5253733 -3.149905 4.0167096 0.3729

sp|Q63616|VP33B_RAT Vacuolar protein sorting-associated protein 33B OS=Rattus norvegicus GN=Vps33b PE=2 SV=12 2 0.1701451 -0.590131 0.9376524 0.3729375

tr|D3ZN52|D3ZN52_RAT Uncharacterized protein OS=Rattus norvegicus GN=Triobp PE=4 SV=12 2 0.1471318 -0.45308 0.7450108 0.3731

tr|D3ZWC6|D3ZWC6_RAT Syntrophin, basic 1 (Predicted) OS=Rattus norvegicus GN=Sntb1 PE=4 SV=114 20 0.0899326 -0.043335 0.219208 0.373175

sp|Q6AYK8|EIF3D_RAT Eukaryotic translation initiation factor 3 subunit D OS=Rattus norvegicus GN=Eif3d PE=2 SV=12 2 -0.101466 -0.307776 0.1080955 0.3732125

sp|Q9R080|GPSM1_RAT G-protein-signaling modulator 1 OS=Rattus norvegicus GN=Gpsm1 PE=1 SV=22 3 0.1375253 -0.30306 0.558739 0.373425

tr|B1WBY1|B1WBY1_RAT Cul1 protein OS=Rattus norvegicus GN=Cul1 PE=2 SV=13 3 0.1323521 -0.301776 0.585891 0.37345

sp|Q641Y0|OST48_RAT Dolichyl-diphosphooligosaccharide--protein glycosyltransferase 48 kDa subunit OS=Rattus norvegicus GN=Ddost PE=2 SV=19 17 -0.08641 -0.19308 0.0191612 0.3743375

tr|F1LRT5|F1LRT5_RAT Uncharacterized protein OS=Rattus norvegicus GN=Fhit PE=4 SV=13 4 0.1133137 -0.166492 0.3974685 0.377125

tr|D3ZU13|D3ZU13_RAT Uncharacterized protein OS=Rattus norvegicus GN=Eif4g1 PE=4 SV=17 10 -0.094086 -0.252025 0.0577259 0.3779875
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tr|D3ZRB2|D3ZRB2_RAT RCG47968, isoform CRA_c OS=Rattus norvegicus GN=rCG_47968 PE=4 SV=12 6 -0.100271 -0.298294 0.0954296 0.3780125

tr|F1LRJ9|F1LRJ9_RAT; sp|Q8VIF7|SBP1_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Selenbp1 PE=4 SV=1; Selenium-binding protein 1 OS=Rattus norvegicus GN=Selenbp1 PE=1 SV=114 31 -0.096988 -0.28313 0.0847239 0.3784625

sp|P55053|FABP5_RAT Fatty acid-binding protein, epidermal OS=Rattus norvegicus GN=Fabp5 PE=1 SV=34 8 0.0994362 -0.133192 0.3322122 0.379625

tr|F1LQF8|F1LQF8_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=16 14 0.0935007 -0.047097 0.2414233 0.3799625

tr|D3ZNN0|D3ZNN0_RAT Uncharacterized protein OS=Rattus norvegicus GN=Sbf1 PE=4 SV=13 3 0.1358356 -0.313426 0.5821533 0.3800625

tr|Q5U362|Q5U362_RAT Annexin A4 OS=Rattus norvegicus GN=Anxa4 PE=2 SV=118 44 0.0897682 -0.047632 0.2268144 0.380775

sp|P22509|FBRL_RAT rRNA 2'-O-methyltransferase fibrillarin OS=Rattus norvegicus GN=Fbl PE=1 SV=23 3 -0.123594 -0.541454 0.3150649 0.380975

tr|Q5PPH9|Q5PPH9_RAT; sp|P49911|AN32A_RAT Acidic (Leucine-rich) nuclear phosphoprotein 32 family, member A OS=Rattus norvegicus GN=Anp32a PE=2 SV=1; Acidic leucine-rich nuclear phosphoprotein 32 family member A OS=Rattus norvegicus GN=Anp32a PE=2 SV=17 10 -0.101611 -0.312327 0.1074841 0.3816625

sp|P02764|A1AG_RAT Alpha-1-acid glycoprotein OS=Rattus norvegicus GN=Orm1 PE=2 SV=19 20 0.1256449 -0.267081 0.5329287 0.381675

sp|P70566|TMOD2_RAT Tropomodulin-2 OS=Rattus norvegicus GN=Tmod2 PE=1 SV=110 18 0.0858174 -0.016786 0.1956903 0.3817625

tr|D4A691|D4A691_RAT Uncharacterized protein OS=Rattus norvegicus GN=Mobkl1a PE=4 SV=11 2 -0.122993 -0.519087 0.2750036 0.38205

tr|F1LSL1|F1LSL1_RAT Uncharacterized protein OS=Rattus norvegicus GN=Purb PE=4 SV=14 6 -0.107529 -0.389226 0.1803741 0.3825625

sp|Q32PX7|FUBP1_RAT Far upstream element-binding protein 1 OS=Rattus norvegicus GN=Fubp1 PE=1 SV=12 3 -0.126026 -0.546462 0.3155251 0.3833

tr|F1M945|F1M945_RAT; tr|D3ZAN1|D3ZAN1_RAT; tr|D3ZA51|D3ZA51_RAT Uncharacterized protein OS=Rattus norvegicus GN=Inpp4a PE=4 SV=1; Uncharacterized protein OS=Rattus norvegicus GN=Inpp4a PE=4 SV=1; Uncharacterized protein OS=Rattus norvegicus GN=Inpp4a PE=4 SV=12 2 0.1172661 -0.289125 0.5078816 0.3838375

sp|A0JPQ4|TRI72_RAT Tripartite motif-containing protein 72 OS=Rattus norvegicus GN=Trim72 PE=2 SV=12 2 0.360549 -2.869479 3.2607334 0.3851625

tr|D4A348|D4A348_RAT; sp|Q68FS3|FBX7_RAT Uncharacterized protein OS=Rattus norvegicus GN=Fbxo7 PE=4 SV=1; F-box only protein 7 OS=Rattus norvegicus GN=Fbxo7 PE=2 SV=12 2 -0.152247 -0.83222 0.5301098 0.38535

tr|B2GVB1|B2GVB1_RAT; sp|P05964|S10A6_RAT S100 calcium binding protein A6 OS=Rattus norvegicus GN=S100a6 PE=4 SV=1; Protein S100-A6 OS=Rattus norvegicus GN=S100a6 PE=1 SV=38 45 0.0887612 -0.044507 0.2255422 0.3855125

sp|P69897|TBB5_RAT Tubulin beta-5 chain OS=Rattus norvegicus GN=Tubb5 PE=1 SV=15 16 0.1216096 -0.238729 0.4738694 0.3856375

tr|B2RYN9|B2RYN9_RAT RGD1562230 protein OS=Rattus norvegicus GN=Ctnna3 PE=2 SV=13 5 0.1149139 -0.206812 0.4384231 0.38595

sp|Q8K3X8|HSBP1_RAT Heat shock factor-binding protein 1 OS=Rattus norvegicus GN=Hsbp1 PE=3 SV=12 2 -0.134905 -0.635571 0.3640232 0.3864875

tr|Q5BJZ3|Q5BJZ3_RAT Nicotinamide nucleotide transhydrogenase OS=Rattus norvegicus GN=Nnt PE=2 SV=16 12 0.1094245 -0.193171 0.4129726 0.3867125

sp|P62909|RS3_RAT 40S ribosomal protein S3 OS=Rattus norvegicus GN=Rps3 PE=2 SV=16 9 -0.088603 -0.219965 0.0429875 0.3871875

sp|Q66HG6|CAH5B_RAT Carbonic anhydrase 5B, mitochondrial OS=Rattus norvegicus GN=Ca5b PE=2 SV=11 2 -0.162486 -0.833523 0.505351 0.387325

sp|Q920G2|NHRF2_RAT Na(+)/H(+) exchange regulatory cofactor NHE-RF2 OS=Rattus norvegicus GN=Slc9a3r2 PE=1 SV=11 2 0.1319779 -0.314969 0.5944965 0.38795

sp|Q6AYG3|PRUNE_RAT Protein prune homolog OS=Rattus norvegicus GN=Prune PE=2 SV=18 11 0.0858848 -0.026988 0.2051791 0.3880375

sp|Q5U2R0|MAT2B_RAT Methionine adenosyltransferase 2 subunit beta OS=Rattus norvegicus GN=Mat2b PE=2 SV=12 2 0.1495715 -0.71535 0.9446694 0.38805

tr|F1LPG3|F1LPG3_RAT Uncharacterized protein OS=Rattus norvegicus GN=Pacs1 PE=4 SV=14 5 -0.121766 -0.524735 0.2656792 0.388175

tr|D4A7D7|D4A7D7_RAT Hexose-6-phosphate dehydrogenase (Glucose 1-dehydrogenase) (Predicted), isoform CRA_b OS=Rattus norvegicus GN=H6pd PE=4 SV=13 3 -0.124689 -0.522925 0.2861277 0.3892875

tr|F1LQC0|F1LQC0_RAT Uncharacterized protein OS=Rattus norvegicus GN=Lars PE=3 SV=13 3 0.1242245 -0.341742 0.5893582 0.3894875

sp|P15865|H12_RAT Histone H1.2 OS=Rattus norvegicus GN=Hist1h1c PE=1 SV=312 36 -0.103736 -0.358831 0.1447797 0.39

tr|E9PTR4|E9PTR4_RAT Uncharacterized protein OS=Rattus norvegicus GN=Atp8b2 PE=4 SV=12 3 -0.126946 -0.569956 0.3194428 0.3905375

tr|D4A8B7|D4A8B7_RAT MMR_HSR1 domain containing protein RGD1359460, isoform CRA_a OS=Rattus norvegicus GN=RGD1359460 PE=4 SV=11 21 -0.097154 -0.30304 0.1145589 0.3907625

tr|F1LR64|F1LR64_RAT; sp|Q9Z272|GIT1_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Git1 PE=4 SV=1; ARF GTPase-activating protein GIT1 OS=Rattus norvegicus GN=Git1 PE=1 SV=13 3 0.1600457 -0.549758 0.8548439 0.3913125

tr|F1LS55|F1LS55_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Kif3a PE=3 SV=15 6 0.091942 -0.075233 0.2567646 0.3915375

sp|Q704E8|ABCB7_RAT ATP-binding cassette sub-family B member 7, mitochondrial OS=Rattus norvegicus GN=Abcb7 PE=2 SV=11 2 0.1139086 -0.219033 0.4374391 0.391825

tr|F1LNR0|F1LNR0_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=16 7 0.1014042 -0.162847 0.3480842 0.392475

sp|Q8K4M9|OSBL1_RAT Oxysterol-binding protein-related protein 1 OS=Rattus norvegicus GN=Osbpl1a PE=1 SV=11 2 0.1160709 -0.207465 0.4498238 0.3925875

tr|Q6AYD5|Q6AYD5_RAT G1 to S phase transition 1 OS=Rattus norvegicus GN=Gspt1 PE=2 SV=14 4 -0.10979 -0.476349 0.2469357 0.3933875

sp|D3Z8L7|RRAS_RAT Ras-related protein R-Ras OS=Rattus norvegicus GN=Rras PE=1 SV=12 5 -0.08698 -0.216757 0.0431452 0.394025

sp|P41542|USO1_RAT General vesicular transport factor p115 OS=Rattus norvegicus GN=Uso1 PE=1 SV=18 12 -0.085162 -0.192435 0.0262526 0.394375

sp|P10824|GNAI1_RAT Guanine nucleotide-binding protein G(i) subunit alpha-1 OS=Rattus norvegicus GN=Gnai1 PE=1 SV=32 2 0.1236886 -0.381998 0.6503569 0.3945125

sp|Q6Q0N1|CNDP2_RAT Cytosolic non-specific dipeptidase OS=Rattus norvegicus GN=Cndp2 PE=1 SV=112 20 -0.083153 -0.191974 0.0223992 0.3946375

sp|Q63716|PRDX1_RAT Peroxiredoxin-1 OS=Rattus norvegicus GN=Prdx1 PE=1 SV=114 36 -0.084086 -0.194036 0.0273865 0.3946625

tr|D3ZJT2|D3ZJT2_RAT Uncharacterized protein OS=Rattus norvegicus GN=Nek9 PE=4 SV=11 4 -0.11791 -0.478712 0.2338447 0.394725

sp|Q3B8Q0|MARE2_RAT Microtubule-associated protein RP/EB family member 2 OS=Rattus norvegicus GN=Mapre2 PE=2 SV=13 5 0.1036122 -0.15611 0.3659736 0.3950375

tr|D4AE00|D4AE00_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=12 2 0.1244796 -0.310329 0.5801869 0.3956

tr|B2GV15|B2GV15_RAT Dihydrolipoamide branched chain transacylase E2 OS=Rattus norvegicus GN=Dbt PE=2 SV=15 6 -0.099232 -0.324117 0.1203229 0.395675

sp|P06238|A2MG_RAT Alpha-2-macroglobulin OS=Rattus norvegicus GN=A2m PE=2 SV=214 30 -0.107127 -0.40231 0.1997965 0.3978625

tr|D3ZH39|D3ZH39_RAT Ephrin receptor OS=Rattus norvegicus GN=Ephb3 PE=3 SV=11 2 0.1211441 -0.371853 0.6154807 0.3979875

tr|F1LNT6|F1LNT6_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Camk2b PE=4 SV=14 7 0.1011631 -0.15408 0.3560546 0.3986125
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sp|P02564|MYH7_RAT Myosin-7 OS=Rattus norvegicus GN=Myh7 PE=2 SV=212 19 0.2817557 -1.460153 2.0182285 0.398925

sp|Q6MG60|DDAH2_RAT N(G),N(G)-dimethylarginine dimethylaminohydrolase 2 OS=Rattus norvegicus GN=Ddah2 PE=1 SV=114 40 0.0836596 -0.028485 0.1965258 0.3991125

tr|Q68FS8|Q68FS8_RAT RNA terminal phosphate cyclase domain 1 OS=Rattus norvegicus GN=Rtcd1 PE=2 SV=16 10 0.0922994 -0.085912 0.2703803 0.3995375

tr|F1LP76|F1LP76_RAT Uncharacterized protein OS=Rattus norvegicus GN=Ikbkap PE=4 SV=12 3 -0.138125 -0.828238 0.5334607 0.3998125

sp|Q8VH46|AFAP1_RAT Actin filament-associated protein 1 OS=Rattus norvegicus GN=Afap1 PE=1 SV=15 7 0.0937895 -0.11366 0.2925473 0.40005

sp|B0BNF1|SEPT8_RAT Septin-8 OS=Rattus norvegicus GN=Sept8 PE=1 SV=16 9 -0.088509 -0.238966 0.0609211 0.4001

sp|P97615|THIOM_RAT Thioredoxin, mitochondrial OS=Rattus norvegicus GN=Txn2 PE=2 SV=12 7 -0.107912 -0.394272 0.1803698 0.4008125

sp|Q5XIT1|MARE3_RAT Microtubule-associated protein RP/EB family member 3 OS=Rattus norvegicus GN=Mapre3 PE=1 SV=16 12 0.0837378 -0.024678 0.1945325 0.40085

tr|D3ZEL2|D3ZEL2_RAT Similar to aldo-keto reductase family 1, member C12 (Predicted) OS=Rattus norvegicus GN=Akr1c19 PE=4 SV=12 2 -0.168956 -1.244348 0.8533442 0.4017625

sp|Q924S5|LONM_RAT Lon protease homolog, mitochondrial OS=Rattus norvegicus GN=Lonp1 PE=2 SV=15 7 -0.10065 -0.363943 0.1470097 0.4019

sp|P35465|PAK1_RAT Serine/threonine-protein kinase PAK 1 OS=Rattus norvegicus GN=Pak1 PE=1 SV=34 6 0.1004301 -0.1546 0.3566523 0.4021375

sp|P32738|CLAT_RAT Choline O-acetyltransferase OS=Rattus norvegicus GN=Chat PE=1 SV=23 8 0.0903417 -0.074316 0.2552003 0.4025625

tr|D3ZUM0|D3ZUM0_RAT Uncharacterized protein OS=Rattus norvegicus GN=Gstt1 PE=3 SV=14 7 -0.114641 -0.498177 0.2709292 0.40265

tr|B4F797|B4F797_RAT RGD1311345 protein (Fragment) OS=Rattus norvegicus GN=RGD1311345 PE=2 SV=12 3 0.116073 -0.279802 0.5047309 0.4039125

tr|F1LR19|F1LR19_RAT; tr|E9PTD2|E9PTD2_RAT; tr|D3ZNT9|D3ZNT9_RAT Uncharacterized protein OS=Rattus norvegicus GN=Picalm PE=4 SV=1; Uncharacterized protein OS=Rattus norvegicus GN=Picalm PE=4 SV=1; Uncharacterized protein OS=Rattus norvegicus GN=Picalm PE=4 SV=15 7 -0.107987 -0.471936 0.2230137 0.4039375

sp|Q9ES53|UFD1_RAT Ubiquitin fusion degradation protein 1 homolog OS=Rattus norvegicus GN=Ufd1l PE=1 SV=13 5 0.0970399 -0.121368 0.3164602 0.4041125

tr|D3ZPU7|D3ZPU7_RAT; tr|D3ZN95|D3ZN95_RAT Uncharacterized protein OS=Rattus norvegicus GN=Hcfc1 PE=4 SV=1; Uncharacterized protein OS=Rattus norvegicus GN=Hcfc1 PE=4 SV=12 2 -0.116579 -0.534772 0.3049148 0.404275

sp|Q5FVI6|VATC1_RAT V-type proton ATPase subunit C 1 OS=Rattus norvegicus GN=Atp6v1c1 PE=2 SV=16 10 0.0879143 -0.066291 0.2378233 0.4052

sp|Q66HR2|MARE1_RAT Microtubule-associated protein RP/EB family member 1 OS=Rattus norvegicus GN=Mapre1 PE=1 SV=35 6 -0.099655 -0.32932 0.1200381 0.4052125

tr|D3ZD29|D3ZD29_RAT RCG60860 OS=Rattus norvegicus GN=Ado PE=4 SV=12 3 -0.105549 -0.418987 0.2251799 0.405675

tr|D3ZWH1|D3ZWH1_RAT Uncharacterized protein OS=Rattus norvegicus GN=LOC100363145 PE=4 SV=12 2 0.1003291 -0.6443 0.7286432 0.4059125

tr|Q5XIA5|Q5XIA5_RAT Coenzyme A synthase OS=Rattus norvegicus GN=Coasy PE=2 SV=11 2 0.1075915 -0.228708 0.4390169 0.406

tr|B2RYQ2|B2RYQ2_RAT Protein phosphatase 2A activator, regulatory subunit 4 OS=Rattus norvegicus GN=Ppp2r4 PE=2 SV=15 8 -0.089369 -0.264263 0.0873684 0.4060375

sp|P63041|CPLX1_RAT Complexin-1 OS=Rattus norvegicus GN=Cplx1 PE=1 SV=14 4 0.1094692 -0.214228 0.4413488 0.406225

tr|D3ZD06|D3ZD06_RAT Uncharacterized protein OS=Rattus norvegicus GN=Ddx46 PE=4 SV=12 2 0.1513175 -0.567849 0.8717549 0.4064375

sp|Q6DGG0|PPID_RAT Peptidyl-prolyl cis-trans isomerase D OS=Rattus norvegicus GN=Ppid PE=1 SV=38 14 -0.080785 -0.175922 0.0130611 0.4073

tr|D3ZYI0|D3ZYI0_RAT Uncharacterized protein OS=Rattus norvegicus GN=Gca PE=4 SV=13 7 0.107104 -0.21684 0.4535142 0.4074875

tr|Q05BA4|Q05BA4_RAT; sp|Q6VBQ5|MYADM_RAT Myadm protein OS=Rattus norvegicus GN=Myadm PE=2 SV=1; Myeloid-associated differentiation marker OS=Rattus norvegicus GN=Myadm PE=2 SV=12 2 -0.125306 -0.651758 0.4224083 0.4079375

sp|O08678|MARK1_RAT Serine/threonine-protein kinase MARK1 OS=Rattus norvegicus GN=Mark1 PE=1 SV=12 2 0.1204279 -0.491887 0.7277126 0.4081

tr|Q68FT7|Q68FT7_RAT Phenylalanyl-tRNA synthetase, beta subunit OS=Rattus norvegicus GN=Farsb PE=2 SV=14 7 -0.085865 -0.221352 0.0518054 0.4082125

tr|D3ZEX2|D3ZEX2_RAT Uncharacterized protein OS=Rattus norvegicus GN=LOC361128 PE=4 SV=11 2 0.1218507 -0.361119 0.603462 0.4084625

tr|F1M9V3|F1M9V3_RAT Enolase (Fragment) OS=Rattus norvegicus PE=3 SV=11 2 0.1703996 -0.814677 1.1103069 0.4085

tr|D3ZJN9|D3ZJN9_RAT Uncharacterized protein OS=Rattus norvegicus GN=LOC100360066 PE=4 SV=12 2 0.1312858 -0.506206 0.7445789 0.4088125

tr|D4A080|D4A080_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=15 6 -0.103882 -0.384619 0.1741179 0.4096375

tr|D3ZPL1|D3ZPL1_RAT Uncharacterized protein OS=Rattus norvegicus GN=Cpsf6 PE=4 SV=11 2 -0.106797 -0.503579 0.3086579 0.4105

tr|D3ZZ88|D3ZZ88_RAT Uncharacterized protein OS=Rattus norvegicus GN=Dffa PE=4 SV=12 2 -0.141352 -0.997726 0.7646709 0.4109

tr|D3ZI16|D3ZI16_RAT COP9 (Constitutive photomorphogenic) homolog, subunit 6 (Arabidopsis thaliana) (Predicted), isoform CRA_a OS=Rattus norvegicus GN=Cops6 PE=4 SV=14 5 0.0905317 -0.1004 0.2727662 0.411475

sp|B2GUZ1|UBP4_RAT Ubiquitin carboxyl-terminal hydrolase 4 OS=Rattus norvegicus GN=Usp4 PE=1 SV=11 2 -0.107463 -0.474967 0.2542565 0.4134625

sp|Q6AYP7|5NT3L_RAT Cytosolic 5'-nucleotidase III-like protein OS=Rattus norvegicus GN=Nt5c3l PE=2 SV=12 2 -0.129826 -0.818482 0.5829479 0.4134875

tr|D3ZMY7|D3ZMY7_RAT RCG57686 OS=Rattus norvegicus GN=LOC100363253 PE=3 SV=13 5 -0.094022 -0.347843 0.1633949 0.4135625

sp|P11883|AL3A1_RAT Aldehyde dehydrogenase, dimeric NADP-preferring OS=Rattus norvegicus GN=Aldh3a1 PE=1 SV=32 3 -0.115684 -0.731656 0.5039026 0.413875

sp|Q02769|FDFT_RAT Squalene synthase OS=Rattus norvegicus GN=Fdft1 PE=2 SV=12 4 0.1122942 -0.323759 0.5465468 0.4143

tr|Q71SY3|Q71SY3_RAT Translin OS=Rattus norvegicus GN=Tsn PE=2 SV=12 2 0.0948311 -0.215808 0.3801649 0.414675

sp|P47727|CBR1_RAT Carbonyl reductase [NADPH] 1 OS=Rattus norvegicus GN=Cbr1 PE=1 SV=210 21 0.0860624 -0.070433 0.2436821 0.41505

sp|Q2KMM2|TPPC1_RAT Trafficking protein particle complex subunit 1 OS=Rattus norvegicus GN=Trappc1 PE=2 SV=11 2 -0.115001 -0.559425 0.3371721 0.416275

tr|D3ZUI1|D3ZUI1_RAT APAF1 interacting protein (Predicted), isoform CRA_a OS=Rattus norvegicus GN=Apip PE=4 SV=13 3 -0.097511 -0.51669 0.3417229 0.4166625

tr|D4A857|D4A857_RAT Uncharacterized protein OS=Rattus norvegicus GN=Ipo9 PE=4 SV=12 2 -0.09899 -0.451611 0.2276333 0.417025

tr|F1LQQ1|F1LQQ1_RAT Malic enzyme OS=Rattus norvegicus GN=Me1 PE=3 SV=17 12 -0.086456 -0.24693 0.0650007 0.41745

tr|D4A6M1|D4A6M1_RAT Uncharacterized protein OS=Rattus norvegicus GN=Irgq PE=4 SV=17 14 0.0877197 -0.078448 0.2581935 0.4179875

sp|Q6XVN8|MLP3A_RAT Microtubule-associated proteins 1A/1B light chain 3A OS=Rattus norvegicus GN=Map1lc3a PE=1 SV=12 5 0.0845825 -0.069491 0.2436032 0.4181875
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tr|E9PU39|E9PU39_RAT; tr|B2RYN6|B2RYN6_RAT Uncharacterized protein OS=Rattus norvegicus GN=Ap1g1 PE=4 SV=1; Adaptor-related protein complex 1, gamma 1 subunit, isoform CRA_b OS=Rattus norvegicus GN=Ap1g1 PE=2 SV=15 10 0.0932693 -0.126503 0.3310634 0.419125

sp|P48508|GSH0_RAT Glutamate--cysteine ligase regulatory subunit OS=Rattus norvegicus GN=Gclm PE=1 SV=12 6 0.0937892 -0.130955 0.3259623 0.42

sp|B5DF89|CUL3_RAT Cullin-3 OS=Rattus norvegicus GN=Cul3 PE=1 SV=27 16 0.0827111 -0.041599 0.2045906 0.420075

tr|F1M1T3|F1M1T3_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Fkbp1a PE=3 SV=12 5 0.0839102 -0.055896 0.2287964 0.4202375

tr|Q498C9|Q498C9_RAT; tr|D3ZEK1|D3ZEK1_RAT RCG33491, isoform CRA_b OS=Rattus norvegicus GN=Zfp207 PE=2 SV=1; RCG33491, isoform CRA_a OS=Rattus norvegicus GN=Zfp207 PE=4 SV=11 2 -0.098472 -0.453562 0.2734861 0.4206875

sp|P62749|HPCL1_RAT Hippocalcin-like protein 1 OS=Rattus norvegicus GN=Hpcal1 PE=1 SV=22 3 0.0878002 -0.101263 0.2772704 0.420775

tr|D4A994|D4A994_RAT Similar to KIAA0090 protein (Predicted), isoform CRA_a OS=Rattus norvegicus GN=RGD1310427 PE=4 SV=13 5 -0.093281 -0.328865 0.1472192 0.4210625

tr|F1LP57|F1LP57_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Map2k4 PE=4 SV=12 2 0.112133 -0.379406 0.5839477 0.421125

tr|F1LPV8|F1LPV8_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Suclg2 PE=4 SV=15 7 -0.083434 -0.266659 0.1098852 0.4211625

tr|F1LPR6|F1LPR6_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus PE=4 SV=12 4 0.2306185 -1.488611 1.9389234 0.4212375

tr|D3ZRK9|D3ZRK9_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=110 14 -0.083583 -0.213679 0.0450615 0.42125

sp|P18422|PSA3_RAT Proteasome subunit alpha type-3 OS=Rattus norvegicus GN=Psma3 PE=1 SV=34 5 -0.090921 -0.291178 0.109191 0.4214125

tr|F1LMW6|F1LMW6_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Psmd14 PE=4 SV=13 3 0.092304 -0.174724 0.3545575 0.4219625

sp|Q6AYT0|QOR_RAT Quinone oxidoreductase OS=Rattus norvegicus GN=Cryz PE=2 SV=11 2 -0.146753 -0.962398 0.6427292 0.42205

tr|F1LP82|F1LP82_RAT Uncharacterized protein OS=Rattus norvegicus GN=Rab2a PE=3 SV=14 8 0.088737 -0.091047 0.2676366 0.4229375

tr|E9PU22|E9PU22_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=12 2 0.0971631 -0.274307 0.4658468 0.423175

tr|D4A3N6|D4A3N6_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=12 2 0.1037405 -0.360727 0.5505281 0.4233

tr|D3ZXP3|D3ZXP3_RAT Histone H2A OS=Rattus norvegicus GN=H2afx PE=3 SV=13 4 -0.107687 -0.613987 0.4442705 0.4234875

tr|F1M3D1|F1M3D1_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus PE=4 SV=13 3 0.1413681 -0.625696 0.9273981 0.4235875

sp|P86182|CCD22_RAT Coiled-coil domain-containing protein 22 OS=Rattus norvegicus GN=Ccdc22 PE=1 SV=22 2 -0.110882 -0.56875 0.3416677 0.425175

tr|Q32KK0|Q32KK0_RAT Arylsulfatase E OS=Rattus norvegicus GN=Arse PE=2 SV=12 5 -0.085891 -0.26623 0.0865073 0.4253875

sp|B5DFC9|NID2_RAT Nidogen-2 OS=Rattus norvegicus GN=Nid2 PE=2 SV=119 32 0.0833446 -0.058428 0.2302326 0.425475

sp|Q9JLH7|CK5P3_RAT CDK5 regulatory subunit-associated protein 3 OS=Rattus norvegicus GN=Cdk5rap3 PE=1 SV=12 2 0.1312196 -0.634062 0.9542154 0.4255

tr|B5DEP7|B5DEP7_RAT RCG56468, isoform CRA_b OS=Rattus norvegicus GN=Snrpg PE=4 SV=12 3 0.1025403 -0.237686 0.4501253 0.4257125

sp|P32577|CSK_RAT Tyrosine-protein kinase CSK OS=Rattus norvegicus GN=Csk PE=1 SV=12 2 -0.134306 -0.933518 0.6569978 0.425725

tr|B0BMS8|B0BMS8_RAT Myl9 protein OS=Rattus norvegicus GN=Myl9 PE=2 SV=11 3 -0.150233 -1.157004 0.8806019 0.425825

tr|E9PTV2|E9PTV2_RAT Uncharacterized protein OS=Rattus norvegicus GN=Stx12 PE=3 SV=12 2 -0.108456 -0.714773 0.5095305 0.4258875

tr|F1LPX3|F1LPX3_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=11 2 0.090031 -0.132152 0.3207704 0.4262375

tr|F1LNX5|F1LNX5_RAT Uncharacterized protein OS=Rattus norvegicus GN=Ctnnbl1 PE=4 SV=12 3 -0.119793 -0.71791 0.5012557 0.42625

tr|D3ZC84|D3ZC84_RAT; tr|D3ZXB5|D3ZXB5_RAT Ubiquitin carboxyl-terminal hydrolase OS=Rattus norvegicus GN=Usp9x PE=3 SV=1; Ubiquitin carboxyl-terminal hydrolase OS=Rattus norvegicus GN=Usp9x PE=3 SV=15 11 -0.088999 -0.276569 0.0878942 0.4265

tr|F1LMA1|F1LMA1_RAT Uncharacterized protein OS=Rattus norvegicus GN=Flot2 PE=4 SV=113 19 0.081289 -0.041384 0.2076121 0.426575

tr|D3ZME8|D3ZME8_RAT; sp|Q5RJQ4|SIRT2_RAT Uncharacterized protein OS=Rattus norvegicus GN=Sirt2 PE=4 SV=1; NAD-dependent deacetylase sirtuin-2 OS=Rattus norvegicus GN=Sirt2 PE=1 SV=15 13 0.0902849 -0.128867 0.3122038 0.4270375

tr|D3Z9Y8|D3Z9Y8_RAT; sp|Q5XIE0|AN32E_RAT Uncharacterized protein OS=Rattus norvegicus GN=Anp32e PE=4 SV=1; Acidic leucine-rich nuclear phosphoprotein 32 family member E OS=Rattus norvegicus GN=Anp32e PE=2 SV=12 3 0.0971536 -0.197367 0.3936939 0.42825

tr|D4A781|D4A781_RAT Uncharacterized protein OS=Rattus norvegicus GN=Ipo5 PE=4 SV=19 13 -0.085162 -0.263613 0.093579 0.4283125

sp|P15684|AMPN_RAT Aminopeptidase N OS=Rattus norvegicus GN=Anpep PE=1 SV=26 9 -0.089296 -0.294041 0.10994 0.4284875

sp|P63086|MK01_RAT Mitogen-activated protein kinase 1 OS=Rattus norvegicus GN=Mapk1 PE=1 SV=37 9 0.0820111 -0.046181 0.2183892 0.428575

sp|O35095|NCDN_RAT Neurochondrin OS=Rattus norvegicus GN=Ncdn PE=1 SV=28 11 0.0835934 -0.104317 0.2561957 0.42875

tr|F1LVF2|F1LVF2_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Lrrfip2 PE=4 SV=12 2 0.1115629 -0.527447 0.7453642 0.4287625

tr|B0BMX3|B0BMX3_RAT S100 calcium binding protein A16 (Predicted), isoform CRA_a OS=Rattus norvegicus GN=S100a16 PE=2 SV=11 2 0.1065763 -0.331142 0.5333132 0.4289625

sp|Q5XHZ0|TRAP1_RAT Heat shock protein 75 kDa, mitochondrial OS=Rattus norvegicus GN=Trap1 PE=1 SV=15 9 0.0893835 -0.117962 0.2968827 0.4293375

sp|Q62665|LEG8_RAT Galectin-8 OS=Rattus norvegicus GN=Lgals8 PE=2 SV=11 2 -0.106185 -0.53252 0.3006275 0.42975

tr|D3ZZR5|D3ZZR5_RAT Uncharacterized protein OS=Rattus norvegicus GN=LOC100361269 PE=4 SV=11 3 -0.098713 -0.507387 0.3377029 0.429825

tr|F1LTN3|F1LTN3_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus PE=4 SV=12 4 -0.125398 -0.684533 0.4281893 0.4306625

tr|D3ZGS5|D3ZGS5_RAT Uncharacterized protein OS=Rattus norvegicus GN=RGD1560011 PE=4 SV=13 3 -0.113404 -0.656095 0.4235528 0.4308625

sp|P47853|PGS1_RAT Biglycan OS=Rattus norvegicus GN=Bgn PE=2 SV=113 43 0.0889115 -0.143557 0.3163215 0.430925

tr|D3ZC89|D3ZC89_RAT Uncharacterized protein OS=Rattus norvegicus GN=Fam114a2 PE=4 SV=11 2 -0.105646 -0.52561 0.3132297 0.432275

tr|F1LRV6|F1LRV6_RAT; sp|Q9Z244|GMPR1_RAT GMP reductase OS=Rattus norvegicus GN=Gmpr PE=3 SV=1; GMP reductase 1 OS=Rattus norvegicus GN=Gmpr PE=2 SV=11 2 0.1048067 -0.399153 0.5987359 0.4335

tr|B2GUZ3|B2GUZ3_RAT Mthfd1l protein OS=Rattus norvegicus GN=Mthfd1l PE=2 SV=12 2 0.0898447 -0.367984 0.4952212 0.43365

tr|Q5RKJ4|Q5RKJ4_RAT Farnesyltransferase, CAAX box, alpha OS=Rattus norvegicus GN=Fnta PE=2 SV=12 4 0.0934735 -0.193289 0.3896152 0.4337125

sp|B5DEH2|ERLN2_RAT Erlin-2 OS=Rattus norvegicus GN=Erlin2 PE=1 SV=11 2 -0.094082 -0.380559 0.1857005 0.4342125
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sp|P70615|LMNB1_RAT Lamin-B1 OS=Rattus norvegicus GN=Lmnb1 PE=1 SV=311 22 -0.086279 -0.283703 0.1186185 0.4345875

tr|Q5I0E7|Q5I0E7_RAT Transmembrane emp24 protein transport domain containing 9 OS=Rattus norvegicus GN=Tmed9 PE=2 SV=12 2 -0.100052 -0.552269 0.3287978 0.4346625

sp|Q63525|NUDC_RAT Nuclear migration protein nudC OS=Rattus norvegicus GN=Nudc PE=1 SV=13 3 -0.090909 -0.327949 0.1359875 0.435275

sp|Q63635|STX6_RAT Syntaxin-6 OS=Rattus norvegicus GN=Stx6 PE=1 SV=11 2 -0.106627 -0.625553 0.4069357 0.435575

sp|Q91XR8|GPX42_RAT Phospholipid hydroperoxide glutathione peroxidase, nuclear OS=Rattus norvegicus GN=Gpx4 PE=2 SV=33 4 -0.092489 -0.526209 0.3611064 0.4364

tr|B0BNB1|B0BNB1_RAT Commd1 protein OS=Rattus norvegicus GN=Commd1 PE=2 SV=12 2 -0.109085 -0.676249 0.4693441 0.436475

sp|P54311|GBB1_RAT Guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-1 OS=Rattus norvegicus GN=Gnb1 PE=1 SV=45 8 0.0864185 -0.133984 0.3002362 0.4370625

sp|B0BN18|PFD2_RAT Prefoldin subunit 2 OS=Rattus norvegicus GN=Pfdn2 PE=2 SV=14 5 0.0820777 -0.066715 0.2281148 0.4376375

tr|D3ZQM0|D3ZQM0_RAT Splicing factor 3a, subunit 1 (Predicted) OS=Rattus norvegicus GN=Sf3a1 PE=4 SV=12 2 -0.134596 -1.188379 0.8767369 0.4376375

tr|D3ZNJ5|D3ZNJ5_RAT Similar to indolethylamine N-methyltransferase, isoform CRA_a OS=Rattus norvegicus GN=Inmt PE=4 SV=11 2 -0.099112 -0.443901 0.2189163 0.438475

sp|Q5HZE4|MTNA_RAT Methylthioribose-1-phosphate isomerase OS=Rattus norvegicus GN=Mri1 PE=2 SV=17 8 0.0811949 -0.065403 0.2311918 0.4385375

tr|D4AAM0|D4AAM0_RAT Uncharacterized protein OS=Rattus norvegicus GN=Tnpo3 PE=4 SV=12 3 -0.089323 -0.360355 0.1891821 0.4385375

tr|D3ZAW4|D3ZAW4_RAT Abhydrolase domain containing 4 (Predicted) OS=Rattus norvegicus GN=Abhd4 PE=4 SV=11 2 -0.089357 -0.38065 0.2007599 0.4396875

sp|Q3T1J1|IF5A1_RAT Eukaryotic translation initiation factor 5A-1 OS=Rattus norvegicus GN=Eif5a PE=1 SV=38 20 -0.08009 -0.21277 0.0533394 0.4398125

sp|Q9Z2G8|NP1L1_RAT Nucleosome assembly protein 1-like 1 OS=Rattus norvegicus GN=Nap1l1 PE=2 SV=12 5 -0.08639 -0.284909 0.1175764 0.440025

tr|Q7TSU1|Q7TSU1_RAT Brefeldin A-inhibited guanine nucleotide-exchange factor 2 OS=Rattus norvegicus GN=Arfgef2 PE=2 SV=14 5 0.0911148 -0.201567 0.3926155 0.440775

sp|P20651|PP2BB_RAT Serine/threonine-protein phosphatase 2B catalytic subunit beta isoform OS=Rattus norvegicus GN=Ppp3cb PE=2 SV=12 2 0.1122435 -0.351726 0.6101637 0.4408625

tr|F1LNU7|F1LNU7_RAT Uncharacterized protein OS=Rattus norvegicus GN=Asap1 PE=4 SV=12 2 0.1153583 -0.592262 0.7924351 0.4433625

sp|P47196|AKT1_RAT RAC-alpha serine/threonine-protein kinase OS=Rattus norvegicus GN=Akt1 PE=1 SV=11 2 0.0897554 -0.213373 0.3936143 0.443425

tr|Q9QX80|Q9QX80_RAT CArG-binding factor A OS=Rattus norvegicus GN=Hnrnpab PE=2 SV=14 8 -0.090407 -0.401559 0.2070835 0.4436375

tr|D3ZFX4|D3ZFX4_RAT; tr|B2RYN0|B2RYN0_RAT Phosphoglucomutase 3 (Predicted), isoform CRA_a OS=Rattus norvegicus GN=Pgm3 PE=3 SV=1; Pgm3 protein OS=Rattus norvegicus GN=Pgm3 PE=2 SV=14 5 0.0911036 -0.16595 0.3486829 0.4441625

sp|Q9WVK7|HCDH_RAT Hydroxyacyl-coenzyme A dehydrogenase, mitochondrial OS=Rattus norvegicus GN=Hadh PE=2 SV=111 18 -0.079312 -0.213843 0.0561659 0.4444125

tr|F1M4R4|F1M4R4_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus PE=4 SV=13 3 -0.09649 -0.513559 0.3396656 0.4444125

tr|B5DFA2|B5DFA2_RAT; sp|P0C0R5|PI3R4_RAT Pik3r4 protein OS=Rattus norvegicus GN=Pik3r4 PE=2 SV=1; Phosphoinositide 3-kinase regulatory subunit 4 OS=Rattus norvegicus GN=Pik3r4 PE=3 SV=22 2 -0.119187 -1.027654 0.8217407 0.4448625

sp|P05371|CLUS_RAT Clusterin OS=Rattus norvegicus GN=Clu PE=1 SV=28 17 0.0800431 -0.0725 0.2310224 0.4455875

tr|D4A304|D4A304_RAT RCG29222 OS=Rattus norvegicus GN=Diras1 PE=4 SV=11 2 0.099327 -0.382079 0.5538606 0.44625

tr|B5DER3|B5DER3_RAT; sp|Q711G3|IAH1_RAT Hypertrophic agonist responsive protein B64, isoform CRA_b OS=Rattus norvegicus GN=Iah1 PE=2 SV=1; Isoamyl acetate-hydrolyzing esterase 1 homolog OS=Rattus norvegicus GN=Iah1 PE=2 SV=23 4 -0.079147 -0.301705 0.1415178 0.4463625

tr|D3ZK15|D3ZK15_RAT Uncharacterized protein OS=Rattus norvegicus GN=Kifap3 PE=4 SV=13 3 0.0991848 -0.379114 0.5855761 0.446375

tr|F1M6G8|F1M6G8_RAT; tr|D3ZW28|D3ZW28_RAT; tr|D3ZUZ9|D3ZUZ9_RAT Peptidyl-prolyl cis-trans isomerase (Fragment) OS=Rattus norvegicus GN=Ppih PE=3 SV=1; Peptidyl-prolyl cis-trans isomerase OS=Rattus norvegicus GN=Ppih PE=3 SV=1; Peptidyl-prolyl cis-trans isomerase OS=Rattus norvegicus PE=3 SV=12 3 0.0896337 -0.179525 0.3753629 0.4465375

sp|P62198|PRS8_RAT 26S protease regulatory subunit 8 OS=Rattus norvegicus GN=Psmc5 PE=1 SV=14 6 -0.083495 -0.269769 0.1014646 0.4467875

sp|Q6AXS5|PAIRB_RAT; sp|Q6AXS5-2|PAIRB_RAT Plasminogen activator inhibitor 1 RNA-binding protein OS=Rattus norvegicus GN=Serbp1 PE=1 SV=2; Isoform 2 of Plasminogen activator inhibitor 1 RNA-binding protein OS=Rattus norvegicus GN=Serbp12 3 -0.108577 -0.612278 0.3620562 0.44715

sp|Q6AYT3|RTCB_RAT tRNA-splicing ligase RtcB homolog OS=Rattus norvegicus PE=2 SV=16 10 -0.079088 -0.223692 0.0717268 0.4472875

tr|D4ADF4|D4ADF4_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=12 2 0.0997243 -0.311347 0.5409958 0.447525

sp|Q64057|AL7A1_RAT Alpha-aminoadipic semialdehyde dehydrogenase OS=Rattus norvegicus GN=Aldh7a1 PE=1 SV=29 17 -0.077272 -0.184118 0.0315073 0.447975

tr|F1LNB0|F1LNB0_RAT Uncharacterized protein OS=Rattus norvegicus GN=Arhgef7 PE=4 SV=11 2 0.0897142 -0.221635 0.4116465 0.4483875

sp|P68101|IF2A_RAT Eukaryotic translation initiation factor 2 subunit 1 OS=Rattus norvegicus GN=Eif2s1 PE=1 SV=24 5 -0.085647 -0.330929 0.1650368 0.449425

tr|D3ZW08|D3ZW08_RAT Adenylosuccinate lyase (Predicted) OS=Rattus norvegicus GN=Adsl PE=4 SV=13 4 0.088149 -0.157987 0.3387641 0.4496875

sp|P46413|GSHB_RAT Glutathione synthetase OS=Rattus norvegicus GN=Gss PE=1 SV=18 10 0.0784102 -0.082975 0.2348013 0.4517875

tr|F1M9H8|F1M9H8_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus PE=4 SV=12 2 0.0969762 -0.784322 0.9188223 0.4519

sp|P61023|CHP1_RAT Calcium-binding protein p22 OS=Rattus norvegicus GN=Chp PE=1 SV=22 2 0.0796514 -0.420993 0.5606114 0.4520625

sp|P07687|HYEP_RAT Epoxide hydrolase 1 OS=Rattus norvegicus GN=Ephx1 PE=1 SV=14 5 -0.082933 -0.33216 0.1753891 0.4522

tr|Q7TPI8|Q7TPI8_RAT Ac2-256 OS=Rattus norvegicus GN=Yipf5 PE=2 SV=12 3 -0.155993 -1.064097 0.6953628 0.4524

tr|E9PSW5|E9PSW5_RAT Uncharacterized protein OS=Rattus norvegicus GN=Dnaja3 PE=4 SV=12 2 0.1318784 -0.830239 1.1392231 0.452475

sp|P29147|BDH_RAT D-beta-hydroxybutyrate dehydrogenase, mitochondrial OS=Rattus norvegicus GN=Bdh1 PE=1 SV=22 2 -0.103129 -0.770637 0.5643594 0.4526125

tr|B2GV75|B2GV75_RAT; sp|P84850|D2HDH_RAT D2hgdh protein OS=Rattus norvegicus GN=D2hgdh PE=2 SV=1; D-2-hydroxyglutarate dehydrogenase, mitochondrial OS=Rattus norvegicus GN=D2hgdh PE=3 SV=13 3 -0.109335 -0.5999 0.361044 0.452775

sp|Q5BJP3|UFM1_RAT Ubiquitin-fold modifier 1 OS=Rattus norvegicus GN=Ufm1 PE=2 SV=13 6 -0.084969 -0.316121 0.1304754 0.45295

tr|Q45QN0|Q45QN0_RAT; sp|P04897|GNAI2_RAT Guanine nucleotide binding protein alpha inhibiting 2 OS=Rattus norvegicus GN=Gnai2 PE=2 SV=1; Guanine nucleotide-binding protein G(i) subunit alpha-2 OS=Rattus norvegicus GN=Gnai2 PE=1 SV=37 11 0.0789097 -0.06084 0.225183 0.453075

sp|P17220|PSA2_RAT Proteasome subunit alpha type-2 OS=Rattus norvegicus GN=Psma2 PE=1 SV=33 6 -0.082457 -0.298151 0.1346583 0.4531

sp|Q4V8E4|CC104_RAT Coiled-coil domain-containing protein 104 OS=Rattus norvegicus GN=Ccdc104 PE=2 SV=13 4 -0.079175 -0.353295 0.2298221 0.4531625

sp|Q7TT49|MRCKB_RAT Serine/threonine-protein kinase MRCK beta OS=Rattus norvegicus GN=Cdc42bpb PE=1 SV=12 2 -0.096485 -0.606397 0.4049697 0.45325
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sp|P04182|OAT_RAT Ornithine aminotransferase, mitochondrial OS=Rattus norvegicus GN=Oat PE=1 SV=13 7 0.0861013 -0.192057 0.3471601 0.453525

tr|D4A1D3|D4A1D3_RAT Uncharacterized protein OS=Rattus norvegicus GN=Sacs PE=4 SV=12 2 0.1740746 -1.597109 1.9787152 0.4547375

tr|D3ZGX7|D3ZGX7_RAT; sp|Q9Z1W6|LYRIC_RAT; sp|Q9Z1W6-3|LYRIC_RAT Uncharacterized protein OS=Rattus norvegicus GN=Mtdh PE=4 SV=1; Protein LYRIC OS=Rattus norvegicus GN=Mtdh PE=1 SV=2; Isoform 3 of Protein LYRIC OS=Rattus norvegicus GN=Mtdh2 3 -0.083957 -0.377382 0.2102774 0.454775

tr|F1LUM6|F1LUM6_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Cd200 PE=4 SV=13 4 -0.089339 -0.492178 0.3198749 0.4558125

tr|Q6P685|Q6P685_RAT Eukaryotic translation initiation factor 2, subunit 2 (Beta) OS=Rattus norvegicus GN=Eif2s2 PE=2 SV=13 3 0.0907716 -0.316447 0.5075834 0.456925

tr|D4A492|D4A492_RAT; sp|Q71UE8|NEDD8_RAT Uncharacterized protein OS=Rattus norvegicus GN=Nedd8 PE=4 SV=1; NEDD8 OS=Rattus norvegicus GN=Nedd8 PE=1 SV=13 7 0.0798913 -0.085502 0.2482052 0.457

tr|F1LXL7|F1LXL7_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Gstm6l PE=3 SV=11 3 -0.088904 -0.485071 0.3023606 0.45735

sp|Q6P9U8|EIF3H_RAT Eukaryotic translation initiation factor 3 subunit H OS=Rattus norvegicus GN=Eif3h PE=2 SV=13 3 -0.085982 -0.379659 0.2047687 0.4575625

sp|Q3T1I4|PRRC1_RAT Protein PRRC1 OS=Rattus norvegicus GN=Prrc1 PE=2 SV=12 3 -0.086879 -0.419337 0.2610475 0.457825

sp|Q3KRD8|IF6_RAT Eukaryotic translation initiation factor 6 OS=Rattus norvegicus GN=Eif6 PE=2 SV=11 2 -0.086175 -0.372773 0.2036194 0.4580875

sp|Q499N5|ACSF2_RAT Acyl-CoA synthetase family member 2, mitochondrial OS=Rattus norvegicus GN=Acsf2 PE=2 SV=13 3 -0.082157 -0.305057 0.1431086 0.4589375

tr|D3ZFF9|D3ZFF9_RAT Uncharacterized protein OS=Rattus norvegicus GN=Acss2 PE=4 SV=11 2 0.1055401 -0.443684 0.6771941 0.4589625

tr|D3ZS68|D3ZS68_RAT Uncharacterized protein OS=Rattus norvegicus GN=Pcbp1 PE=4 SV=16 12 -0.077576 -0.206905 0.0488119 0.459025

sp|Q5PQN7|LZIC_RAT Protein LZIC OS=Rattus norvegicus GN=Lzic PE=2 SV=14 4 0.0862636 -0.225705 0.4015238 0.4592375

tr|F2Z3S1|F2Z3S1_RAT Uncharacterized protein OS=Rattus norvegicus GN=Dazap1 PE=4 SV=11 2 0.1021637 -0.827103 1.0617506 0.4595

tr|D3ZGK8|D3ZGK8_RAT Uncharacterized protein OS=Rattus norvegicus GN=Pald PE=4 SV=12 2 -0.093771 -0.669889 0.4797747 0.460825

tr|D3ZX68|D3ZX68_RAT Uncharacterized protein OS=Rattus norvegicus GN=Wasf2 PE=4 SV=12 3 0.0855629 -0.233141 0.4023739 0.46095

sp|Q4KM62|PALMD_RAT Palmdelphin OS=Rattus norvegicus GN=Palmd PE=1 SV=12 3 -0.077697 -0.278124 0.1391393 0.4619875

tr|D4A8I8|D4A8I8_RAT Polymerase (DNA directed), iota (Predicted), isoform CRA_c OS=Rattus norvegicus GN=Poli PE=4 SV=12 10 -0.075524 -0.219921 0.0700539 0.46225

tr|D4AB17|D4AB17_RAT Uncharacterized protein OS=Rattus norvegicus GN=Pfas PE=4 SV=14 5 -0.083157 -0.395148 0.2327676 0.4626375

sp|Q6AXX6|CJ058_RAT UPF0765 protein C10orf58 homolog OS=Rattus norvegicus PE=1 SV=13 7 0.0784335 -0.11737 0.276432 0.4627625

tr|Q5XIN4|Q5XIN4_RAT Myotubularin related protein 9 OS=Rattus norvegicus GN=Mtmr9 PE=2 SV=13 3 -0.082086 -0.395441 0.2206411 0.46285

tr|D3ZUM6|D3ZUM6_RAT; sp|Q63433|PKN1_RAT Uncharacterized protein OS=Rattus norvegicus GN=Pkn1 PE=4 SV=1; Serine/threonine-protein kinase N1 OS=Rattus norvegicus GN=Pkn1 PE=1 SV=22 3 -0.082479 -0.323754 0.1621528 0.4633375

tr|B2GUZ9|B2GUZ9_RAT Fam49b protein OS=Rattus norvegicus GN=Fam49b PE=2 SV=13 3 0.094841 -0.284493 0.4829457 0.4646875

sp|P84817|FIS1_RAT Mitochondrial fission 1 protein OS=Rattus norvegicus GN=Fis1 PE=1 SV=12 6 0.0792426 -0.129554 0.2924725 0.464825

sp|Q562C6|LZTL1_RAT Leucine zipper transcription factor-like protein 1 OS=Rattus norvegicus GN=Lztfl1 PE=2 SV=11 2 0.1009906 -0.292384 0.5259608 0.46495

sp|Q9Z269|VAPB_RAT Vesicle-associated membrane protein-associated protein B OS=Rattus norvegicus GN=Vapb PE=1 SV=32 3 0.0784808 -0.135345 0.2938397 0.465175

sp|Q923V4|FBX6_RAT F-box only protein 6 OS=Rattus norvegicus GN=Fbxo6 PE=2 SV=12 2 -0.088898 -0.546932 0.3753589 0.4652

tr|Q5M7T6|Q5M7T6_RAT ATPase, H+ transporting, lysosomal 38kDa, V0 subunit d1 OS=Rattus norvegicus GN=Atp6v0d1 PE=2 SV=12 3 -0.078493 -0.265694 0.1133839 0.4658375

sp|Q5U2N3|PITM1_RAT Membrane-associated phosphatidylinositol transfer protein 1 OS=Rattus norvegicus GN=Pitpnm1 PE=2 SV=12 2 0.1113855 -0.756379 1.0270884 0.4658625

sp|Q9Z339|GSTO1_RAT Glutathione S-transferase omega-1 OS=Rattus norvegicus GN=Gsto1 PE=1 SV=24 8 -0.079808 -0.351552 0.1823053 0.466825

tr|D3ZNQ6|D3ZNQ6_RAT Ubiquitin carrier protein OS=Rattus norvegicus GN=Ube2m PE=3 SV=17 7 0.0775332 -0.18811 0.3375218 0.466975

tr|D4AA81|D4AA81_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=12 3 0.0920605 -0.678925 0.8555215 0.467875

tr|Q7TQ75|Q7TQ75_RAT Uncharacterized protein OS=Rattus norvegicus GN=Map1lc3b PE=2 SV=11 2 0.0788198 -0.115289 0.2749412 0.4683875

tr|D4A640|D4A640_RAT Proteasome subunit beta type OS=Rattus norvegicus GN=Psmb4 PE=3 SV=13 5 -0.076233 -0.33077 0.1873024 0.46875

tr|D3ZVT2|D3ZVT2_RAT Uncharacterized protein OS=Rattus norvegicus GN=Thada PE=4 SV=12 2 0.1178057 -0.557453 0.8619112 0.468825

sp|P12368|KAP2_RAT cAMP-dependent protein kinase type II-alpha regulatory subunit OS=Rattus norvegicus GN=Prkar2a PE=1 SV=32 4 0.0786124 -0.22562 0.3790298 0.4691

tr|F1LXS3|F1LXS3_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus PE=4 SV=13 5 0.0783943 -0.167554 0.3244232 0.469125

tr|Q6TXH8|Q6TXH8_RAT LRRGT00021 OS=Rattus norvegicus GN=LOC499136 PE=2 SV=11 5 -0.078512 -0.305846 0.1384756 0.46925

sp|O88994|MOSC2_RAT MOSC domain-containing protein 2, mitochondrial OS=Rattus norvegicus GN=Mosc2 PE=2 SV=12 4 -0.080687 -0.316878 0.1546643 0.4707125

sp|O35964|SH3G1_RAT Endophilin-A2 OS=Rattus norvegicus GN=Sh3gl1 PE=1 SV=14 4 0.0780149 -0.235291 0.3731718 0.4709375

sp|Q9QZ86|NOP58_RAT Nucleolar protein 58 OS=Rattus norvegicus GN=Nop58 PE=1 SV=13 3 -0.080786 -0.4903 0.3297613 0.4715625

tr|F1M7S4|F1M7S4_RAT; sp|P21961|CBPA3_RAT Uncharacterized protein OS=Rattus norvegicus GN=Cpa3 PE=4 SV=1; Mast cell carboxypeptidase A (Fragment) OS=Rattus norvegicus GN=Cpa3 PE=1 SV=213 23 -0.07823 -0.308322 0.1623619 0.4721

sp|Q6P686|OSTF1_RAT Osteoclast-stimulating factor 1 OS=Rattus norvegicus GN=Ostf1 PE=1 SV=17 10 0.0747211 -0.133455 0.2754556 0.4735375

tr|D4AEC0|D4AEC0_RAT; sp|P0C0S7|H2AZ_RAT Histone H2A OS=Rattus norvegicus GN=H2afv PE=3 SV=1; Histone H2A.Z OS=Rattus norvegicus GN=H2afz PE=1 SV=22 9 0.0822292 -0.168643 0.3417646 0.4736875

sp|P48199|CRP_RAT C-reactive protein OS=Rattus norvegicus GN=Crp PE=1 SV=13 5 -0.082752 -0.451202 0.3049747 0.4737375

tr|D3ZNL2|D3ZNL2_RAT Thymopoietin, isoform CRA_a OS=Rattus norvegicus GN=Tmpo PE=4 SV=13 3 -0.082837 -0.506943 0.3395706 0.47385

tr|D3ZUP5|D3ZUP5_RAT RCG56448, isoform CRA_a OS=Rattus norvegicus GN=LOC679934 PE=4 SV=12 2 -0.074698 -0.441836 0.3203269 0.4741125

tr|D3ZEA8|D3ZEA8_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=12 2 0.0869179 -0.449749 0.6265655 0.4745

tr|D3ZAE5|D3ZAE5_RAT; sp|P11505-3|AT2B1_RAT ATPase, Ca++ transporting, plasma membrane 1, isoform CRA_b OS=Rattus norvegicus GN=Atp2b1 PE=3 SV=1; Isoform B of Plasma membrane calcium-transporting ATPase 1 OS=Rattus norvegicus GN=Atp2b15 8 0.0752668 -0.102994 0.2569086 0.47465
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sp|P49744|TSP4_RAT Thrombospondin-4 OS=Rattus norvegicus GN=Thbs4 PE=1 SV=14 6 0.0799075 -0.299755 0.4403258 0.4753125

tr|Q3B8R6|Q3B8R6_RAT; sp|Q63678|ZA2G_RAT Alpha-2-glycoprotein 1, zinc OS=Rattus norvegicus GN=Azgp1 PE=2 SV=1; Zinc-alpha-2-glycoprotein OS=Rattus norvegicus GN=Azgp1 PE=2 SV=11 2 -0.080954 -0.667712 0.5307128 0.4754625

tr|F1M0Y9|F1M0Y9_RAT; sp|P53817|PAG16_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Pla2g16 PE=4 SV=1; Group XVI phospholipase A2 OS=Rattus norvegicus GN=Pla2g16 PE=2 SV=21 2 0.0803568 -0.337128 0.5035188 0.4755

sp|P20762|IGG2C_RAT Ig gamma-2C chain C region OS=Rattus norvegicus PE=2 SV=14 7 -0.08806 -0.714522 0.4957743 0.4756625

tr|D3ZWL6|D3ZWL6_RAT Adenosylhomocysteinase OS=Rattus norvegicus GN=Ahcyl2 PE=3 SV=12 3 0.0805665 -0.244091 0.4047594 0.4757625

tr|Q505I9|Q505I9_RAT Epsin 2 OS=Rattus norvegicus GN=Epn2 PE=2 SV=14 5 0.0731848 -0.134993 0.2790194 0.47585

sp|Q00657|CSPG4_RAT Chondroitin sulfate proteoglycan 4 OS=Rattus norvegicus GN=Cspg4 PE=1 SV=213 16 0.0742423 -0.091803 0.2430387 0.4766625

tr|F1LS57|F1LS57_RAT Uncharacterized protein OS=Rattus norvegicus GN=Fbln2 PE=4 SV=13 3 0.0775169 -0.283922 0.4334769 0.477325

sp|Q920Q0|PALM_RAT Paralemmin-1 OS=Rattus norvegicus GN=Palm PE=1 SV=110 18 0.0787006 -0.215122 0.3650358 0.4773875

tr|F1LMJ9|F1LMJ9_RAT Uncharacterized protein OS=Rattus norvegicus GN=Eprs PE=3 SV=112 15 -0.07638 -0.237866 0.0736653 0.4777125

tr|D3ZJ01|D3ZJ01_RAT Similar to RIKEN cDNA 2310035C23 (Predicted) OS=Rattus norvegicus GN=RGD1307235 PE=4 SV=12 2 0.0775361 -0.407443 0.5513053 0.478

tr|Q5XI19|Q5XI19_RAT Fermitin family homolog 2 (Drosophila) OS=Rattus norvegicus GN=Fermt2 PE=2 SV=19 13 -0.07279 -0.16128 0.0138174 0.4783875

sp|Q923S8|PANK4_RAT Pantothenate kinase 4 OS=Rattus norvegicus GN=Pank4 PE=1 SV=12 4 0.0811727 -0.196745 0.3675623 0.478625

tr|F1LQJ7|F1LQJ7_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Pck2 PE=3 SV=18 9 -0.074076 -0.201765 0.0593258 0.47865

tr|F1LQ84|F1LQ84_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Ugp2 PE=4 SV=16 11 -0.075087 -0.256402 0.1007964 0.478925

tr|Q499P2|Q499P2_RAT Leukotriene A4 hydrolase OS=Rattus norvegicus GN=Lta4h PE=2 SV=111 19 -0.073073 -0.216573 0.0717791 0.4789625

tr|E2RUH2|E2RUH2_RAT Ribonuclease inhibitor OS=Rattus norvegicus GN=LOC100360501 PE=2 SV=116 32 -0.072219 -0.146734 0.0037707 0.47925

sp|Q5FVC2|ARHG2_RAT Rho guanine nucleotide exchange factor 2 OS=Rattus norvegicus GN=Arhgef2 PE=2 SV=13 3 -0.080565 -0.500511 0.3325754 0.4794625

tr|D3ZRE3|D3ZRE3_RAT; tr|A0JPL2|A0JPL2_RAT; sp|P97633|KC1A_RAT; sp|P97633-2|KC1A_RAT Uncharacterized protein OS=Rattus norvegicus GN=Csnk1a1 PE=3 SV=1; Casein kinase 1, alpha 1, isoform CRA_d OS=Rattus norvegicus GN=Csnk1a1 PE=2 SV=1; Casein kinase I isoform alpha OS=Rattus norvegicus GN=Csnk1a1 PE=2 SV=1; Isoform 2 of Casein kinase I isoform alpha OS=Rattus norvegicus GN=Csnk1a12 2 -0.095725 -0.642356 0.404706 0.4803

tr|B5DFH2|B5DFH2_RAT; sp|P0C5W1|MAP1S_RAT BPY2 interacting protein 1 (Predicted), isoform CRA_b OS=Rattus norvegicus GN=Map1s PE=2 SV=1; Microtubule-associated protein 1S OS=Rattus norvegicus GN=Map1s PE=1 SV=12 5 0.0731483 -0.275376 0.4143745 0.4806375

sp|Q91V33|KHDR1_RAT KH domain-containing, RNA-binding, signal transduction-associated protein 1 OS=Rattus norvegicus GN=Khdrbs1 PE=1 SV=13 3 -0.077596 -0.348273 0.190285 0.481

tr|D3ZD73|D3ZD73_RAT RCG58047 OS=Rattus norvegicus GN=Ddx6 PE=3 SV=12 4 -0.073605 -0.479665 0.3351113 0.4813

tr|D3ZGN7|D3ZGN7_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=12 2 0.0750928 -0.633267 0.7553952 0.481325

sp|P63004|LIS1_RAT Platelet-activating factor acetylhydrolase IB subunit alpha OS=Rattus norvegicus GN=Pafah1b1 PE=1 SV=28 16 0.0717315 -0.064958 0.2078887 0.4814375

sp|P56558|OGT1_RAT UDP-N-acetylglucosamine--peptide N-acetylglucosaminyltransferase 110 kDa subunit OS=Rattus norvegicus GN=Ogt PE=1 SV=13 3 0.0706585 -0.206738 0.3367645 0.48165

tr|F1M5R5|F1M5R5_RAT; tr|F1LLX4|F1LLX4_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus PE=4 SV=1; Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Sqrdl PE=4 SV=13 3 0.0774187 -0.198642 0.355002 0.4819

sp|Q3MQ06|ATG5_RAT Autophagy protein 5 OS=Rattus norvegicus GN=Atg5 PE=2 SV=11 3 -0.080594 -0.594788 0.4380525 0.482

tr|Q66HL0|Q66HL0_RAT; sp|P21588|5NTD_RAT 5' nucleotidase, ecto OS=Rattus norvegicus GN=Nt5e PE=2 SV=2; 5'-nucleotidase OS=Rattus norvegicus GN=Nt5e PE=1 SV=13 9 -0.075404 -0.292329 0.1290996 0.4825125

tr|Q68G11|Q68G11_RAT; sp|P67874|CSK2B_RAT Casein kinase 2, beta subunit OS=Rattus norvegicus GN=Csnk2b PE=2 SV=2; Casein kinase II subunit beta OS=Rattus norvegicus GN=Csnk2b PE=1 SV=12 3 0.1069158 -0.678629 1.0012321 0.4831125

tr|E9PU28|E9PU28_RAT Inosine-5'-monophosphate dehydrogenase OS=Rattus norvegicus GN=Impdh2 PE=3 SV=14 5 -0.07565 -0.334021 0.1869505 0.483675

sp|Q66H59|NPL_RAT N-acetylneuraminate lyase OS=Rattus norvegicus GN=Npl PE=2 SV=12 3 -0.076186 -0.373385 0.2130132 0.4839875

tr|B2RZB6|B2RZB6_RAT LSM8 homolog, U6 small nuclear RNA associated (S. cerevisiae) OS=Rattus norvegicus GN=Lsm8 PE=4 SV=11 2 -0.075372 -0.402373 0.2426184 0.48435

tr|D3ZCF2|D3ZCF2_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=11 2 -0.064092 -0.781478 0.7320484 0.484525

sp|Q5XII9|FA54B_RAT Protein FAM54B OS=Rattus norvegicus GN=Fam54b PE=2 SV=13 3 0.0739414 -0.170864 0.3183961 0.4847875

sp|Q641X8|EIF3E_RAT Eukaryotic translation initiation factor 3 subunit E OS=Rattus norvegicus GN=Eif3e PE=2 SV=15 5 -0.074808 -0.33306 0.1771609 0.4851

tr|Q1KQ07|Q1KQ07_RAT STAT6 OS=Rattus norvegicus GN=Stat6 PE=2 SV=12 2 -0.077257 -0.326824 0.1545747 0.485425

sp|P10959|EST2_RAT Liver carboxylesterase 1 OS=Rattus norvegicus GN=Es2 PE=1 SV=313 36 0.0746831 -0.192945 0.3410031 0.48575

tr|F1LVL2|F1LVL2_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Icoslg PE=4 SV=12 4 0.0732719 -0.144127 0.2893987 0.4860625

tr|D3ZC00|D3ZC00_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=12 2 -0.078055 -0.637162 0.47116 0.48635

tr|D3ZNM9|D3ZNM9_RAT; tr|B0BN52|B0BN52_RAT Uncharacterized protein OS=Rattus norvegicus GN=Mtch2 PE=3 SV=1; Mitochondrial carrier homolog 2 (C. elegans) OS=Rattus norvegicus GN=Mtch2 PE=2 SV=14 8 0.0748836 -0.108761 0.257705 0.486925

tr|Q5RKH2|Q5RKH2_RAT Galactokinase 1 OS=Rattus norvegicus GN=Galk1 PE=2 SV=12 3 -0.07436 -0.297281 0.1582474 0.4869625

sp|Q5FVK6|C2D1B_RAT Coiled-coil and C2 domain-containing protein 1B OS=Rattus norvegicus GN=Cc2d1b PE=2 SV=23 5 -0.071909 -0.333099 0.1910985 0.48745

tr|F1LQ99|F1LQ99_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Aldh4a1 PE=4 SV=12 5 -0.072046 -0.523436 0.3907214 0.488225

tr|B3SVE9|B3SVE9_RAT; sp|Q64232|TECR_RAT Neuroprotective protein 13 OS=Rattus norvegicus GN=Tecr PE=2 SV=1; Trans-2,3-enoyl-CoA reductase OS=Rattus norvegicus GN=Tecr PE=2 SV=14 6 0.0850606 -0.204833 0.3893134 0.488375

tr|F1LP08|F1LP08_RAT Uncharacterized protein OS=Rattus norvegicus GN=Pycrl PE=4 SV=12 2 0.0771829 -0.151192 0.3159726 0.4885

sp|Q63537|SYN2_RAT Synapsin-2 OS=Rattus norvegicus GN=Syn2 PE=1 SV=13 4 0.0749792 -0.221083 0.3558196 0.4893

sp|Q5XIF4|SUMO3_RAT Small ubiquitin-related modifier 3 OS=Rattus norvegicus GN=Sumo3 PE=2 SV=11 2 -0.07326 -0.268044 0.1172152 0.48955

tr|Q6P725|Q6P725_RAT; sp|P48675|DESM_RAT Desmin OS=Rattus norvegicus GN=Des PE=2 SV=1; Desmin OS=Rattus norvegicus GN=Des PE=2 SV=211 17 -0.077772 -0.591795 0.4436821 0.4895625

tr|D3Z964|D3Z964_RAT RCG61762, isoform CRA_e OS=Rattus norvegicus GN=Sfrs7 PE=4 SV=15 5 -0.075216 -0.539711 0.3683572 0.48965

sp|Q5EGY4|YKT6_RAT Synaptobrevin homolog YKT6 OS=Rattus norvegicus GN=Ykt6 PE=1 SV=14 6 0.0720772 -0.121119 0.2693963 0.4898875
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sp|P60901|PSA6_RAT Proteasome subunit alpha type-6 OS=Rattus norvegicus GN=Psma6 PE=1 SV=15 7 -0.071474 -0.277682 0.128598 0.490225

sp|P20759|IGHG1_RAT Ig gamma-1 chain C region OS=Rattus norvegicus PE=1 SV=12 3 -0.059585 -0.717934 0.6387217 0.4902375

tr|D3ZII8|D3ZII8_RAT Uncharacterized protein OS=Rattus norvegicus GN=Smyd5 PE=4 SV=11 2 0.071456 -0.219705 0.3556495 0.4911625

tr|O88565|O88565_RAT RAB5A, member RAS oncogene family OS=Rattus norvegicus GN=Rab5a PE=2 SV=12 3 0.0734986 -0.214686 0.3622208 0.4924

sp|P19357|GTR4_RAT Solute carrier family 2, facilitated glucose transporter member 4 OS=Rattus norvegicus GN=Slc2a4 PE=1 SV=12 2 -0.071422 -0.459607 0.3054197 0.4926125

sp|Q63524|TMED2_RAT Transmembrane emp24 domain-containing protein 2 OS=Rattus norvegicus GN=Tmed2 PE=1 SV=11 3 -0.071731 -0.34326 0.1997644 0.4928

tr|Q66H18|Q66H18_RAT; tr|D3ZZU5|D3ZZU5_RAT Synaptophysin-like 1 OS=Rattus norvegicus GN=Sypl1 PE=2 SV=1; Uncharacterized protein OS=Rattus norvegicus GN=Sypl1 PE=4 SV=12 3 0.0814101 -0.429625 0.6172135 0.4929

sp|Q99ML5|PCYOX_RAT Prenylcysteine oxidase OS=Rattus norvegicus GN=Pcyox1 PE=1 SV=12 3 -0.071955 -0.447362 0.3041803 0.4936375

tr|D4A9K3|D4A9K3_RAT D-tyrosyl-tRNA(Tyr) deacylase OS=Rattus norvegicus GN=Dtd1 PE=3 SV=12 2 -0.082424 -0.497214 0.313535 0.494025

tr|Q1RP74|Q1RP74_RAT RCG53953, isoform CRA_a OS=Rattus norvegicus GN=Tbcb PE=2 SV=16 11 0.0708846 -0.066607 0.2137967 0.4941

sp|Q99P74|RB27B_RAT Ras-related protein Rab-27B OS=Rattus norvegicus GN=Rab27b PE=2 SV=31 2 -0.077347 -0.697062 0.515761 0.4942

sp|Q5QJC9|BAG5_RAT BAG family molecular chaperone regulator 5 OS=Rattus norvegicus GN=Bag5 PE=1 SV=12 3 -0.076977 -0.381837 0.2095343 0.494475

tr|D4AEI5|D4AEI5_RAT Uncharacterized protein OS=Rattus norvegicus GN=Myef2 PE=4 SV=12 3 0.0718466 -0.209064 0.3645834 0.4957875

sp|P62959|HINT1_RAT Histidine triad nucleotide-binding protein 1 OS=Rattus norvegicus GN=Hint1 PE=1 SV=52 5 0.0721539 -0.040349 0.1877971 0.4961

sp|Q6P0K8|PLAK_RAT Junction plakoglobin OS=Rattus norvegicus GN=Jup PE=1 SV=14 7 -0.071803 -0.33301 0.1908794 0.496375

sp|P97576|GRPE1_RAT GrpE protein homolog 1, mitochondrial OS=Rattus norvegicus GN=Grpel1 PE=1 SV=22 3 0.0707396 -0.125914 0.2610143 0.496425

tr|F1MA49|F1MA49_RAT Uncharacterized protein OS=Rattus norvegicus GN=LOC100362962 PE=4 SV=12 2 -0.073765 -0.474812 0.3423971 0.496525

tr|B1WC34|B1WC34_RAT Protein kinase C substrate 80K-H OS=Rattus norvegicus GN=Prkcsh PE=2 SV=15 8 -0.070841 -0.199403 0.0605022 0.4968

tr|Q6IMX8|Q6IMX8_RAT Acyl-CoA thioesterase 2 OS=Rattus norvegicus GN=Acot2 PE=2 SV=16 8 0.0698537 -0.086975 0.2253007 0.496925

sp|P06214|HEM2_RAT Delta-aminolevulinic acid dehydratase OS=Rattus norvegicus GN=Alad PE=1 SV=12 2 -0.071349 -0.43455 0.2906467 0.4969375

tr|Q4KM69|Q4KM69_RAT COP9 (Constitutive photomorphogenic) homolog, subunit 5 (Arabidopsis thaliana) OS=Rattus norvegicus GN=Cops5 PE=2 SV=13 5 0.0721889 -0.134037 0.2915789 0.498225

tr|F1LUA1|F1LUA1_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Eea1 PE=4 SV=14 4 0.0763978 -0.114072 0.2826571 0.49825

sp|Q9R1T5|ACY2_RAT Aspartoacylase OS=Rattus norvegicus GN=Aspa PE=1 SV=210 20 -0.069629 -0.218094 0.0767545 0.4983375

tr|F1LRK0|F1LRK0_RAT; tr|D4A9D2|D4A9D2_RAT; tr|D3ZWG0|D3ZWG0_RAT; tr|D3ZJG9|D3ZJG9_RAT; tr|D3ZAD2|D3ZAD2_RAT Uncharacterized protein OS=Rattus norvegicus GN=Snap91 PE=4 SV=1; Uncharacterized protein OS=Rattus norvegicus PE=4 SV=1; Uncharacterized protein OS=Rattus norvegicus PE=4 SV=1; Uncharacterized protein OS=Rattus norvegicus PE=4 SV=1; Uncharacterized protein OS=Rattus norvegicus PE=4 SV=15 6 0.0710124 -0.151531 0.3038045 0.498625

tr|D3ZWM5|D3ZWM5_RAT Histone H2B OS=Rattus norvegicus GN=Hist1h2bb PE=3 SV=113 74 -0.070894 -0.248127 0.1143817 0.498775

tr|B0BMY8|B0BMY8_RAT; sp|P84245|H33_RAT Histone H3 OS=Rattus norvegicus GN=H3f3b PE=2 SV=1; Histone H3.3 OS=Rattus norvegicus GN=H3f3b PE=1 SV=22 2 -0.067984 -0.544665 0.4329538 0.49965

tr|D3ZDC1|D3ZDC1_RAT Uncharacterized protein OS=Rattus norvegicus GN=Drg2 PE=4 SV=12 2 0.0700308 -0.548163 0.6484727 0.500675

tr|F1LPH1|F1LPH1_RAT; tr|D4A129|D4A129_RAT; sp|P27321|ICAL_RAT; sp|P27321-3|ICAL_RAT Uncharacterized protein OS=Rattus norvegicus GN=Cast PE=4 SV=1; Uncharacterized protein OS=Rattus norvegicus PE=4 SV=1; Calpastatin OS=Rattus norvegicus GN=Cast PE=1 SV=3; Isoform 3 of Calpastatin OS=Rattus norvegicus GN=Cast6 6 -0.070837 -0.209874 0.0645731 0.5018

sp|Q6DGG1|ABHEB_RAT Abhydrolase domain-containing protein 14B OS=Rattus norvegicus GN=Abhd14b PE=2 SV=13 4 -0.070441 -0.221393 0.0762733 0.501925

tr|D4ACM1|D4ACM1_RAT Uncharacterized protein OS=Rattus norvegicus GN=LOC100362548 PE=4 SV=12 2 -0.066541 -0.695666 0.5815545 0.5022625

tr|F1LNG7|F1LNG7_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Gna13 PE=4 SV=12 3 0.0712466 -0.235676 0.3686871 0.5025375

tr|D3ZRN3|D3ZRN3_RAT Similar to cytoplasmic beta-actin (Predicted) OS=Rattus norvegicus GN=Actbl2 PE=3 SV=11 7 -0.067889 -0.364533 0.2314042 0.502575

tr|Q6AY58|Q6AY58_RAT B-cell receptor-associated protein 31 OS=Rattus norvegicus GN=Bcap31 PE=2 SV=12 5 0.0661221 -0.10396 0.2320271 0.5027

sp|Q6P7S1|ASAH1_RAT Acid ceramidase OS=Rattus norvegicus GN=Asah1 PE=2 SV=18 12 0.070825 -0.119477 0.2673084 0.502825

tr|D4A4J7|D4A4J7_RAT; tr|D3ZJU5|D3ZJU5_RAT; tr|D3ZHZ2|D3ZHZ2_RAT Uncharacterized protein OS=Rattus norvegicus GN=Smarcc1 PE=4 SV=1; SWI/SNF related, matrix associated, actin dependent regulator of chromatin, subfamily c, member 1 (Predicted), isoform CRA_b OS=Rattus norvegicus GN=Smarcc1 PE=4 SV=1; SWI/SNF related, matrix associated, actin dependent regulator of chromatin, subfamily c, member 1 (Predicted), isoform CRA_a OS=Rattus norvegicus GN=Smarcc1 PE=4 SV=12 2 -0.07405 -0.428413 0.2598486 0.5029625

tr|B0K010|B0K010_RAT Thioredoxin domain containing 17 OS=Rattus norvegicus GN=Txndc17 PE=2 SV=12 6 -0.070025 -0.349222 0.1986028 0.502975

tr|F1LYU4|F1LYU4_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus PE=4 SV=11 2 -0.061706 -0.894956 0.8163758 0.5031

tr|Q6XDA1|Q6XDA1_RAT Erythroid spectrin alpha OS=Rattus norvegicus GN=Spta1 PE=2 SV=12 2 0.0544997 -0.612037 0.6854558 0.5035625

sp|Q792I0|LIN7C_RAT Protein lin-7 homolog C OS=Rattus norvegicus GN=Lin7c PE=1 SV=13 3 0.0697435 -0.224435 0.3697255 0.5037625

sp|Q5EB77|RAB18_RAT Ras-related protein Rab-18 OS=Rattus norvegicus GN=Rab18 PE=2 SV=13 3 0.0706058 -0.171972 0.3180619 0.5039875

tr|Q5I0F0|Q5I0F0_RAT Developmentally regulated GTP binding protein 1 OS=Rattus norvegicus GN=Drg1 PE=2 SV=14 5 -0.070548 -0.333387 0.1934721 0.5040625

sp|P63170|DYL1_RAT Dynein light chain 1, cytoplasmic OS=Rattus norvegicus GN=Dynll1 PE=1 SV=12 10 0.0700001 -0.059447 0.1932547 0.504125

sp|Q4G061|EIF3B_RAT Eukaryotic translation initiation factor 3 subunit B OS=Rattus norvegicus GN=Eif3b PE=1 SV=12 2 0.0673309 -0.238549 0.3574027 0.504125

tr|Q6MG85|Q6MG85_RAT 1-acylglycerol-3-phosphate O-acyltransferase 1 (Lysophosphatidic acid acyltransferase, alpha) OS=Rattus norvegicus GN=Agpat1 PE=2 SV=11 2 0.0664937 -0.401356 0.5409358 0.504225

tr|D3ZJF4|D3ZJF4_RAT Uncharacterized protein OS=Rattus norvegicus GN=LOC100360986 PE=4 SV=17 12 -0.070156 -0.24004 0.0914128 0.5049125

tr|D4A8A0|D4A8A0_RAT Uncharacterized protein OS=Rattus norvegicus GN=Cad PE=3 SV=15 5 -0.068387 -0.317413 0.1819185 0.505

sp|Q08163|CAP1_RAT Adenylyl cyclase-associated protein 1 OS=Rattus norvegicus GN=Cap1 PE=1 SV=313 34 -0.070841 -0.1321 -0.007284 0.5053625

tr|D3ZSA9|D3ZSA9_RAT Similar to pM5 protein; DNA segment, Chr 7, ERATO Doi 156, expressed (Predicted) OS=Rattus norvegicus GN=Nomo1 PE=4 SV=12 2 0.0706032 -0.627095 0.7796993 0.5055375

tr|D4ABT3|D4ABT3_RAT RCG25673, isoform CRA_d OS=Rattus norvegicus GN=Cdv3 PE=4 SV=12 2 0.0692008 -0.334235 0.4547461 0.5063125

tr|D3ZMS6|D3ZMS6_RAT DNA-directed RNA polymerase OS=Rattus norvegicus GN=Polr2a PE=3 SV=13 4 0.0637216 -0.291476 0.425087 0.506375
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tr|D3Z8Y0|D3Z8Y0_RAT Uncharacterized protein OS=Rattus norvegicus GN=Snx1 PE=4 SV=15 5 -0.066954 -0.377966 0.2329854 0.5067375

sp|P97834|CSN1_RAT COP9 signalosome complex subunit 1 OS=Rattus norvegicus GN=Gps1 PE=1 SV=14 4 -0.066943 -0.479634 0.3604005 0.5068875

sp|O35274|NEB2_RAT Neurabin-2 OS=Rattus norvegicus GN=Ppp1r9b PE=1 SV=12 2 -0.059545 -0.566447 0.4543971 0.5072375

sp|Q6P6R2|DLDH_RAT Dihydrolipoyl dehydrogenase, mitochondrial OS=Rattus norvegicus GN=Dld PE=1 SV=112 26 0.0700022 -0.039118 0.1813843 0.507475

sp|B0BNM9|GLTP_RAT Glycolipid transfer protein OS=Rattus norvegicus GN=GLTP PE=2 SV=12 2 -0.062527 -0.568982 0.4459206 0.507675

tr|D3ZVI9|D3ZVI9_RAT Parkinson disease 7 domain containing 1 (Predicted), isoform CRA_a OS=Rattus norvegicus GN=Pddc1 PE=4 SV=11 3 -0.066898 -0.256992 0.1279856 0.5077375

sp|Q9QYJ4|ABCB9_RAT ATP-binding cassette sub-family B member 9 OS=Rattus norvegicus GN=Abcb9 PE=2 SV=13 4 -0.072144 -0.426998 0.2796141 0.5083875

sp|Q9ES40|PRAF3_RAT PRA1 family protein 3 OS=Rattus norvegicus GN=Arl6ip5 PE=1 SV=12 3 0.0664572 -0.436394 0.5813057 0.508525

tr|D3ZNZ9|D3ZNZ9_RAT Histone H2B OS=Rattus norvegicus GN=Hist3h2ba PE=3 SV=12 2 0.0663776 -0.452767 0.5774819 0.5085875

tr|F1LWH6|F1LWH6_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Mecp2 PE=4 SV=14 4 -0.069288 -0.314627 0.1704287 0.5087125

sp|Q9WVH8|FBLN5_RAT Fibulin-5 OS=Rattus norvegicus GN=Fbln5 PE=2 SV=17 18 0.0674471 -0.264189 0.399625 0.5090875

sp|P40329|SYRC_RAT Arginyl-tRNA synthetase, cytoplasmic OS=Rattus norvegicus GN=Rars PE=1 SV=212 18 -0.0691 -0.189259 0.0500935 0.5093

sp|Q9ES54|NPL4_RAT Nuclear protein localization protein 4 homolog OS=Rattus norvegicus GN=Nploc4 PE=1 SV=31 2 -0.065093 -0.201359 0.0810927 0.51065

tr|Q99MI5|Q99MI5_RAT Spermidine synthase OS=Rattus norvegicus GN=Srm PE=2 SV=12 4 -0.0671 -0.322223 0.1808215 0.511175

sp|P02454|CO1A1_RAT Collagen alpha-1(I) chain OS=Rattus norvegicus GN=Col1a1 PE=1 SV=513 34 0.0697581 -0.189284 0.3368916 0.5113375

tr|F1LV42|F1LV42_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus PE=4 SV=17 10 0.0671879 -0.179898 0.3064722 0.51165

tr|D3ZVT5|D3ZVT5_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=16 8 0.0661039 -0.171309 0.3111642 0.511975

sp|P18886|CPT2_RAT Carnitine O-palmitoyltransferase 2, mitochondrial OS=Rattus norvegicus GN=Cpt2 PE=1 SV=12 3 0.0687832 -0.174119 0.3157382 0.51205

tr|B2RYJ7|B2RYJ7_RAT ARP1 actin-related protein 1 homolog B (Yeast) OS=Rattus norvegicus GN=Actr1b PE=2 SV=12 8 -0.071118 -0.224406 0.0780707 0.51265

tr|D3ZRE7|D3ZRE7_RAT SWAP complex protein (Predicted), isoform CRA_b OS=Rattus norvegicus GN=Swap70 PE=4 SV=14 8 -0.06834 -0.21453 0.0788137 0.5131375

sp|P16446|PIPNA_RAT Phosphatidylinositol transfer protein alpha isoform OS=Rattus norvegicus GN=Pitpna PE=1 SV=26 9 -0.081659 -0.320395 0.1145968 0.513925

tr|D4A8E3|D4A8E3_RAT Uncharacterized protein OS=Rattus norvegicus GN=Arfgap2 PE=4 SV=12 3 0.061785 -0.266854 0.3896327 0.5139375

tr|D3ZXF1|D3ZXF1_RAT; tr|D3ZJG4|D3ZJG4_RAT Uncharacterized protein OS=Rattus norvegicus GN=LOC691631 PE=4 SV=1; Uncharacterized protein OS=Rattus norvegicus GN=LOC691631 PE=4 SV=13 3 0.0670232 -0.181096 0.3140099 0.5149375

tr|F1LPD0|F1LPD0_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Col15a1 PE=4 SV=113 48 -0.067511 -0.240086 0.0957479 0.5152875

sp|P08733|MLRV_RAT Myosin regulatory light chain 2, ventricular/cardiac muscle isoform OS=Rattus norvegicus GN=Myl2 PE=1 SV=22 3 0.0207342 -1.987001 2.0759097 0.5167125

sp|P14882|PCCA_RAT Propionyl-CoA carboxylase alpha chain, mitochondrial OS=Rattus norvegicus GN=Pcca PE=1 SV=34 5 -0.064106 -0.297513 0.1710006 0.516875

tr|D4A978|D4A978_RAT Uncharacterized protein OS=Rattus norvegicus GN=Plcd3 PE=4 SV=13 4 0.058918 -0.258314 0.3842626 0.5172

tr|F1LS02|F1LS02_RAT; tr|D4A0V4|D4A0V4_RAT Uncharacterized protein OS=Rattus norvegicus GN=Nup155 PE=4 SV=1; Nucleoporin 155 OS=Rattus norvegicus GN=Nup155 PE=4 SV=12 3 -0.071587 -0.413217 0.2442483 0.51765

tr|F1LZX9|F1LZX9_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus PE=3 SV=12 3 -0.058011 -0.437759 0.3209031 0.5180875

sp|P08426|TRY3_RAT Cationic trypsin-3 OS=Rattus norvegicus GN=Try3 PE=2 SV=11 5 0.0666185 -0.199663 0.3414591 0.518875

sp|Q5XHY7|STAM2_RAT Signal transducing adapter molecule 2 OS=Rattus norvegicus GN=Stam2 PE=2 SV=13 3 0.0586689 -0.431372 0.5345085 0.519225

sp|Q5I0D5|LHPP_RAT Phospholysine phosphohistidine inorganic pyrophosphate phosphatase OS=Rattus norvegicus GN=Lhpp PE=2 SV=12 2 -0.05141 -1.091884 0.9348541 0.5192625

tr|D4AC36|D4AC36_RAT Uncharacterized protein OS=Rattus norvegicus GN=Eif3f PE=4 SV=12 3 -0.067738 -0.401351 0.2648001 0.5193

sp|Q5FWT1|FA98A_RAT Protein FAM98A OS=Rattus norvegicus GN=Fam98a PE=2 SV=11 2 0.0542607 -0.665908 0.7552641 0.5197

tr|Q7TQN4|Q7TQN4_RAT RELA OS=Rattus norvegicus GN=Rela PE=2 SV=12 2 -0.063249 -0.375672 0.2416335 0.520525

tr|F1M971|F1M971_RAT Uncharacterized protein OS=Rattus norvegicus GN=Ubqln1 PE=4 SV=12 3 0.0610269 -0.402044 0.5115373 0.5206

tr|D3ZX42|D3ZX42_RAT G protein-coupled receptor 21 (Predicted), isoform CRA_a OS=Rattus norvegicus GN=Rabgap1 PE=4 SV=12 2 0.0572741 -0.326123 0.430284 0.5209875

sp|P16970|ABCD3_RAT ATP-binding cassette sub-family D member 3 OS=Rattus norvegicus GN=Abcd3 PE=1 SV=32 2 -0.044689 -0.471546 0.4206968 0.5215

tr|Q6PDW1|Q6PDW1_RAT 40S ribosomal protein S12 OS=Rattus norvegicus GN=Rps12 PE=2 SV=14 5 -0.065451 -0.300438 0.1702807 0.5215375

tr|D3ZY46|D3ZY46_RAT Engulfment and cell motility 1, ced-12 homolog (C. elegans) (Predicted), isoform CRA_a OS=Rattus norvegicus GN=Elmo1 PE=4 SV=12 4 0.0676458 -0.140193 0.2844895 0.5216625

tr|F1LQM9|F1LQM9_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=13 4 -0.061416 -0.373895 0.2602236 0.5216625

sp|Q5XI72|IF4H_RAT Eukaryotic translation initiation factor 4H OS=Rattus norvegicus GN=Eif4h PE=1 SV=16 13 0.0678783 -0.030207 0.1634779 0.522125

sp|Q9Z1M9|SMC1A_RAT Structural maintenance of chromosomes protein 1A OS=Rattus norvegicus GN=Smc1a PE=1 SV=13 3 0.0632515 -0.203937 0.3318593 0.522275

tr|B2RYJ3|B2RYJ3_RAT RGD1563853 protein OS=Rattus norvegicus GN=RGD1563853 PE=2 SV=13 4 0.0611024 -0.29131 0.4075258 0.5223

tr|Q68FT8|Q68FT8_RAT RCG33981, isoform CRA_a OS=Rattus norvegicus GN=Serpinf2 PE=2 SV=12 3 -0.057294 -0.476548 0.3672677 0.5223375

tr|F1M260|F1M260_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus PE=4 SV=12 3 0.0566888 -0.360382 0.4754655 0.5224625

sp|P61589|RHOA_RAT Transforming protein RhoA OS=Rattus norvegicus GN=Rhoa PE=1 SV=18 25 0.0676388 -0.034059 0.165413 0.5225

sp|Q6NX65|PDC10_RAT Programmed cell death protein 10 OS=Rattus norvegicus GN=Pdcd10 PE=2 SV=12 2 0.0603644 -0.271163 0.3907255 0.5225125

sp|Q63644|ROCK1_RAT Rho-associated protein kinase 1 OS=Rattus norvegicus GN=Rock1 PE=1 SV=12 2 0.0655698 -0.299007 0.4395907 0.522525

tr|O08769|O08769_RAT Cyclin dependent kinase inhibitor OS=Rattus norvegicus GN=Cdkn1b PE=2 SV=12 2 0.0571735 -0.331151 0.4125844 0.5235125
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tr|D3ZTJ0|D3ZTJ0_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=12 2 -0.042209 -0.703672 0.6559038 0.52375

sp|Q9QZ76|MYG_RAT Myoglobin OS=Rattus norvegicus GN=Mb PE=1 SV=36 14 -0.031506 -1.556129 1.4627013 0.52405

tr|D4A3Q7|D4A3Q7_RAT; tr|D3ZCH7|D3ZCH7_RAT Uncharacterized protein OS=Rattus norvegicus GN=Add3 PE=4 SV=1; Uncharacterized protein OS=Rattus norvegicus GN=Add3 PE=4 SV=113 22 -0.066592 -0.178443 0.0469186 0.524225

tr|D3ZE32|D3ZE32_RAT Uncharacterized protein OS=Rattus norvegicus GN=LOC361414 PE=4 SV=111 36 0.0651486 -0.131008 0.266934 0.5248

tr|D3ZRB0|D3ZRB0_RAT; tr|D3ZGE6|D3ZGE6_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=1; Cortactin, isoform CRA_c OS=Rattus norvegicus GN=Cttn PE=4 SV=11 2 0.0272309 -1.066747 1.10956 0.5252625

sp|Q4V8C3|EMAL1_RAT; sp|Q4V8C3-2|EMAL1_RAT Echinoderm microtubule-associated protein-like 1 OS=Rattus norvegicus GN=Eml1 PE=2 SV=2; Isoform 2 of Echinoderm microtubule-associated protein-like 1 OS=Rattus norvegicus GN=Eml12 5 0.0656747 -0.115574 0.2477951 0.5254

tr|D3Z926|D3Z926_RAT Scavenger receptor class A, member 5 (Putative) (Predicted) OS=Rattus norvegicus GN=Scara5 PE=4 SV=12 2 -0.060268 -0.373438 0.257578 0.5254375

tr|D3ZBN0|D3ZBN0_RAT RCG23067 OS=Rattus norvegicus GN=Hist1h1b PE=3 SV=18 13 -0.063961 -0.281905 0.1507857 0.5256

sp|Q5U2Q3|CK054_RAT Ester hydrolase C11orf54 homolog OS=Rattus norvegicus PE=1 SV=13 4 -0.054584 -0.488294 0.3691584 0.526475

sp|P54921|SNAA_RAT Alpha-soluble NSF attachment protein OS=Rattus norvegicus GN=Napa PE=1 SV=25 9 0.0655119 -0.125012 0.2616342 0.526975

sp|Q32PZ3|UN45A_RAT Protein unc-45 homolog A OS=Rattus norvegicus GN=Unc45a PE=2 SV=13 5 -0.060699 -0.31219 0.1952521 0.5270375

sp|P01256|CALCA_RAT Calcitonin gene-related peptide 1 OS=Rattus norvegicus GN=Calca PE=2 SV=11 2 0.0559817 -0.380674 0.4901698 0.5277625

tr|D3ZGX8|D3ZGX8_RAT Uncharacterized protein OS=Rattus norvegicus GN=Brd4 PE=4 SV=11 2 -0.054334 -0.547311 0.4376911 0.528175

tr|F1LN59|F1LN59_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Eif4g2 PE=4 SV=14 6 0.0653446 -0.14159 0.2747805 0.52935

tr|F1M790|F1M790_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Ptgfrn PE=4 SV=13 3 -0.034803 -0.485986 0.4681292 0.5305625

sp|Q08851|STX5_RAT Syntaxin-5 OS=Rattus norvegicus GN=Stx5 PE=1 SV=21 2 0.0550937 -0.393514 0.5081988 0.5311

tr|E9PT22|E9PT22_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=19 11 -0.061095 -0.273564 0.1561425 0.5313875

tr|F1LQB5|F1LQB5_RAT; sp|Q5M7W5|MAP4_RAT Microtubule-associated protein OS=Rattus norvegicus GN=Map4 PE=4 SV=1; Microtubule-associated protein 4 OS=Rattus norvegicus GN=Map4 PE=1 SV=11 2 0.0565229 -0.254652 0.3557249 0.5315625

sp|P09951|SYN1_RAT Synapsin-1 OS=Rattus norvegicus GN=Syn1 PE=1 SV=32 3 -0.052003 -0.435315 0.3531901 0.5317625

tr|B5DFI3|B5DFI3_RAT Adaptor protein complex AP-1, sigma 1 (Predicted), isoform CRA_b OS=Rattus norvegicus GN=Ap1s1 PE=2 SV=12 3 -0.043126 -0.605998 0.5234554 0.5329875

tr|D3ZLM5|D3ZLM5_RAT NHL repeat containing 2 (Predicted) OS=Rattus norvegicus GN=Nhlrc2 PE=4 SV=11 2 -0.0551 -0.610776 0.4808577 0.5330875

tr|Q32KJ5|Q32KJ5_RAT Glucosamine (N-acetyl)-6-sulfatase OS=Rattus norvegicus GN=Gns PE=2 SV=11 2 0.0492851 -0.430246 0.533121 0.53345

sp|P85515|ACTZ_RAT Alpha-centractin OS=Rattus norvegicus GN=Actr1a PE=1 SV=15 11 0.0633347 -0.099227 0.2237933 0.533775

tr|F1M7F8|F1M7F8_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus PE=4 SV=13 4 -0.055644 -0.406868 0.2997195 0.5339375

tr|D4ACG2|D4ACG2_RAT IlvB (Bacterial acetolactate synthase)-like (Predicted), isoform CRA_c OS=Rattus norvegicus GN=Ilvbl PE=3 SV=16 12 -0.054095 -0.395687 0.3039577 0.534125

tr|F1LSZ0|F1LSZ0_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus PE=4 SV=13 5 -0.064197 -0.206097 0.0848549 0.5345125

sp|P56574|IDHP_RAT Isocitrate dehydrogenase [NADP], mitochondrial OS=Rattus norvegicus GN=Idh2 PE=1 SV=215 34 -0.057423 -0.369835 0.2623479 0.53495

tr|F1LRB8|F1LRB8_RAT S-adenosylmethionine synthase OS=Rattus norvegicus GN=LOC100363915 PE=3 SV=14 4 -0.060973 -0.283198 0.1606274 0.535325

sp|Q9Z254|GIPC1_RAT PDZ domain-containing protein GIPC1 OS=Rattus norvegicus GN=Gipc1 PE=1 SV=22 3 0.0603723 -0.250347 0.384325 0.5353875

sp|P07153|RPN1_RAT Dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit 1 OS=Rattus norvegicus GN=Rpn1 PE=2 SV=112 21 -0.066587 -0.173672 0.0394521 0.536025

sp|Q08603|PGTB2_RAT Geranylgeranyl transferase type-2 subunit beta OS=Rattus norvegicus GN=Rabggtb PE=1 SV=11 2 0.0551885 -0.275807 0.3835661 0.53605

tr|B4F7A3|B4F7A3_RAT Hspc159 protein OS=Rattus norvegicus GN=Hspc159 PE=2 SV=11 2 0.0180695 -1.080348 1.1074718 0.5361125

tr|B6DYQ9|B6DYQ9_RAT; sp|P30713|GSTT2_RAT Glutathione S-transferase theta 2 OS=Rattus norvegicus GN=Gstt2 PE=2 SV=1; Glutathione S-transferase theta-2 OS=Rattus norvegicus GN=Gstt2 PE=1 SV=34 6 0.0634239 -0.216643 0.366528 0.536375

tr|D3ZDS8|D3ZDS8_RAT Uncharacterized protein OS=Rattus norvegicus GN=RGD1564952 PE=4 SV=11 2 -0.009192 -1.410057 1.278744 0.5363875

sp|P20650|PPM1A_RAT Protein phosphatase 1A OS=Rattus norvegicus GN=Ppm1a PE=1 SV=13 4 -0.061446 -0.316419 0.2045871 0.536475

tr|Q6GMM8|Q6GMM8_RAT Solute carrier family 27 (Fatty acid transporter), member 1 OS=Rattus norvegicus GN=Slc27a1 PE=2 SV=18 15 0.0648407 -0.096718 0.23382 0.536575

tr|D4ABA5|D4ABA5_RAT RCG35999, isoform CRA_a OS=Rattus norvegicus GN=Smtn PE=4 SV=13 4 -0.059476 -0.418663 0.2922877 0.5367625

tr|F1M7R8|F1M7R8_RAT; sp|O70593|SGTA_RAT Uncharacterized protein OS=Rattus norvegicus GN=Sgta PE=4 SV=1; Small glutamine-rich tetratricopeptide repeat-containing protein alpha OS=Rattus norvegicus GN=Sgta PE=1 SV=13 4 -0.061405 -0.269792 0.1451658 0.5373125

sp|O08839|BIN1_RAT; sp|O08839-2|BIN1_RAT Myc box-dependent-interacting protein 1 OS=Rattus norvegicus GN=Bin1 PE=1 SV=1; Isoform AMPH2-2 of Myc box-dependent-interacting protein 1 OS=Rattus norvegicus GN=Bin14 5 0.0582121 -0.199035 0.3117152 0.5377125

tr|D3ZZ63|D3ZZ63_RAT; tr|D3ZHA0|D3ZHA0_RAT Uncharacterized protein OS=Rattus norvegicus GN=Flnc PE=4 SV=1; Uncharacterized protein OS=Rattus norvegicus GN=Flnc PE=4 SV=14 4 0.058123 -0.360826 0.4981524 0.5378375

sp|Q9EQP5|PRELP_RAT Prolargin OS=Rattus norvegicus GN=Prelp PE=2 SV=122 100 0.0634508 -0.095259 0.2245617 0.537875

sp|O08697|ARL2_RAT ADP-ribosylation factor-like protein 2 OS=Rattus norvegicus GN=Arl2 PE=1 SV=11 2 -0.057746 -0.300669 0.1911015 0.5385

tr|F1M7P5|F1M7P5_RAT Uncharacterized protein OS=Rattus norvegicus GN=LOC100359558 PE=4 SV=12 2 -0.052054 -0.438465 0.3443484 0.538925

tr|F1LWZ5|F1LWZ5_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus PE=4 SV=12 3 0.0595339 -0.177608 0.3030587 0.5398125

tr|Q5M9F7|Q5M9F7_RAT ARP10 actin-related protein 10 homolog (S. cerevisiae) OS=Rattus norvegicus GN=Actr10 PE=2 SV=15 6 -0.057786 -0.264926 0.1547895 0.5402875

sp|Q6AYQ4|TM109_RAT Transmembrane protein 109 OS=Rattus norvegicus GN=Tmem109 PE=2 SV=12 4 -0.053073 -0.338652 0.2503789 0.5403875

sp|Q64654|CP51A_RAT Lanosterol 14-alpha demethylase OS=Rattus norvegicus GN=Cyp51a1 PE=2 SV=12 2 0.0389253 -0.804263 0.9309415 0.540575

sp|Q63610-2|TPM3_RAT Isoform 2 of Tropomyosin alpha-3 chain OS=Rattus norvegicus GN=Tpm32 3 0.0649341 -0.42431 0.5819472 0.5407

sp|O08836|IGBP1_RAT Immunoglobulin-binding protein 1 OS=Rattus norvegicus GN=Igbp1 PE=2 SV=22 2 0.0388865 -0.675291 0.7349593 0.5412125

tr|F1MA65|F1MA65_RAT; tr|D3ZF27|D3ZF27_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Hook3 PE=4 SV=1; Uncharacterized protein OS=Rattus norvegicus PE=4 SV=13 3 -0.057713 -0.303441 0.1821133 0.54165
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sp|Q64268|HEP2_RAT Heparin cofactor 2 OS=Rattus norvegicus GN=Serpind1 PE=2 SV=15 7 -0.060366 -0.432974 0.2900043 0.5417375

tr|D3ZDA1|D3ZDA1_RAT Uncharacterized protein OS=Rattus norvegicus GN=Csda PE=4 SV=12 2 0.049921 -0.405888 0.4979673 0.54185

tr|F1LTF8|F1LTF8_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus PE=4 SV=133 67 0.0626089 -0.09114 0.2151775 0.5432

tr|F1M8H6|F1M8H6_RAT Uncharacterized protein OS=Rattus norvegicus GN=Pip5k1c PE=4 SV=12 2 0.0949152 -0.517233 0.9083297 0.5436875

tr|D3ZVQ9|D3ZVQ9_RAT Uncharacterized protein OS=Rattus norvegicus GN=Lins PE=4 SV=11 2 0.0583564 -0.198469 0.3125389 0.5437125

tr|F1LWL1|F1LWL1_RAT; sp|P97878|EXOC5_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Exoc5 PE=4 SV=1; Exocyst complex component 5 OS=Rattus norvegicus GN=Exoc5 PE=1 SV=12 2 -0.052149 -0.48368 0.3696194 0.5438125

sp|P97608|OPLA_RAT 5-oxoprolinase OS=Rattus norvegicus GN=Oplah PE=1 SV=22 2 0.0227891 -0.912946 0.9957214 0.5443

tr|D4AEG7|D4AEG7_RAT Uncharacterized protein OS=Rattus norvegicus GN=Tbc1d13 PE=4 SV=13 4 0.057498 -0.179395 0.2968056 0.544575

tr|E9PTJ4|E9PTJ4_RAT Uncharacterized protein OS=Rattus norvegicus GN=Gcsh PE=3 SV=12 3 0.0465426 -0.442273 0.5277375 0.5449875

tr|D3ZF26|D3ZF26_RAT Uncharacterized protein OS=Rattus norvegicus GN=Tnks1bp1 PE=4 SV=12 2 -0.043941 -0.465021 0.3961707 0.5451

sp|Q6BBI8|UFC1_RAT Ubiquitin-fold modifier-conjugating enzyme 1 OS=Rattus norvegicus GN=Ufc1 PE=2 SV=12 5 0.0574535 -0.126572 0.2390453 0.54575

tr|F1M5Z4|F1M5Z4_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Rpn2 PE=4 SV=18 13 -0.062433 -0.207066 0.0808569 0.5458625

sp|O88339|EPN1_RAT Epsin-1 OS=Rattus norvegicus GN=Epn1 PE=1 SV=12 5 -0.052786 -0.366421 0.2623492 0.5459375

tr|F1LMB9|F1LMB9_RAT; sp|O54921|EXOC2_RAT Uncharacterized protein OS=Rattus norvegicus GN=Exoc2 PE=4 SV=1; Exocyst complex component 2 OS=Rattus norvegicus GN=Exoc2 PE=1 SV=13 3 0.0500537 -0.402631 0.5341226 0.5465375

tr|F1LW74|F1LW74_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=LOC100360623 PE=4 SV=112 18 0.0627103 -0.061848 0.188249 0.546975

sp|Q8VHK7|HDGF_RAT Hepatoma-derived growth factor OS=Rattus norvegicus GN=Hdgf PE=1 SV=24 5 -0.050786 -0.394467 0.3035463 0.547225

sp|Q62894|ECM1_RAT Extracellular matrix protein 1 OS=Rattus norvegicus GN=Ecm1 PE=2 SV=211 16 -0.061383 -0.245926 0.1204768 0.5480125

sp|Q8K1P9|FADS3_RAT Fatty acid desaturase 3 OS=Rattus norvegicus GN=Fads3 PE=2 SV=11 2 0.0896341 -0.695422 1.0316747 0.5481375

sp|A2VCX1|TIPRL_RAT TIP41-like protein OS=Rattus norvegicus GN=Tiprl PE=2 SV=12 2 0.0368183 -0.66666 0.7552685 0.5484

tr|Q3ZB97|Q3ZB97_RAT; sp|P62944|AP2B1_RAT; sp|P62944-2|AP2B1_RAT Adaptor-related protein complex 2, beta 1 subunit, isoform CRA_b OS=Rattus norvegicus GN=Ap2b1 PE=2 SV=1; AP-2 complex subunit beta OS=Rattus norvegicus GN=Ap2b1 PE=1 SV=1; Isoform 2 of AP-2 complex subunit beta OS=Rattus norvegicus GN=Ap2b114 21 -0.063669 -0.159279 0.0363895 0.5488875

tr|F1M7G3|F1M7G3_RAT; tr|F1LYM2|F1LYM2_RAT; sp|P61078|UB2D3_RAT Ubiquitin carrier protein OS=Rattus norvegicus GN=Ube2d3 PE=3 SV=1; Ubiquitin carrier protein (Fragment) OS=Rattus norvegicus GN=Ube2d3 PE=3 SV=1; Ubiquitin-conjugating enzyme E2 D3 OS=Rattus norvegicus GN=Ube2d3 PE=2 SV=12 5 -0.056708 -0.249371 0.1471559 0.549275

sp|Q6MG55|ABHGA_RAT Abhydrolase domain-containing protein 16A OS=Rattus norvegicus GN=Abhd16a PE=2 SV=13 6 0.0202205 -0.510145 0.5050119 0.549675

sp|Q9JI92|SDCB1_RAT Syntenin-1 OS=Rattus norvegicus GN=Sdcbp PE=1 SV=12 2 0.0465695 -0.426203 0.5353714 0.5503375

tr|D3ZDQ6|D3ZDQ6_RAT Uncharacterized protein OS=Rattus norvegicus GN=Snx12 PE=4 SV=12 2 0.0523932 -0.273101 0.379777 0.550475

sp|Q641Y8|DDX1_RAT ATP-dependent RNA helicase DDX1 OS=Rattus norvegicus GN=Ddx1 PE=2 SV=19 13 -0.062545 -0.1806 0.0552839 0.5506625

tr|D3ZI03|D3ZI03_RAT Uncharacterized protein OS=Rattus norvegicus GN=Ssr1 PE=4 SV=11 3 -0.046764 -0.400912 0.3160542 0.5508125

sp|O35796|C1QBP_RAT Complement component 1 Q subcomponent-binding protein, mitochondrial OS=Rattus norvegicus GN=C1qbp PE=1 SV=26 14 0.0628669 -0.096383 0.2281903 0.551

sp|Q08850|STX4_RAT Syntaxin-4 OS=Rattus norvegicus GN=Stx4 PE=1 SV=12 2 0.047493 -0.314537 0.4095767 0.551275

sp|Q9Z1Z9|PDLI7_RAT PDZ and LIM domain protein 7 OS=Rattus norvegicus GN=Pdlim7 PE=1 SV=15 8 0.0276899 -0.674081 0.7532144 0.5513

tr|Q6P503|Q6P503_RAT ATPase, H+ transporting, V1 subunit D, isoform CRA_c OS=Rattus norvegicus GN=Atp6v1d PE=2 SV=12 3 -0.005863 -0.712182 0.7830977 0.5516125

tr|B5DEX4|B5DEX4_RAT Uncharacterized protein OS=Rattus norvegicus GN=Vasp PE=2 SV=12 2 -0.056653 -0.311607 0.2049808 0.5522

tr|F1LRC0|F1LRC0_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=691036 PE=4 SV=12 2 0.0377562 -0.553554 0.645826 0.55225

sp|Q5I0D7|PEPD_RAT Xaa-Pro dipeptidase OS=Rattus norvegicus GN=Pepd PE=2 SV=17 9 -0.059344 -0.242933 0.127453 0.552725

tr|D4A2D3|D4A2D3_RAT Uncharacterized protein OS=Rattus norvegicus GN=Mycbp2 PE=4 SV=12 2 0.0400675 -0.70839 0.8620317 0.55315

tr|F1M8Z9|F1M8Z9_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Rap1gds1 PE=4 SV=11 2 0.0532973 -0.233207 0.3361647 0.5537

tr|D3ZW55|D3ZW55_RAT Inosine triphosphatase (Nucleoside triphosphate pyrophosphatase) (Mapped), isoform CRA_a OS=Rattus norvegicus GN=Itpa PE=3 SV=15 11 -0.06157 -0.179915 0.0636235 0.5548625

tr|D3ZPM8|D3ZPM8_RAT Uncharacterized protein OS=Rattus norvegicus GN=LOC502350 PE=4 SV=11 2 -0.050331 -0.460037 0.3605676 0.555275

sp|P08430|UD16_RAT UDP-glucuronosyltransferase 1-6 OS=Rattus norvegicus GN=Ugt1 PE=2 SV=12 5 0.0238532 -0.540622 0.6000031 0.5579

sp|A1L108|ARP5L_RAT Actin-related protein 2/3 complex subunit 5-like protein OS=Rattus norvegicus GN=Arpc5l PE=1 SV=23 6 0.0497025 -0.199662 0.2940998 0.5580375

sp|Q9EQR2|ADAS_RAT Alkyldihydroxyacetonephosphate synthase, peroxisomal OS=Rattus norvegicus GN=Agps PE=2 SV=13 3 -0.042022 -0.473374 0.3742623 0.55825

sp|P63029|TCTP_RAT Translationally-controlled tumor protein OS=Rattus norvegicus GN=Tpt1 PE=1 SV=17 14 0.0604116 -0.081905 0.203164 0.5587875

tr|D4ADF9|D4ADF9_RAT Uncharacterized protein OS=Rattus norvegicus GN=RGD1563962 PE=4 SV=12 5 -0.044777 -0.378304 0.2944172 0.5592

sp|Q5FWY5|AIP_RAT AH receptor-interacting protein OS=Rattus norvegicus GN=Aip PE=1 SV=13 5 -0.058497 -0.227272 0.1107126 0.5595

sp|B1WC97|KCTD7_RAT BTB/POZ domain-containing protein KCTD7 OS=Rattus norvegicus GN=Kctd7 PE=2 SV=11 2 -0.041799 -0.496136 0.3780563 0.5595875

tr|D4A3E8|D4A3E8_RAT Mitochondrial ribosomal protein S27 (Predicted), isoform CRA_b OS=Rattus norvegicus GN=Mrps27_predicted PE=4 SV=11 2 0.0414825 -0.323828 0.402518 0.5597875

sp|O54924|EXOC8_RAT Exocyst complex component 8 OS=Rattus norvegicus GN=Exoc8 PE=1 SV=16 8 -0.05736 -0.217559 0.1069366 0.5598375

tr|F1LMZ8|F1LMZ8_RAT Uncharacterized protein OS=Rattus norvegicus GN=Psmd11 PE=4 SV=14 7 0.0565434 -0.121576 0.2303551 0.560275

tr|D3ZTR3|D3ZTR3_RAT Uncharacterized protein OS=Rattus norvegicus GN=Ubl3 PE=4 SV=12 7 0.0464927 -0.286505 0.3787898 0.560875

tr|B0BMW7|B0BMW7_RAT; sp|Q9WVS2|OSGEP_RAT O-sialoglycoprotein endopeptidase, isoform CRA_b OS=Rattus norvegicus GN=Osgep PE=2 SV=1; Probable tRNA threonylcarbamoyladenosine biosynthesis protein Osgep (Fragment) OS=Rattus norvegicus GN=Osgep PE=2 SV=12 2 0.0143093 -0.921438 0.9645748 0.5610125

tr|B2GV79|B2GV79_RAT; sp|Q8VD52|PLPP_RAT Pdxp protein OS=Rattus norvegicus GN=Pdxp PE=2 SV=1; Pyridoxal phosphate phosphatase OS=Rattus norvegicus GN=Pdxp PE=1 SV=23 4 0.0570292 -0.131065 0.2499425 0.5614875
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sp|Q6AYH5|DCTN2_RAT Dynactin subunit 2 OS=Rattus norvegicus GN=Dctn2 PE=1 SV=116 27 0.0636533 -0.023408 0.1515994 0.561575

tr|D3ZQ57|D3ZQ57_RAT Plexin B2 OS=Rattus norvegicus GN=Plxnb2 PE=4 SV=14 5 0.0532424 -0.288063 0.3929785 0.562275

tr|D4AC12|D4AC12_RAT Ankyrin repeat and SAM domain containing 1 (Predicted) OS=Rattus norvegicus GN=Anks1a PE=4 SV=16 7 -0.044513 -0.407753 0.3161137 0.56245

tr|D3ZCJ2|D3ZCJ2_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=11 3 0.0529392 -0.151193 0.2541495 0.5628625

tr|F1LYK7|F1LYK7_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Cfl2 PE=4 SV=16 12 0.0614708 -0.055929 0.1798295 0.5630125

sp|Q5XIN6|LETM1_RAT LETM1 and EF-hand domain-containing protein 1, mitochondrial OS=Rattus norvegicus GN=Letm1 PE=1 SV=14 5 0.0586489 -0.142952 0.2738205 0.5635875

tr|F1LP21|F1LP21_RAT Uncharacterized protein OS=Rattus norvegicus GN=Timm8a1 PE=4 SV=11 2 0.0315485 -0.489411 0.5595762 0.5638875

tr|D3ZSQ9|D3ZSQ9_RAT Uncharacterized protein OS=Rattus norvegicus GN=Ppfibp1 PE=4 SV=15 6 -0.051351 -0.298657 0.1890536 0.5639125

tr|F1LPS8|F1LPS8_RAT Uncharacterized protein OS=Rattus norvegicus GN=Pura PE=4 SV=17 10 -0.061722 -0.207321 0.0714405 0.5640875

sp|P35572|IBP6_RAT Insulin-like growth factor-binding protein 6 OS=Rattus norvegicus GN=Igfbp6 PE=1 SV=11 4 0.0563404 -0.139922 0.2631754 0.564625

sp|Q9ERH3|WDR7_RAT; sp|Q9ERH3-2|WDR7_RAT WD repeat-containing protein 7 OS=Rattus norvegicus GN=Wdr7 PE=2 SV=1; Isoform 2 of WD repeat-containing protein 7 OS=Rattus norvegicus GN=Wdr74 4 0.0367536 -0.332284 0.3923818 0.5652875

tr|F1M651|F1M651_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus PE=4 SV=14 6 0.0499796 -0.205558 0.3000988 0.5654625

sp|P0C0A1|VPS25_RAT Vacuolar protein-sorting-associated protein 25 OS=Rattus norvegicus GN=Vps25 PE=1 SV=13 5 -0.047988 -0.296985 0.1989273 0.565775

sp|Q5M827|PIR_RAT Pirin OS=Rattus norvegicus GN=Pir PE=1 SV=12 2 0.0241517 -0.690511 0.7477949 0.5659375

sp|Q99MI7|UBA3_RAT NEDD8-activating enzyme E1 catalytic subunit OS=Rattus norvegicus GN=Uba3 PE=1 SV=13 5 0.0578468 -0.083822 0.1980825 0.5664125

sp|Q99PD4|ARC1A_RAT Actin-related protein 2/3 complex subunit 1A OS=Rattus norvegicus GN=Arpc1a PE=2 SV=15 6 0.0600258 -0.059846 0.1814718 0.5665

tr|F1LM66|F1LM66_RAT Uncharacterized protein OS=Rattus norvegicus GN=Eftud2 PE=4 SV=13 4 -0.040924 -0.439045 0.3501023 0.5665875

tr|Q3B8N7|Q3B8N7_RAT; tr|D4AAF6|D4AAF6_RAT RCG21437, isoform CRA_d OS=Rattus norvegicus GN=Tsc22d4 PE=2 SV=1; Uncharacterized protein OS=Rattus norvegicus GN=LOC100362783 PE=4 SV=12 3 0.0522452 -0.155795 0.2593213 0.5685875

sp|O08629|TIF1B_RAT Transcription intermediary factor 1-beta OS=Rattus norvegicus GN=Trim28 PE=1 SV=22 5 -0.039024 -0.309607 0.2592925 0.5686625

tr|Q0ZFS8|Q0ZFS8_RAT RCG61099, isoform CRA_c OS=Rattus norvegicus GN=Sfrs3 PE=2 SV=12 4 0.0466155 -0.241251 0.3336047 0.5689625

tr|F1LTS7|F1LTS7_RAT; tr|B5DF95|B5DF95_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Fam164a PE=4 SV=1; Family with sequence similarity 164, member A OS=Rattus norvegicus GN=Fam164a PE=2 SV=11 2 -0.029292 -0.456354 0.4074036 0.570075

tr|D4AAK8|D4AAK8_RAT Uncharacterized protein OS=Rattus norvegicus PE=3 SV=11 2 -0.014639 -0.722911 0.6695202 0.5701625

tr|B5DFK6|B5DFK6_RAT Adaptor-related protein complex 3, delta 1 subunit, isoform CRA_b OS=Rattus norvegicus GN=Ap3d1 PE=2 SV=16 10 0.0539583 -0.119515 0.230797 0.5705625

tr|D3ZGY2|D3ZGY2_RAT OTU domain containing 6B (Predicted), isoform CRA_b OS=Rattus norvegicus GN=Otud6b PE=4 SV=12 3 -0.047174 -0.335781 0.2422774 0.5707625

sp|P04631|S100B_RAT Protein S100-B OS=Rattus norvegicus GN=S100b PE=1 SV=26 34 0.0513461 -0.173983 0.2855581 0.5721375

tr|B1WC67|B1WC67_RAT RCG29001 OS=Rattus norvegicus GN=Slc25a24 PE=2 SV=15 9 -0.04931 -0.292311 0.1997608 0.5728

sp|Q63769|SRPX_RAT; sp|Q63769-2|SRPX_RAT Sushi repeat-containing protein SRPX OS=Rattus norvegicus GN=Srpx PE=2 SV=1; Isoform 2 of Sushi repeat-containing protein SRPX OS=Rattus norvegicus GN=Srpx4 9 -0.042354 -0.365517 0.2904082 0.5728125

tr|D3ZBM3|D3ZBM3_RAT Ferrochelatase OS=Rattus norvegicus GN=Fech PE=3 SV=12 3 -0.056251 -0.28541 0.1584133 0.5729625

tr|D3ZJB1|D3ZJB1_RAT Microfibrillar associated protein 5 (Predicted), isoform CRA_a OS=Rattus norvegicus GN=Mfap5 PE=4 SV=12 4 -0.04856 -0.33182 0.2241164 0.572975

tr|F1LYY0|F1LYY0_RAT; tr|B5DEG8|B5DEG8_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Sec24c PE=4 SV=1; LOC685144 protein OS=Rattus norvegicus GN=Sec24c PE=2 SV=12 3 -0.022323 -0.495751 0.4601309 0.5733875

tr|F1LMA4|F1LMA4_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Adrbk1 PE=3 SV=11 2 -0.046157 -0.328753 0.2342246 0.574125

tr|F1LRS2|F1LRS2_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Dock7 PE=4 SV=13 3 -0.042398 -0.37593 0.3030243 0.574425

tr|Q566E2|Q566E2_RAT Dnajc7 protein OS=Rattus norvegicus GN=Dnajc7 PE=2 SV=13 4 0.0501757 -0.157376 0.2617937 0.574475

tr|F1M7X3|F1M7X3_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Cdh13 PE=4 SV=14 9 -0.047571 -0.329255 0.2370614 0.57525

sp|Q9EPX0|HSPB8_RAT Heat shock protein beta-8 OS=Rattus norvegicus GN=Hspb8 PE=1 SV=13 3 0.0385997 -0.281024 0.3380799 0.57545

sp|Q6AYA6|CQ062_RAT Uncharacterized protein C17orf62 homolog OS=Rattus norvegicus PE=2 SV=11 2 -0.02241 -0.615482 0.5529076 0.576375

tr|D3ZZU3|D3ZZU3_RAT Uncharacterized protein OS=Rattus norvegicus GN=Rock2 PE=4 SV=12 2 0.0442792 -0.274508 0.3687617 0.5768

tr|D3ZC40|D3ZC40_RAT; sp|Q9JHZ4|GRAP1_RAT Uncharacterized protein OS=Rattus norvegicus GN=Gripap1 PE=4 SV=1; GRIP1-associated protein 1 OS=Rattus norvegicus GN=Gripap1 PE=1 SV=13 3 -0.042909 -0.37805 0.2962953 0.577

tr|D4ACH3|D4ACH3_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=12 6 -0.048746 -0.279531 0.175572 0.5770125

tr|Q4KLJ0|Q4KLJ0_RAT High mobility group nucleosomal binding domain 2 OS=Rattus norvegicus GN=Hmgn2 PE=2 SV=13 7 0.045789 -0.20053 0.2863723 0.5792

tr|D4A7D8|D4A7D8_RAT Uncharacterized protein OS=Rattus norvegicus GN=Wdfy3 PE=4 SV=13 3 0.024063 -0.43623 0.5120768 0.5798125

tr|D4A1P3|D4A1P3_RAT RCG61051, isoform CRA_a OS=Rattus norvegicus GN=rCG_61051 PE=4 SV=12 4 -0.060057 -0.180885 0.0590454 0.58

sp|O35795|ENTP2_RAT; sp|O35795-2|ENTP2_RAT Ectonucleoside triphosphate diphosphohydrolase 2 OS=Rattus norvegicus GN=Entpd2 PE=1 SV=1; Isoform 2 of Ectonucleoside triphosphate diphosphohydrolase 2 OS=Rattus norvegicus GN=Entpd27 13 -0.057418 -0.194962 0.0764121 0.58055

tr|D3ZCD4|D3ZCD4_RAT; tr|D3ZBD4|D3ZBD4_RAT; sp|P53812-2|PIPNB_RAT Uncharacterized protein OS=Rattus norvegicus GN=Pitpnb PE=4 SV=1; Uncharacterized protein OS=Rattus norvegicus GN=Pitpnb PE=4 SV=1; Isoform 2 of Phosphatidylinositol transfer protein beta isoform OS=Rattus norvegicus GN=Pitpnb2 2 -0.031543 -0.503154 0.4381097 0.5808625

sp|O08700|VPS45_RAT Vacuolar protein sorting-associated protein 45 OS=Rattus norvegicus GN=Vps45 PE=2 SV=11 2 -0.031406 -0.46845 0.3974519 0.5809125

sp|Q566C7|NUDT3_RAT Diphosphoinositol polyphosphate phosphohydrolase 1 OS=Rattus norvegicus GN=Nudt3 PE=1 SV=11 2 -0.048733 -0.250025 0.1592718 0.5812125

tr|D4AD70|D4AD70_RAT Uncharacterized protein OS=Rattus norvegicus GN=RGD1561636 PE=3 SV=12 2 0.0035418 -0.786386 0.7564646 0.581425

tr|D3ZD19|D3ZD19_RAT Extracellular link domain-containing 1 (Predicted) OS=Rattus norvegicus GN=Lyve1 PE=4 SV=13 4 -0.039702 -0.374804 0.2770627 0.581475

tr|F1LRZ4|F1LRZ4_RAT Uncharacterized protein OS=Rattus norvegicus GN=Nlrx1 PE=4 SV=14 5 0.0443322 -0.22001 0.3040015 0.58165

tr|D4A206|D4A206_RAT Uncharacterized protein OS=Rattus norvegicus GN=Tcof1 PE=4 SV=12 3 0.0280272 -0.442143 0.5233275 0.5817875
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sp|Q5PPH0|ENOPH_RAT Enolase-phosphatase E1 OS=Rattus norvegicus GN=Enoph1 PE=2 SV=14 9 -0.050859 -0.250252 0.1404523 0.5821

tr|Q6QI16|Q6QI16_RAT LRRGT00192 OS=Rattus norvegicus GN=RGD1304704 PE=2 SV=13 5 0.0525792 -0.125013 0.2291359 0.5823875

tr|D3ZYX5|D3ZYX5_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=16 7 0.0444516 -0.204071 0.2817382 0.58265

tr|D4A5T8|D4A5T8_RAT Periplakin (Predicted) OS=Rattus norvegicus GN=Ppl PE=4 SV=13 7 -0.053899 -0.215744 0.113869 0.582675

tr|F1LM09|F1LM09_RAT Ubiquitin carboxyl-terminal hydrolase OS=Rattus norvegicus GN=Usp7 PE=3 SV=12 3 0.0316535 -0.361928 0.4036874 0.5827

sp|P61794|LPAR1_RAT Lysophosphatidic acid receptor 1 OS=Rattus norvegicus GN=Lpar1 PE=2 SV=11 2 0.0454222 -0.212974 0.3016945 0.58345

sp|P30835|K6PL_RAT 6-phosphofructokinase, liver type OS=Rattus norvegicus GN=Pfkl PE=2 SV=35 9 -0.050363 -0.249548 0.1498139 0.5843

sp|Q68FW9|CSN3_RAT COP9 signalosome complex subunit 3 OS=Rattus norvegicus GN=Cops3 PE=2 SV=13 4 -0.041328 -0.33198 0.2455836 0.584325

tr|Q5RKI5|Q5RKI5_RAT Flightless I homolog (Drosophila) OS=Rattus norvegicus GN=Flii PE=2 SV=12 2 0.0233919 -0.505508 0.5700479 0.5845375

sp|P28073|PSB6_RAT Proteasome subunit beta type-6 OS=Rattus norvegicus GN=Psmb6 PE=1 SV=31 3 0.0525818 -0.119652 0.2301841 0.58455

tr|Q6AYR1|Q6AYR1_RAT; tr|Q4R1A4|Q4R1A4_RAT RCG52996, isoform CRA_a OS=Rattus norvegicus GN=Tfg PE=2 SV=1; TRK-fused gene protein OS=Rattus norvegicus GN=Tfg PE=2 SV=12 5 0.0502579 -0.166305 0.2695685 0.5846125

tr|B1H248|B1H248_RAT; sp|P0C0A2|VPS36_RAT Uncharacterized protein OS=Rattus norvegicus GN=Vps36 PE=2 SV=1; Vacuolar protein-sorting-associated protein 36 OS=Rattus norvegicus GN=Vps36 PE=1 SV=12 2 0.0166473 -0.582127 0.639016 0.5850125

tr|F1M0G3|F1M0G3_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus PE=3 SV=12 2 0.0221621 -0.462451 0.4886162 0.5852

sp|Q80ZG1|RIC8A_RAT Synembryn-A OS=Rattus norvegicus GN=Ric8a PE=1 SV=23 4 0.0401064 -0.30033 0.3966692 0.5852375

tr|F1LU97|F1LU97_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus PE=4 SV=12 3 0.0211103 -0.511495 0.5614164 0.58525

sp|P14173|DDC_RAT Aromatic-L-amino-acid decarboxylase OS=Rattus norvegicus GN=Ddc PE=1 SV=12 2 0.0477834 -0.23558 0.356256 0.5854125

tr|F1LSX8|F1LSX8_RAT; sp|Q64542|AT2B4_RAT; sp|Q64542-4|AT2B4_RAT Uncharacterized protein OS=Rattus norvegicus GN=Atp2b4 PE=3 SV=1; Plasma membrane calcium-transporting ATPase 4 OS=Rattus norvegicus GN=Atp2b4 PE=2 SV=1; Isoform ZB of Plasma membrane calcium-transporting ATPase 4 OS=Rattus norvegicus GN=Atp2b43 3 0.0382986 -0.249831 0.3386487 0.58545

tr|D4A9A3|D4A9A3_RAT Uncharacterized protein OS=Rattus norvegicus GN=Cenpv PE=4 SV=13 6 0.0389292 -0.31256 0.4014763 0.5854875

tr|D4AD82|D4AD82_RAT Uncharacterized protein OS=Rattus norvegicus GN=Grlf1 PE=4 SV=13 3 -0.036629 -0.428153 0.3418332 0.5857375

tr|D3Z9E1|D3Z9E1_RAT Elastin microfibril interfacer 1 (Predicted), isoform CRA_b OS=Rattus norvegicus GN=Emilin1 PE=4 SV=13 3 -0.006503 -0.7284 0.7098556 0.58595

tr|E9PTI6|E9PTI6_RAT Uncharacterized protein OS=Rattus norvegicus GN=Raly PE=4 SV=14 4 -0.04579 -0.278741 0.1922611 0.5859625

sp|Q66H15|RMD3_RAT Regulator of microtubule dynamics protein 3 OS=Rattus norvegicus GN=Fam82a2 PE=2 SV=12 2 -0.026258 -0.688967 0.6052491 0.586125

tr|Q99PV2|Q99PV2_RAT Syntaxin binding protein 3 OS=Rattus norvegicus GN=Stxbp3 PE=2 SV=14 4 0.0417782 -0.27582 0.3597311 0.5863

sp|P26342|TGBR3_RAT Transforming growth factor beta receptor type 3 OS=Rattus norvegicus GN=Tgfbr3 PE=1 SV=13 3 -0.041671 -0.305388 0.2266922 0.5866875

sp|B2RZ37|REEP5_RAT Receptor expression-enhancing protein 5 OS=Rattus norvegicus GN=Reep5 PE=1 SV=15 12 -0.054456 -0.205254 0.0973461 0.5878

tr|F1MAB9|F1MAB9_RAT Uncharacterized protein OS=Rattus norvegicus GN=Tpd52 PE=4 SV=13 4 -0.043741 -0.317704 0.2165761 0.5886625

tr|D4A1H2|D4A1H2_RAT Similar to RIKEN cDNA B130016O10 gene (Predicted) OS=Rattus norvegicus GN=Plcxd3 PE=4 SV=12 2 0.0330767 -0.370609 0.4076386 0.588725

tr|Q5RJK5|Q5RJK5_RAT Chromobox homolog 3 (HP1 gamma homolog, Drosophila) OS=Rattus norvegicus GN=Cbx3 PE=2 SV=11 2 -0.030417 -0.413437 0.3496616 0.5889125

tr|D3ZBP4|D3ZBP4_RAT Microtubule associated monoxygenase, calponin and LIM domain containing 1 (Predicted), isoform CRA_a OS=Rattus norvegicus GN=Mical1 PE=4 SV=14 4 0.0440778 -0.191979 0.2791808 0.5891375

sp|Q80U96|XPO1_RAT Exportin-1 OS=Rattus norvegicus GN=Xpo1 PE=2 SV=18 12 -0.054118 -0.207618 0.1027556 0.5893

tr|D3ZYW2|D3ZYW2_RAT; tr|D3ZSG5|D3ZSG5_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=1; Uncharacterized protein OS=Rattus norvegicus GN=Hnrph1 PE=4 SV=12 4 0.0438703 -0.195917 0.263652 0.5894375

sp|P54313|GBB2_RAT Guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-2 OS=Rattus norvegicus GN=Gnb2 PE=1 SV=44 9 0.0574355 -0.061517 0.1734922 0.5902875

tr|Q63910|Q63910_RAT Alpha globin OS=Rattus norvegicus GN=LOC287167 PE=3 SV=23 5 -0.007456 -0.618579 0.5741642 0.5903125

tr|Q66H91|Q66H91_RAT G protein-coupled receptor kinase interacting ArfGAP 2 OS=Rattus norvegicus GN=Git2 PE=2 SV=12 2 -0.008843 -0.627315 0.642934 0.590475

sp|Q6MG49|BAG6_RAT; sp|Q6MG49-2|BAG6_RAT Large proline-rich protein BAG6 OS=Rattus norvegicus GN=Bag6 PE=1 SV=2; Isoform 2 of Large proline-rich protein BAG6 OS=Rattus norvegicus GN=Bag62 2 0.0384766 -0.390783 0.5209646 0.590775

sp|Q9ERU2|ZNF22_RAT Zinc finger protein 22 OS=Rattus norvegicus GN=Znf22 PE=2 SV=21 3 0.032897 -0.340605 0.3798059 0.5907875

tr|D4A2X4|D4A2X4_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=13 5 -0.041133 -0.296096 0.2148629 0.590875

tr|D3ZA69|D3ZA69_RAT Uncharacterized protein OS=Rattus norvegicus GN=Nrbp2 PE=4 SV=12 3 0.0402113 -0.239778 0.3063977 0.591175

tr|D3ZJ08|D3ZJ08_RAT Histone H3 OS=Rattus norvegicus GN=Hist1h2ail PE=3 SV=11 2 -0.007917 -0.699055 0.6546478 0.591675

sp|Q923W4|HDGR3_RAT Hepatoma-derived growth factor-related protein 3 OS=Rattus norvegicus GN=Hdgfrp3 PE=2 SV=12 2 -0.020565 -0.562851 0.5541941 0.5922

tr|F1LWF9|F1LWF9_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Acaa2 PE=3 SV=121 37 0.0481559 -0.153626 0.2567509 0.59265

tr|D4A2D7|D4A2D7_RAT Uncharacterized protein OS=Rattus norvegicus GN=Ipo4 PE=4 SV=14 8 0.0478452 -0.156005 0.2627174 0.5931625

sp|Q6AY63|NUDT5_RAT ADP-sugar pyrophosphatase OS=Rattus norvegicus GN=Nudt5 PE=2 SV=13 3 -0.030549 -0.46341 0.4009108 0.593175

tr|D3ZSW9|D3ZSW9_RAT Uncharacterized protein OS=Rattus norvegicus GN=Rufy2 PE=4 SV=12 2 0.0247398 -0.391608 0.4391068 0.5931875

sp|O88506|STK39_RAT STE20/SPS1-related proline-alanine-rich protein kinase OS=Rattus norvegicus GN=Stk39 PE=2 SV=26 11 -0.045056 -0.269309 0.1887486 0.5938125

tr|D4A0J1|D4A0J1_RAT Uncharacterized protein OS=Rattus norvegicus GN=Wbp2 PE=4 SV=15 14 0.0532188 -0.107309 0.2087421 0.59425

tr|D3ZW98|D3ZW98_RAT; sp|Q920J4|TXNL1_RAT Uncharacterized protein OS=Rattus norvegicus GN=Txnl1 PE=4 SV=1; Thioredoxin-like protein 1 OS=Rattus norvegicus GN=Txnl1 PE=1 SV=37 12 0.0593987 -0.042712 0.159204 0.594875

tr|Q6IRI3|Q6IRI3_RAT; sp|Q9QY17-4|PACN2_RAT; sp|Q9QY17-3|PACN2_RAT Protein kinase C and casein kinase substrate in neurons 2 OS=Rattus norvegicus GN=Pacsin2 PE=2 SV=1; Isoform 4 of Protein kinase C and casein kinase substrate in neurons 2 protein OS=Rattus norvegicus GN=Pacsin2; Isoform 3 of Protein kinase C and casein kinase substrate in neurons 2 protein OS=Rattus norvegicus GN=Pacsin24 4 0.0373668 -0.262398 0.3276449 0.595

sp|Q62881|NOL3_RAT Nucleolar protein 3 OS=Rattus norvegicus GN=Nol3 PE=1 SV=12 3 0.0393491 -0.233491 0.3200169 0.5963625

tr|Q4KLL7|Q4KLL7_RAT Uncharacterized protein OS=Rattus norvegicus GN=Vps4b PE=2 SV=13 4 -0.007262 -0.471611 0.478029 0.5975625
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tr|F1M542|F1M542_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Adam22 PE=4 SV=11 2 -0.028448 -0.362667 0.3154573 0.5976

sp|A0JPP1|NC2A_RAT Dr1-associated corepressor OS=Rattus norvegicus GN=Drap1 PE=2 SV=12 3 -0.028756 -0.456385 0.4017399 0.5979625

sp|P38062|AMPM2_RAT Methionine aminopeptidase 2 OS=Rattus norvegicus GN=Metap2 PE=2 SV=24 5 -0.04454 -0.274282 0.1795841 0.59875

tr|B5DFG6|B5DFG6_RAT Car13 protein OS=Rattus norvegicus GN=Car13 PE=2 SV=11 3 0.0440823 -0.172965 0.2476169 0.5993125

tr|D4AEK9|D4AEK9_RAT Uncharacterized protein OS=Rattus norvegicus GN=Ccdc6 PE=4 SV=13 4 -0.030638 -0.37758 0.3026132 0.599375

sp|P39052|DYN2_RAT Dynamin-2 OS=Rattus norvegicus GN=Dnm2 PE=1 SV=13 4 -0.035198 -0.312226 0.2562963 0.5996875

sp|P50339|CMA1_RAT Chymase OS=Rattus norvegicus GN=Cma1 PE=2 SV=110 24 -0.048199 -0.233924 0.1403563 0.60085

tr|Q56R18|Q56R18_RAT Karyopherin alpha 3 OS=Rattus norvegicus GN=Kpna3 PE=2 SV=12 4 -0.04189 -0.259153 0.1818752 0.600925

tr|Q6AYS2|Q6AYS2_RAT RCG24191 OS=Rattus norvegicus GN=Sfxn1 PE=2 SV=11 2 -0.037354 -0.312499 0.2407671 0.6013625

sp|Q505J8|SYFA_RAT Phenylalanyl-tRNA synthetase alpha chain OS=Rattus norvegicus GN=Farsa PE=1 SV=12 2 0.0106175 -0.525185 0.5101187 0.6015875

tr|D3ZZU1|D3ZZU1_RAT Uncharacterized protein OS=Rattus norvegicus GN=Clasp2 PE=4 SV=16 9 0.0504862 -0.10205 0.2052 0.603975

sp|Q5XIU5|PSMF1_RAT Proteasome inhibitor PI31 subunit OS=Rattus norvegicus GN=Psmf1 PE=2 SV=14 10 0.051015 -0.099166 0.2062631 0.604225

sp|Q99N37|RHG17_RAT Rho GTPase-activating protein 17 OS=Rattus norvegicus GN=Arhgap17 PE=1 SV=12 2 -0.0113 -0.567324 0.5289083 0.6044

tr|F1LSP5|F1LSP5_RAT Uncharacterized protein OS=Rattus norvegicus GN=Fam91a1 PE=4 SV=12 2 -0.016287 -0.472824 0.4270443 0.6050125

sp|P11348|DHPR_RAT Dihydropteridine reductase OS=Rattus norvegicus GN=Qdpr PE=1 SV=19 19 0.0615005 -0.009005 0.1293036 0.6052125

sp|P35213|1433B_RAT; sp|P35213-2|1433B_RAT 14-3-3 protein beta/alpha OS=Rattus norvegicus GN=Ywhab PE=1 SV=3; Isoform Short of 14-3-3 protein beta/alpha OS=Rattus norvegicus GN=Ywhab5 5 0.0523486 -0.088761 0.187719 0.6061

sp|Q5HZV9|PP1R7_RAT Protein phosphatase 1 regulatory subunit 7 OS=Rattus norvegicus GN=Ppp1r7 PE=1 SV=18 14 -0.056885 -0.160168 0.0506267 0.6065625

tr|D3ZUE2|D3ZUE2_RAT Uncharacterized protein OS=Rattus norvegicus GN=Coro7 PE=4 SV=15 8 -0.044804 -0.252447 0.1591492 0.60685

sp|P36365|FMO1_RAT Dimethylaniline monooxygenase [N-oxide-forming] 1 OS=Rattus norvegicus GN=Fmo1 PE=1 SV=22 2 -0.001921 -0.625128 0.6371295 0.6069

sp|P53987|MOT1_RAT Monocarboxylate transporter 1 OS=Rattus norvegicus GN=Slc16a1 PE=1 SV=12 3 -0.042324 -0.261129 0.1819505 0.6080875

tr|D3ZFY0|D3ZFY0_RAT Selenophosphate synthetase 1, isoform CRA_a OS=Rattus norvegicus GN=Sephs1 PE=4 SV=15 6 -0.049593 -0.2543 0.1389872 0.608775

tr|Q498N3|Q498N3_RAT; sp|Q9QUR2|DCTN4_RAT; sp|Q9QUR2-2|DCTN4_RAT Dctn4 protein OS=Rattus norvegicus GN=Dctn4 PE=2 SV=1; Dynactin subunit 4 OS=Rattus norvegicus GN=Dctn4 PE=2 SV=1; Isoform 2 of Dynactin subunit 4 OS=Rattus norvegicus GN=Dctn43 6 0.0356957 -0.231188 0.3047945 0.6087875

sp|Q505J9|ATAD1_RAT ATPase family AAA domain-containing protein 1 OS=Rattus norvegicus GN=Atad1 PE=2 SV=11 2 0.0294611 -0.272252 0.3364245 0.6089625

sp|P0C1X8|AAK1_RAT AP2-associated protein kinase 1 OS=Rattus norvegicus GN=Aak1 PE=1 SV=19 13 0.0442267 -0.143944 0.2213595 0.6090625

sp|Q497B0|NIT2_RAT Omega-amidase NIT2 OS=Rattus norvegicus GN=Nit2 PE=1 SV=15 7 -0.038227 -0.301827 0.2208119 0.609075

sp|P02651|APOA4_RAT Apolipoprotein A-IV OS=Rattus norvegicus GN=Apoa4 PE=2 SV=219 32 0.0128717 -0.425272 0.4648378 0.6091125

tr|D3ZWF5|D3ZWF5_RAT RCG59696, isoform CRA_e OS=Rattus norvegicus GN=Eny2 PE=4 SV=11 2 -0.035883 -0.288317 0.2158643 0.609275

sp|Q63942|RAB3D_RAT GTP-binding protein Rab-3D OS=Rattus norvegicus GN=Rab3d PE=1 SV=23 4 0.0336382 -0.22297 0.2980017 0.6094625

sp|Q27W01|RBM8A_RAT RNA-binding protein 8A OS=Rattus norvegicus GN=Rbm8a PE=2 SV=12 2 0.016658 -0.387856 0.3942128 0.6095

sp|P41499|PTN11_RAT Tyrosine-protein phosphatase non-receptor type 11 OS=Rattus norvegicus GN=Ptpn11 PE=1 SV=45 6 0.0483521 -0.150866 0.2532161 0.610125

sp|P70483|STRN_RAT Striatin OS=Rattus norvegicus GN=Strn PE=1 SV=14 4 -0.04666 -0.241263 0.1478626 0.6105875

sp|Q64303|PAK2_RAT Serine/threonine-protein kinase PAK 2 OS=Rattus norvegicus GN=Pak2 PE=1 SV=17 10 0.054335 -0.065477 0.1726974 0.611

tr|D4A5X8|D4A5X8_RAT S-adenosylhomocysteine hydrolase-like 1 (Predicted) OS=Rattus norvegicus GN=Ahcyl1 PE=3 SV=11 2 -0.04279 -0.25401 0.1654921 0.611325

sp|P37397|CNN3_RAT Calponin-3 OS=Rattus norvegicus GN=Cnn3 PE=1 SV=112 20 -0.046945 -0.205627 0.1198513 0.6113625

sp|Q60587|ECHB_RAT Trifunctional enzyme subunit beta, mitochondrial OS=Rattus norvegicus GN=Hadhb PE=1 SV=113 27 0.0503215 -0.105401 0.1979292 0.6125625

tr|D3ZD98|D3ZD98_RAT Uncharacterized protein OS=Rattus norvegicus GN=Asna1 PE=4 SV=14 6 0.0451246 -0.134616 0.2285069 0.612575

tr|D3ZER6|D3ZER6_RAT Uncharacterized protein OS=Rattus norvegicus GN=Tnpo2 PE=4 SV=12 3 0.0255154 -0.298526 0.3416699 0.6126125

tr|D4A870|D4A870_RAT Uncharacterized protein OS=Rattus norvegicus GN=LOC686080 PE=4 SV=12 2 -0.000157 -0.528294 0.5350514 0.613

sp|Q02589|ADPRH_RAT [Protein ADP-ribosylarginine] hydrolase OS=Rattus norvegicus GN=Adprh PE=1 SV=23 4 -0.030537 -0.348874 0.296206 0.6130375

sp|Q66H71|CPPED_RAT Calcineurin-like phosphoesterase domain-containing protein 1 OS=Rattus norvegicus GN=Cpped1 PE=2 SV=12 2 -0.016729 -0.494262 0.444015 0.6133

sp|Q3KRD5|TOM34_RAT Mitochondrial import receptor subunit TOM34 OS=Rattus norvegicus GN=Tomm34 PE=2 SV=13 5 0.0287699 -0.300869 0.3598985 0.613475

tr|F1M164|F1M164_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus PE=4 SV=14 4 0.0094523 -0.494993 0.5373623 0.61395

tr|D3ZWW7|D3ZWW7_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=12 4 0.0271405 -0.268879 0.3136261 0.615

tr|F1M095|F1M095_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Vit PE=4 SV=14 6 -0.041384 -0.242468 0.1631735 0.6158375

tr|F1M6Z5|F1M6Z5_RAT; sp|Q64537|CPNS1_RAT Uncharacterized protein OS=Rattus norvegicus GN=Capns1 PE=4 SV=1; Calpain small subunit 1 OS=Rattus norvegicus GN=Capns1 PE=1 SV=35 7 -0.053559 -0.166025 0.0592274 0.6163

sp|P70584|ACDSB_RAT Short/branched chain specific acyl-CoA dehydrogenase, mitochondrial OS=Rattus norvegicus GN=Acadsb PE=1 SV=13 3 -0.029718 -0.427695 0.3633163 0.6164

sp|Q99ND9|RWDD1_RAT RWD domain-containing protein 1 OS=Rattus norvegicus GN=Rwdd1 PE=2 SV=12 3 0.0385159 -0.197941 0.2730603 0.6165375

tr|D3Z9J5|D3Z9J5_RAT Uncharacterized protein OS=Rattus norvegicus GN=Vps26a PE=4 SV=12 2 -0.017333 -0.43947 0.3972844 0.6165875

tr|Q6IN39|Q6IN39_RAT; sp|P97852|DHB4_RAT Hsd17b4 protein OS=Rattus norvegicus GN=Hsd17b4 PE=2 SV=1; Peroxisomal multifunctional enzyme type 2 OS=Rattus norvegicus GN=Hsd17b4 PE=1 SV=38 11 -0.050832 -0.192418 0.0837353 0.6171625

sp|Q03555-3|GEPH_RAT Isoform 2 of Gephyrin OS=Rattus norvegicus GN=Gphn2 2 -0.033148 -0.35504 0.2721713 0.6179375
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tr|D3ZMI4|D3ZMI4_RAT; tr|D3ZL93|D3ZL93_RAT; sp|Q9WTP0-2|E41L1_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=1; Uncharacterized protein OS=Rattus norvegicus GN=Epb4.1l1 PE=4 SV=1; Isoform L of Band 4.1-like protein 1 OS=Rattus norvegicus GN=Epb41l15 11 0.0420199 -0.157933 0.2444718 0.6191375

tr|D3ZP47|D3ZP47_RAT Phosphohistidine phosphatase 1 (Predicted), isoform CRA_a OS=Rattus norvegicus GN=Phpt1 PE=4 SV=12 3 -0.022069 -0.435126 0.3888361 0.6201

tr|D4A899|D4A899_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=13 3 -0.02249 -0.324997 0.2985223 0.6201375

sp|O55156|CLIP2_RAT CAP-Gly domain-containing linker protein 2 OS=Rattus norvegicus GN=Clip2 PE=1 SV=11 2 -0.012128 -0.392311 0.3569899 0.62165

sp|Q66HA8|HS105_RAT Heat shock protein 105 kDa OS=Rattus norvegicus GN=Hsph1 PE=1 SV=116 28 0.0476367 -0.111625 0.2063768 0.6218125

sp|Q5XII0|EPDR1_RAT Mammalian ependymin-related protein 1 OS=Rattus norvegicus GN=Epdr1 PE=2 SV=12 3 -0.013676 -0.417515 0.3744775 0.6222875

sp|Q8R424|STABP_RAT STAM-binding protein OS=Rattus norvegicus GN=Stambp PE=2 SV=13 3 -0.032337 -0.317452 0.2302377 0.6229125

sp|Q5RK09|EIF3G_RAT Eukaryotic translation initiation factor 3 subunit G OS=Rattus norvegicus GN=Eif3g PE=2 SV=12 3 -0.023156 -0.322779 0.2855239 0.623025

tr|D4A4T0|D4A4T0_RAT STIP1 homology and U-Box containing protein 1, isoform CRA_b OS=Rattus norvegicus GN=Stub1 PE=4 SV=14 5 0.0475525 -0.104515 0.1966463 0.623175

tr|F1LTJ5|F1LTJ5_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus PE=4 SV=114 35 0.0451263 -0.13063 0.2251082 0.6232625

sp|O35889|AFAD_RAT Afadin OS=Rattus norvegicus GN=Mllt4 PE=1 SV=15 5 0.0291566 -0.241243 0.3135796 0.6233625

sp|Q9JHW0|PSB7_RAT Proteasome subunit beta type-7 OS=Rattus norvegicus GN=Psmb7 PE=1 SV=12 2 -0.017974 -0.367612 0.3495082 0.6243125

sp|Q9QVC8|FKBP4_RAT Peptidyl-prolyl cis-trans isomerase FKBP4 OS=Rattus norvegicus GN=Fkbp4 PE=1 SV=34 4 -0.040967 -0.271845 0.1740188 0.6243375

tr|Q68FQ9|Q68FQ9_RAT LanC lantibiotic synthetase component C-like 2 (Bacterial) OS=Rattus norvegicus GN=Lancl2 PE=2 SV=12 3 0.0175407 -0.345618 0.3947147 0.6244

tr|D3ZFD0|D3ZFD0_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=16 8 0.032062 -0.213275 0.2852203 0.624625

sp|Q02356|AMPD2_RAT AMP deaminase 2 OS=Rattus norvegicus GN=Ampd2 PE=2 SV=23 3 -0.001227 -0.377373 0.4437105 0.62495

sp|P26453|BASI_RAT Basigin OS=Rattus norvegicus GN=Bsg PE=1 SV=23 5 0.0400131 -0.167126 0.2443687 0.6249875

sp|P17764|THIL_RAT Acetyl-CoA acetyltransferase, mitochondrial OS=Rattus norvegicus GN=Acat1 PE=1 SV=19 23 0.0425612 -0.149581 0.2343603 0.6254375

sp|Q63413|DX39B_RAT Spliceosome RNA helicase Ddx39b OS=Rattus norvegicus GN=Ddx39b PE=1 SV=34 6 -0.042318 -0.22358 0.1402223 0.62585

sp|Q498E0|TXD12_RAT Thioredoxin domain-containing protein 12 OS=Rattus norvegicus GN=Txndc12 PE=2 SV=23 6 0.0441031 -0.128659 0.21925 0.6282625

tr|D3ZZA2|D3ZZA2_RAT; tr|F1LQI5|F1LQI5_RAT; tr|D3ZP30|D3ZP30_RAT Uncharacterized protein OS=Rattus norvegicus GN=Ubr4 PE=4 SV=1; Uncharacterized protein OS=Rattus norvegicus GN=Ubr4 PE=4 SV=1; Uncharacterized protein OS=Rattus norvegicus GN=Ubr4 PE=4 SV=17 9 0.038342 -0.161823 0.2378112 0.628725

tr|A9CMB7|A9CMB7_RAT; sp|P15178|SYDC_RAT Aspartyl-tRNA synthetase OS=Rattus norvegicus GN=Dars PE=3 SV=1; Aspartyl-tRNA synthetase, cytoplasmic OS=Rattus norvegicus GN=Dars PE=2 SV=14 6 -0.023883 -0.27392 0.2549944 0.629725

sp|Q9Z1N4|BPNT1_RAT 3'(2'),5'-bisphosphate nucleotidase 1 OS=Rattus norvegicus GN=Bpnt1 PE=1 SV=14 6 -0.035115 -0.252574 0.1835757 0.6305375

sp|P69682|NECP1_RAT Adaptin ear-binding coat-associated protein 1 OS=Rattus norvegicus GN=Necap1 PE=1 SV=13 4 0.0257453 -0.253443 0.2994677 0.6307125

tr|F1LT49|F1LT49_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Lrrc47 PE=4 SV=16 8 0.0394115 -0.145864 0.2240393 0.631425

sp|Q5HZA6|PPCEL_RAT Prolyl endopeptidase-like OS=Rattus norvegicus GN=Prepl PE=2 SV=21 2 0.0281098 -0.243179 0.3100471 0.6322875

tr|D3Z8X1|D3Z8X1_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=12 3 -0.025024 -0.279266 0.2464029 0.63265

tr|D3ZQ25|D3ZQ25_RAT Fibulin 1 (Predicted) OS=Rattus norvegicus GN=Fbln1 PE=4 SV=16 9 0.0460883 -0.110916 0.2062496 0.633475

sp|Q4KM74|SC22B_RAT Vesicle-trafficking protein SEC22b OS=Rattus norvegicus GN=Sec22b PE=1 SV=33 4 -0.034101 -0.265597 0.1935893 0.635475

tr|D3ZJ46|D3ZJ46_RAT Tumor protein D52-like 2, isoform CRA_b OS=Rattus norvegicus GN=Tpd52l2 PE=4 SV=14 4 -0.02805 -0.422059 0.3052212 0.636375

tr|D4A739|D4A739_RAT Catenin (Cadherin associated protein), alpha-like 1 (Predicted) OS=Rattus norvegicus GN=Ctnnal1 PE=4 SV=17 11 -0.028868 -0.291563 0.2327548 0.6369

tr|F1M7U1|F1M7U1_RAT; sp|Q6AYQ8|FAHD1_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Fahd1 PE=4 SV=1; Fumarylacetoacetate hydrolase domain-containing protein 1 OS=Rattus norvegicus GN=Fahd1 PE=2 SV=15 6 0.038263 -0.148676 0.2359804 0.6371875

sp|P00388|NCPR_RAT NADPH--cytochrome P450 reductase OS=Rattus norvegicus GN=Por PE=1 SV=37 12 -0.043707 -0.191858 0.1077231 0.6372

sp|P84083|ARF5_RAT ADP-ribosylation factor 5 OS=Rattus norvegicus GN=Arf5 PE=1 SV=22 3 -0.036212 -0.24126 0.1667183 0.6372625

tr|A9UMW1|A9UMW1_RAT; sp|P14942|GSTA4_RAT Glutathione S-transferase OS=Rattus norvegicus GN=Gsta4 PE=2 SV=1; Glutathione S-transferase alpha-4 OS=Rattus norvegicus GN=Gsta4 PE=1 SV=28 19 0.0441079 -0.11911 0.2042371 0.6381875

tr|F1LN70|F1LN70_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Lrrc57 PE=4 SV=11 2 0.0361446 -0.176251 0.2543323 0.6382375

sp|P63331|PP2AA_RAT Serine/threonine-protein phosphatase 2A catalytic subunit alpha isoform OS=Rattus norvegicus GN=Ppp2ca PE=1 SV=17 9 -0.051946 -0.156179 0.0551064 0.6383375

sp|Q5U1Z2|TPPC3_RAT Trafficking protein particle complex subunit 3 OS=Rattus norvegicus GN=Trappc3 PE=2 SV=11 3 -0.039477 -0.221762 0.1401826 0.63945

tr|D3ZIP3|D3ZIP3_RAT Uncharacterized protein OS=Rattus norvegicus GN=Epb4.1 PE=4 SV=11 2 -0.017933 -0.341652 0.284929 0.639975

sp|Q5XIT9|MCCB_RAT Methylcrotonoyl-CoA carboxylase beta chain, mitochondrial OS=Rattus norvegicus GN=Mccc2 PE=2 SV=13 4 0.0105114 -0.350449 0.3755813 0.6401625

sp|Q4KMA2|RD23B_RAT UV excision repair protein RAD23 homolog B OS=Rattus norvegicus GN=Rad23b PE=1 SV=17 13 0.0517368 -0.049853 0.1508376 0.640375

tr|D3ZM53|D3ZM53_RAT; sp|P68255|1433T_RAT Uncharacterized protein OS=Rattus norvegicus GN=Ywhaq PE=4 SV=1; 14-3-3 protein theta OS=Rattus norvegicus GN=Ywhaq PE=1 SV=19 17 -0.051086 -0.187224 0.075474 0.640575

sp|Q9ER24|ATX10_RAT Ataxin-10 OS=Rattus norvegicus GN=Atxn10 PE=1 SV=16 11 0.0434141 -0.107431 0.2010554 0.6407875

sp|P43244|MATR3_RAT Matrin-3 OS=Rattus norvegicus GN=Matr3 PE=1 SV=25 8 -0.034243 -0.234396 0.1674294 0.64125

tr|D3ZBE5|D3ZBE5_RAT NIMA (Never in mitosis gene a)-related expressed kinase 7 (Predicted) OS=Rattus norvegicus GN=Nek7 PE=4 SV=12 3 0.0387157 -0.140403 0.2126752 0.6417875

tr|D3ZD97|D3ZD97_RAT DEAH (Asp-Glu-Ala-His) box polypeptide 15 (Predicted), isoform CRA_b OS=Rattus norvegicus GN=Dhx15 PE=4 SV=14 6 -0.035409 -0.243539 0.165322 0.6429375

tr|D3ZQM5|D3ZQM5_RAT Uncharacterized protein OS=Rattus norvegicus GN=Fbn1 PE=4 SV=151 100 -0.028698 -0.260256 0.2097966 0.6446625

tr|O88321|O88321_RAT Antisecretory factor OS=Rattus norvegicus GN=Psmd4 PE=2 SV=12 2 0.0097616 -0.375777 0.3951805 0.6465375

sp|Q08602|PGTA_RAT Geranylgeranyl transferase type-2 subunit alpha OS=Rattus norvegicus GN=Rabggta PE=1 SV=13 3 0.0085505 -0.340808 0.355734 0.646625

tr|D3ZKG1|D3ZKG1_RAT RCG43751 OS=Rattus norvegicus GN=LOC100361295 PE=4 SV=14 4 0.0264028 -0.243482 0.3033974 0.647175
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sp|Q6AYK6|CYBP_RAT Calcyclin-binding protein OS=Rattus norvegicus GN=Cacybp PE=1 SV=12 2 0.0241165 -0.233276 0.2725332 0.64785

tr|D4AEH3|D4AEH3_RAT Proteasome (Prosome, macropain) 26S subunit, non-ATPase, 7 (Predicted) OS=Rattus norvegicus GN=Psmd7 PE=4 SV=13 4 -0.019871 -0.384281 0.3251546 0.6478625

tr|F1M9B2|F1M9B2_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Igfbp7 PE=4 SV=14 6 0.0278185 -0.212543 0.2599668 0.6482375

sp|P00762|TRY1_RAT Anionic trypsin-1 OS=Rattus norvegicus GN=Prss1 PE=1 SV=11 2 -0.030234 -0.260203 0.1983125 0.6491125

sp|Q5U2N0|PYRG2_RAT CTP synthase 2 OS=Rattus norvegicus GN=Ctps2 PE=2 SV=13 4 -0.014012 -0.355614 0.3144755 0.6501375

tr|D4ACX1|D4ACX1_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=12 3 -0.037777 -0.232666 0.1475873 0.6503375

sp|B0BN85|SUGT1_RAT Suppressor of G2 allele of SKP1 homolog OS=Rattus norvegicus GN=Sugt1 PE=2 SV=14 5 -0.03237 -0.230109 0.1653261 0.6506625

tr|B3Y9H3|B3Y9H3_RAT; sp|P05943|S10AA_RAT S100 calcium binding protein A10 OS=Rattus norvegicus GN=S100a10 PE=4 SV=1; Protein S100-A10 OS=Rattus norvegicus GN=S100a10 PE=1 SV=24 11 0.0539817 -0.034372 0.1445697 0.6518

tr|F1LW12|F1LW12_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Mthfd1 PE=3 SV=17 9 -0.030201 -0.239045 0.1789514 0.651875

sp|Q68FX1|MPI_RAT Mannose-6-phosphate isomerase OS=Rattus norvegicus GN=Mpi PE=2 SV=12 3 -0.019501 -0.279401 0.2463418 0.6520125

sp|O35821|MBB1A_RAT Myb-binding protein 1A OS=Rattus norvegicus GN=Mybbp1a PE=2 SV=24 5 -0.01427 -0.315617 0.2948156 0.652425

tr|F1LYE8|F1LYE8_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Sept7 PE=3 SV=110 19 -0.053793 -0.140062 0.0351047 0.6525125

sp|Q80W92|VAC14_RAT Protein VAC14 homolog OS=Rattus norvegicus GN=Vac14 PE=1 SV=11 2 -0.009215 -0.341022 0.3247653 0.6529625

tr|D4ABR8|D4ABR8_RAT Lysyl-tRNA synthetase OS=Rattus norvegicus PE=3 SV=14 7 -0.033097 -0.228368 0.1556345 0.653625

sp|P61459|PHS_RAT Pterin-4-alpha-carbinolamine dehydratase OS=Rattus norvegicus GN=Pcbd1 PE=1 SV=23 4 0.0332041 -0.20731 0.2775054 0.6549125

sp|Q63135|CRRY_RAT; sp|Q63135-2|CRRY_RAT Complement regulatory protein Crry OS=Rattus norvegicus GN=Crry PE=1 SV=1; Isoform 2 of Complement regulatory protein Crry OS=Rattus norvegicus GN=Crry2 2 -0.005529 -0.388528 0.3973311 0.6550875

sp|P63095|GNAS2_RAT Guanine nucleotide-binding protein G(s) subunit alpha isoforms short OS=Rattus norvegicus GN=Gnas PE=1 SV=16 10 0.0406922 -0.115055 0.2023481 0.6552375

tr|F1M380|F1M380_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus PE=4 SV=12 3 0.0008928 -0.360514 0.3816301 0.6552625

sp|P17955|NUP62_RAT Nuclear pore glycoprotein p62 OS=Rattus norvegicus GN=Nup62 PE=1 SV=11 3 0.0050136 -0.395345 0.4269562 0.65535

sp|P14659|HSP72_RAT Heat shock-related 70 kDa protein 2 OS=Rattus norvegicus GN=Hspa2 PE=2 SV=217 36 0.0371606 -0.1427 0.2110178 0.6553625

sp|O88453|SAFB1_RAT Scaffold attachment factor B1 OS=Rattus norvegicus GN=Safb PE=1 SV=22 4 -0.019028 -0.296565 0.2457017 0.6560625

sp|P19468|GSH1_RAT Glutamate--cysteine ligase catalytic subunit OS=Rattus norvegicus GN=Gclc PE=1 SV=22 3 0.0197996 -0.242442 0.2698347 0.6579625

sp|Q5PQT7|PHLA3_RAT Pleckstrin homology-like domain family A member 3 OS=Rattus norvegicus GN=Phlda3 PE=2 SV=13 3 0.0106394 -0.295243 0.3202267 0.658425

tr|D3Z943|D3Z943_RAT Uncharacterized protein OS=Rattus norvegicus GN=Mtap PE=4 SV=13 5 -0.031467 -0.24423 0.1787623 0.6585

tr|D4A493|D4A493_RAT; tr|D3ZZ55|D3ZZ55_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=1; Uncharacterized protein OS=Rattus norvegicus GN=Ctnnd1 PE=4 SV=17 12 0.0388331 -0.112968 0.1967073 0.6611

tr|D4A4L8|D4A4L8_RAT Similar to RIKEN cDNA 1110059P08 OS=Rattus norvegicus GN=RGD1305031 PE=4 SV=12 3 -0.022098 -0.262429 0.2293066 0.6612125

tr|D3ZQL7|D3ZQL7_RAT Similar to 25 kDa brain-specific protein (P25-alpha) (Predicted), isoform CRA_a OS=Rattus norvegicus GN=Tppp PE=4 SV=13 5 -0.023741 -0.279649 0.2302123 0.6617375

tr|F1M6X5|F1M6X5_RAT; tr|D4A9D1|D4A9D1_RAT; sp|Q9Z0J5|TRXR2_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Txnrd2 PE=3 SV=1; Uncharacterized protein OS=Rattus norvegicus PE=3 SV=1; Thioredoxin reductase 2, mitochondrial OS=Rattus norvegicus GN=Txnrd2 PE=1 SV=32 4 0.0307482 -0.180152 0.2567131 0.6621125

tr|D4A4L4|D4A4L4_RAT Uncharacterized protein OS=Rattus norvegicus GN=Map7d2 PE=4 SV=13 3 0.0107547 -0.320005 0.3556244 0.66275

tr|D3ZVM5|D3ZVM5_RAT Uncharacterized protein OS=Rattus norvegicus GN=Hspa12b PE=4 SV=14 4 0.0149838 -0.25056 0.2759191 0.6635125

tr|F1LW44|F1LW44_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Nln PE=3 SV=13 4 -0.01541 -0.313205 0.2660704 0.663775

tr|B4F7E8|B4F7E8_RAT Family with sequence similarity 129, member B OS=Rattus norvegicus GN=Fam129b PE=2 SV=17 11 -0.046137 -0.163171 0.0737751 0.66405

tr|D3ZEU2|D3ZEU2_RAT Uncharacterized protein OS=Rattus norvegicus GN=Lama4 PE=4 SV=13 4 0.0287188 -0.182019 0.2448967 0.6649875

sp|Q6P4Z9|CSN8_RAT COP9 signalosome complex subunit 8 OS=Rattus norvegicus GN=Cops8 PE=2 SV=12 2 -0.01322 -0.33316 0.316664 0.6662375

tr|D3ZGP4|D3ZGP4_RAT RCG39700, isoform CRA_d OS=Rattus norvegicus GN=Rab6a PE=3 SV=15 10 0.0304505 -0.173128 0.22979 0.6668125

tr|Q4G079|Q4G079_RAT Small inducible cytokine subfamily E, member 1 OS=Rattus norvegicus GN=Aimp1 PE=2 SV=14 9 -0.028238 -0.250485 0.1958553 0.6668625

sp|P50554|GABT_RAT 4-aminobutyrate aminotransferase, mitochondrial OS=Rattus norvegicus GN=Abat PE=1 SV=38 12 -0.019069 -0.264477 0.235477 0.6673875

sp|P37805|TAGL3_RAT Transgelin-3 OS=Rattus norvegicus GN=Tagln3 PE=1 SV=24 5 0.032334 -0.149707 0.2204758 0.6676625

tr|D3ZF54|D3ZF54_RAT Uncharacterized protein OS=Rattus norvegicus GN=Ano10 PE=4 SV=13 5 -0.009459 -0.319185 0.3112439 0.668175

sp|Q9QX79|FETUB_RAT Fetuin-B OS=Rattus norvegicus GN=Fetub PE=2 SV=114 49 -0.005513 -0.319849 0.3143525 0.6681875

tr|Q8CHN5|Q8CHN5_RAT Epididymal secretory protein 1 OS=Rattus norvegicus GN=Npc2 PE=2 SV=12 4 -0.021585 -0.249402 0.2076439 0.671175

tr|Q6IN22|Q6IN22_RAT Cathepsin B OS=Rattus norvegicus GN=Ctsb PE=2 SV=14 5 0.0287484 -0.171631 0.2405751 0.671575

sp|P54645|AAPK1_RAT 5'-AMP-activated protein kinase catalytic subunit alpha-1 OS=Rattus norvegicus GN=Prkaa1 PE=1 SV=22 3 0.0065007 -0.282879 0.292279 0.6742375

sp|P42930|HSPB1_RAT Heat shock protein beta-1 OS=Rattus norvegicus GN=Hspb1 PE=1 SV=17 11 0.0409718 -0.096354 0.1817125 0.676275

sp|Q5U2U2|CRKL_RAT Crk-like protein OS=Rattus norvegicus GN=Crkl PE=1 SV=14 4 -0.018345 -0.25146 0.220425 0.6763

sp|Q562C9|MTND_RAT 1,2-dihydroxy-3-keto-5-methylthiopentene dioxygenase OS=Rattus norvegicus GN=Adi1 PE=2 SV=11 2 -0.009091 -0.304262 0.276462 0.67675

sp|Q99PS8|HRG_RAT Histidine-rich glycoprotein OS=Rattus norvegicus GN=Hrg PE=2 SV=114 36 0.0173188 -0.231771 0.2651107 0.6775875

sp|P07632|SODC_RAT Superoxide dismutase [Cu-Zn] OS=Rattus norvegicus GN=Sod1 PE=1 SV=27 37 -0.042869 -0.16979 0.0868106 0.6778625

sp|P23928|CRYAB_RAT Alpha-crystallin B chain OS=Rattus norvegicus GN=Cryab PE=1 SV=110 28 -0.027303 -0.223505 0.1739405 0.6783

sp|Q4V7C6|GUAA_RAT GMP synthase [glutamine-hydrolyzing] OS=Rattus norvegicus GN=Gmps PE=1 SV=14 10 -0.031613 -0.207179 0.143807 0.6784125
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tr|D3ZLN0|D3ZLN0_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=12 3 -0.004486 -0.313263 0.2994297 0.67845

tr|D3Z995|D3Z995_RAT Uncharacterized protein OS=Rattus norvegicus GN=Cetn2 PE=4 SV=12 3 -0.007436 -0.287813 0.2702457 0.6811375

sp|A2RUV9|AEBP1_RAT Adipocyte enhancer-binding protein 1 OS=Rattus norvegicus GN=Aebp1 PE=2 SV=15 7 0.0201902 -0.207373 0.2544162 0.6813

sp|P36876|2ABA_RAT Serine/threonine-protein phosphatase 2A 55 kDa regulatory subunit B alpha isoform OS=Rattus norvegicus GN=Ppp2r2a PE=2 SV=15 6 0.0371898 -0.128772 0.2134259 0.68155

tr|D4A7R0|D4A7R0_RAT Uncharacterized protein OS=Rattus norvegicus GN=Srp72 PE=4 SV=12 2 0.0084781 -0.277149 0.2742137 0.6823625

tr|B0BNJ4|B0BNJ4_RAT Ethylmalonic encephalopathy 1 OS=Rattus norvegicus GN=Ethe1 PE=2 SV=13 5 -0.017784 -0.260997 0.2130073 0.683625

sp|P17256|KIME_RAT Mevalonate kinase OS=Rattus norvegicus GN=Mvk PE=1 SV=12 3 -0.011587 -0.277691 0.2577006 0.684025

tr|F1M949|F1M949_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Ckap5 PE=4 SV=17 10 0.0282924 -0.151963 0.2018519 0.6849875

tr|F2Z3T7|F2Z3T7_RAT; sp|Q6I7R3|ISOC1_RAT Uncharacterized protein OS=Rattus norvegicus GN=Isoc1 PE=4 SV=1; Isochorismatase domain-containing protein 1 OS=Rattus norvegicus GN=Isoc1 PE=2 SV=13 4 0.0018332 -0.293894 0.2891619 0.685175

tr|Q5XIL4|Q5XIL4_RAT Sorbin and SH3 domain containing 3 OS=Rattus norvegicus GN=Sorbs3 PE=2 SV=15 8 0.0353092 -0.124621 0.1964043 0.6853125

tr|F1MAP9|F1MAP9_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=18 10 0.034637 -0.127477 0.2115522 0.685325

tr|F1LM67|F1LM67_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Uchl3 PE=4 SV=13 3 0.0011657 -0.356072 0.3657675 0.685325

sp|P21913|DHSB_RAT Succinate dehydrogenase [ubiquinone] iron-sulfur subunit, mitochondrial OS=Rattus norvegicus GN=Sdhb PE=2 SV=23 7 0.0205826 -0.193602 0.2358304 0.686225

sp|O35094|TIM44_RAT Mitochondrial import inner membrane translocase subunit TIM44 OS=Rattus norvegicus GN=Timm44 PE=2 SV=14 7 0.0033775 -0.286019 0.2922572 0.6871875

sp|Q8CFN2|CDC42_RAT Cell division control protein 42 homolog OS=Rattus norvegicus GN=Cdc42 PE=1 SV=21 5 -0.019004 -0.229842 0.2021902 0.687325

tr|Q5U2S7|Q5U2S7_RAT Proteasome (Prosome, macropain) 26S subunit, non-ATPase, 3 OS=Rattus norvegicus GN=Psmd3 PE=2 SV=15 7 0.0277786 -0.15844 0.2208595 0.68825

sp|P62828|RAN_RAT GTP-binding nuclear protein Ran OS=Rattus norvegicus GN=Ran PE=1 SV=35 7 -0.036311 -0.177069 0.105818 0.6887

tr|F1LR50|F1LR50_RAT Uncharacterized protein OS=Rattus norvegicus GN=Capn9 PE=4 SV=11 4 0.0073839 -0.261898 0.2845131 0.6892

tr|D3ZHX7|D3ZHX7_RAT Microtubule-associated protein OS=Rattus norvegicus GN=Map4 PE=4 SV=12 3 -0.019919 -0.233446 0.1960686 0.6904

sp|Q3B8Q1|DDX21_RAT Nucleolar RNA helicase 2 OS=Rattus norvegicus GN=Ddx21 PE=2 SV=13 6 -0.006347 -0.265616 0.2598808 0.6911875

sp|O88637|PCY2_RAT; sp|O88637-2|PCY2_RAT Ethanolamine-phosphate cytidylyltransferase OS=Rattus norvegicus GN=Pcyt2 PE=1 SV=1; Isoform 2 of Ethanolamine-phosphate cytidylyltransferase OS=Rattus norvegicus GN=Pcyt21 2 -0.001581 -0.27761 0.2899843 0.691275

tr|D3ZD89|D3ZD89_RAT Uncharacterized protein OS=Rattus norvegicus GN=Narg1 PE=4 SV=14 6 0.0077362 -0.249213 0.270028 0.69175

sp|P35467|S10A1_RAT Protein S100-A1 OS=Rattus norvegicus GN=S100a1 PE=1 SV=32 3 0.011295 -0.233491 0.2513203 0.6919

tr|Q5U3Z7|Q5U3Z7_RAT Serine hydroxymethyltransferase OS=Rattus norvegicus GN=Shmt2 PE=2 SV=14 6 0.0047641 -0.266717 0.276484 0.69205

sp|P09495|TPM4_RAT Tropomyosin alpha-4 chain OS=Rattus norvegicus GN=Tpm4 PE=1 SV=34 12 -0.046898 -0.143676 0.0520009 0.6922875

sp|Q63429|UBC_RAT Polyubiquitin-C OS=Rattus norvegicus GN=Ubc PE=1 SV=17 28 0.0470041 -0.055946 0.1460049 0.6923625

tr|F1LSQ6|F1LSQ6_RAT Proteasome subunit alpha type OS=Rattus norvegicus GN=Psma7 PE=3 SV=19 19 -0.050497 -0.134589 0.0343322 0.692825

sp|P08503|ACADM_RAT Medium-chain specific acyl-CoA dehydrogenase, mitochondrial OS=Rattus norvegicus GN=Acadm PE=1 SV=12 2 0.0104451 -0.264493 0.2798582 0.6933625

sp|P60123|RUVB1_RAT RuvB-like 1 OS=Rattus norvegicus GN=Ruvbl1 PE=1 SV=13 3 -0.014726 -0.241039 0.2111899 0.694

sp|Q9JHL4-4|DBNL_RAT Isoform 4 of Drebrin-like protein OS=Rattus norvegicus GN=Dbnl7 9 -0.0162 -0.247996 0.2128917 0.69405

sp|Q9JJ50|HGS_RAT; sp|Q9JJ50-2|HGS_RAT Hepatocyte growth factor-regulated tyrosine kinase substrate OS=Rattus norvegicus GN=Hgs PE=1 SV=1; Isoform 2 of Hepatocyte growth factor-regulated tyrosine kinase substrate OS=Rattus norvegicus GN=Hgs4 5 0.0198207 -0.22264 0.2649775 0.6941125

sp|Q9Z270|VAPA_RAT Vesicle-associated membrane protein-associated protein A OS=Rattus norvegicus GN=Vapa PE=1 SV=35 6 -0.017856 -0.226195 0.1950689 0.69435

sp|Q62636|RAP1B_RAT Ras-related protein Rap-1b OS=Rattus norvegicus GN=Rap1b PE=2 SV=24 4 -0.011872 -0.313145 0.2569839 0.69615

sp|P18614|ITA1_RAT Integrin alpha-1 OS=Rattus norvegicus GN=Itga1 PE=1 SV=14 4 -0.010176 -0.279424 0.2520514 0.697

tr|F1LPF5|F1LPF5_RAT; sp|Q07439|HSP71_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Hspa1a PE=3 SV=1; Heat shock 70 kDa protein 1A/1B OS=Rattus norvegicus GN=Hspa1a PE=2 SV=29 19 0.0347042 -0.117039 0.1789797 0.6976125

tr|D3ZK62|D3ZK62_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=14 6 -0.022586 -0.213704 0.1746182 0.6976625

tr|B2RYP5|B2RYP5_RAT; sp|Q9WVR7|PPM1F_RAT Protein phosphatase 1F (PP2C domain containing) OS=Rattus norvegicus GN=Ppm1f PE=2 SV=1; Protein phosphatase 1F OS=Rattus norvegicus GN=Ppm1f PE=2 SV=14 6 -0.020242 -0.209771 0.1796772 0.6986875

sp|P11915|NLTP_RAT Non-specific lipid-transfer protein OS=Rattus norvegicus GN=Scp2 PE=1 SV=33 5 -0.008873 -0.251551 0.2434218 0.6993375

sp|P97532|THTM_RAT 3-mercaptopyruvate sulfurtransferase OS=Rattus norvegicus GN=Mpst PE=1 SV=34 5 -0.034771 -0.173939 0.1018403 0.7027625

tr|Q4QR73|Q4QR73_RAT DnaJ (Hsp40) homolog, subfamily A, member 4 OS=Rattus norvegicus GN=Dnaja4 PE=2 SV=14 6 -0.018343 -0.225085 0.1748215 0.7035

sp|Q4KM73|KCY_RAT UMP-CMP kinase OS=Rattus norvegicus GN=Cmpk1 PE=1 SV=26 11 0.0424665 -0.072032 0.1551538 0.7041125

sp|P17988|ST1A1_RAT Sulfotransferase 1A1 OS=Rattus norvegicus GN=Sult1a1 PE=1 SV=15 15 0.0187135 -0.190067 0.2271164 0.7044375

tr|D3ZKG7|D3ZKG7_RAT Inositol polyphosphate-5-phosphatase F (Predicted), isoform CRA_c OS=Rattus norvegicus GN=Inpp5f PE=4 SV=11 2 -0.031275 -0.219714 0.154184 0.7051625

sp|P61149|FGF1_RAT Heparin-binding growth factor 1 OS=Rattus norvegicus GN=Fgf1 PE=1 SV=14 5 0.0233728 -0.161617 0.2092604 0.7060625

tr|D3ZU44|D3ZU44_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=12 2 0.0270205 -0.144077 0.1960824 0.7077875

tr|D4A746|D4A746_RAT GDP-mannose pyrophosphorylase B (Predicted), isoform CRA_a OS=Rattus norvegicus GN=Gmppb PE=4 SV=12 3 -0.003885 -0.258126 0.241507 0.7079

sp|P26376|IFM3_RAT Interferon-induced transmembrane protein 3 OS=Rattus norvegicus GN=ifitm3 PE=2 SV=11 2 0.0003914 -0.265052 0.2677034 0.70955

tr|Q499R7|Q499R7_RAT Ppa1 protein (Fragment) OS=Rattus norvegicus GN=Ppa1 PE=2 SV=13 4 -0.01787 -0.236016 0.1887537 0.7109125

tr|D3ZT90|D3ZT90_RAT Glutaryl-Coenzyme A dehydrogenase (Predicted) OS=Rattus norvegicus GN=Gcdh PE=3 SV=14 7 0.0205419 -0.168262 0.2123704 0.7112

sp|Q62733|LAP2_RAT Lamina-associated polypeptide 2, isoform beta OS=Rattus norvegicus GN=Tmpo PE=1 SV=32 6 0.0309815 -0.114667 0.1801815 0.712
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sp|O35854|BCAT2_RAT Branched-chain-amino-acid aminotransferase, mitochondrial OS=Rattus norvegicus GN=Bcat2 PE=1 SV=14 6 -0.040056 -0.153965 0.0758348 0.712425

tr|F1M1G5|F1M1G5_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Kctd16 PE=4 SV=12 5 -0.029534 -0.193242 0.1253943 0.713625

tr|Q5M949|Q5M949_RAT Nipsnap homolog 3A (C. elegans) OS=Rattus norvegicus GN=Nipsnap3b PE=2 SV=13 6 0.008735 -0.221745 0.2471846 0.713675

tr|D4AEP0|D4AEP0_RAT Adenylosuccinate synthetase OS=Rattus norvegicus GN=Adss PE=3 SV=16 10 0.0302908 -0.114395 0.1762564 0.7137625

tr|Q4V8H5|Q4V8H5_RAT Aspartyl aminopeptidase OS=Rattus norvegicus GN=Dnpep PE=2 SV=110 16 -0.039365 -0.155582 0.0751421 0.7141875

tr|D4A820|D4A820_RAT Cytochrome P450, family 2, subfamily s, polypeptide 1 OS=Rattus norvegicus GN=Cyp2s1 PE=3 SV=112 18 0.0160887 -0.18242 0.2263162 0.715575

sp|Q5FVQ4|MLEC_RAT Malectin OS=Rattus norvegicus GN=Mlec PE=2 SV=15 6 0.0042381 -0.249052 0.2555971 0.7156125

sp|Q66HG4|GALM_RAT Aldose 1-epimerase OS=Rattus norvegicus GN=Galm PE=1 SV=12 3 0.006376 -0.237831 0.2359614 0.716025

tr|Q5M9H2|Q5M9H2_RAT Acyl-Coenzyme A dehydrogenase, very long chain OS=Rattus norvegicus GN=Acadvl PE=2 SV=19 17 0.0134263 -0.196438 0.2290396 0.717

sp|Q9WV63|KIF2A_RAT; sp|Q9WV63-2|KIF2A_RAT Kinesin-like protein KIF2A OS=Rattus norvegicus GN=Kif2a PE=2 SV=2; Isoform 2 of Kinesin-like protein KIF2A OS=Rattus norvegicus GN=Kif2a7 11 0.0219521 -0.159668 0.1994996 0.7175875

tr|A1L1J8|A1L1J8_RAT RAB5B, member RAS oncogene family OS=Rattus norvegicus GN=Rab5b PE=2 SV=15 9 0.0297125 -0.115598 0.1768235 0.7181125

tr|D3ZWS0|D3ZWS0_RAT Similar to PDZ-domain protein scribble (Predicted), isoform CRA_b OS=Rattus norvegicus GN=Scrib PE=4 SV=17 10 0.0214609 -0.157455 0.1999311 0.7181375

sp|P53042|PPP5_RAT Serine/threonine-protein phosphatase 5 OS=Rattus norvegicus GN=Ppp5c PE=2 SV=14 5 0.0155849 -0.193553 0.2375385 0.719025

sp|P51583|PUR6_RAT Multifunctional protein ADE2 OS=Rattus norvegicus GN=Paics PE=2 SV=35 6 0.0247705 -0.13417 0.184374 0.7196875

sp|Q6AY84|SCRN1_RAT Secernin-1 OS=Rattus norvegicus GN=Scrn1 PE=1 SV=114 33 0.0053553 -0.230505 0.246617 0.72025

sp|P55161|NCKP1_RAT Nck-associated protein 1 OS=Rattus norvegicus GN=Nckap1 PE=2 SV=15 7 0.0292254 -0.120315 0.1746374 0.7205125

tr|Q5M963|Q5M963_RAT Cytidine monophosphate N-acetylneuraminic acid synthetase OS=Rattus norvegicus GN=Cmas PE=2 SV=13 8 -0.021602 -0.183945 0.1525043 0.72075

tr|F1LQS4|F1LQS4_RAT Uncharacterized protein OS=Rattus norvegicus GN=Acly PE=4 SV=145 86 0.0272322 -0.12977 0.184176 0.7208375

tr|D3ZE45|D3ZE45_RAT Uncharacterized protein OS=Rattus norvegicus GN=Vwa5a PE=4 SV=110 12 -0.034206 -0.163948 0.0995586 0.7212125

sp|P37996|ARL3_RAT ADP-ribosylation factor-like protein 3 OS=Rattus norvegicus GN=Arl3 PE=1 SV=25 10 -0.024037 -0.188336 0.1369715 0.7213

sp|P24155|THOP1_RAT Thimet oligopeptidase OS=Rattus norvegicus GN=Thop1 PE=1 SV=48 14 -0.034598 -0.156979 0.0950318 0.7213625

tr|D3ZBS2|D3ZBS2_RAT; sp|Q63416|ITIH3_RAT Uncharacterized protein OS=Rattus norvegicus GN=Itih3 PE=4 SV=1; Inter-alpha-trypsin inhibitor heavy chain H3 OS=Rattus norvegicus GN=Itih3 PE=2 SV=112 35 -0.00345 -0.24385 0.2414903 0.72155

sp|Q6P747|HP1B3_RAT Heterochromatin protein 1-binding protein 3 OS=Rattus norvegicus GN=Hp1bp3 PE=2 SV=113 23 0.0366272 -0.089159 0.1676462 0.722175

sp|Q9JJ19|NHRF1_RAT Na(+)/H(+) exchange regulatory cofactor NHE-RF1 OS=Rattus norvegicus GN=Slc9a3r1 PE=1 SV=34 5 0.0207892 -0.151446 0.1954029 0.72245

sp|Q4FZT9|PSMD2_RAT 26S proteasome non-ATPase regulatory subunit 2 OS=Rattus norvegicus GN=Psmd2 PE=2 SV=111 15 -0.019 -0.202048 0.1712355 0.72255

sp|Q9Z0V6|PRDX3_RAT Thioredoxin-dependent peroxide reductase, mitochondrial OS=Rattus norvegicus GN=Prdx3 PE=1 SV=23 6 0.0253564 -0.137621 0.1957809 0.7228125

tr|D4AB01|D4AB01_RAT Histidine triad nucleotide binding protein 2 (Predicted), isoform CRA_a OS=Rattus norvegicus GN=Hint2 PE=4 SV=14 9 -0.012052 -0.21401 0.1832162 0.7257875

sp|Q5XI73|GDIR1_RAT Rho GDP-dissociation inhibitor 1 OS=Rattus norvegicus GN=Arhgdia PE=1 SV=111 33 0.0442288 -0.049039 0.1369159 0.727675

tr|E9PU16|E9PU16_RAT Uncharacterized protein OS=Rattus norvegicus GN=Rab1 PE=3 SV=15 9 -0.028897 -0.168933 0.1167356 0.729025

tr|D4A137|D4A137_RAT Aldehyde dehydrogenase OS=Rattus norvegicus PE=3 SV=13 6 -0.022632 -0.19169 0.1402309 0.7292375

tr|Q5M964|Q5M964_RAT; sp|P14408|FUMH_RAT Fumarate hydratase 1 OS=Rattus norvegicus GN=Fh1 PE=2 SV=1; Fumarate hydratase, mitochondrial OS=Rattus norvegicus GN=Fh PE=1 SV=110 13 0.0374355 -0.081056 0.1506202 0.7297

tr|D4ABS5|D4ABS5_RAT Uncharacterized protein OS=Rattus norvegicus GN=Pithd1 PE=4 SV=12 4 -0.003415 -0.241234 0.2270393 0.72985

sp|O54975|XPP1_RAT Xaa-Pro aminopeptidase 1 OS=Rattus norvegicus GN=Xpnpep1 PE=1 SV=18 14 0.0326487 -0.100528 0.1624272 0.7302625

tr|D4ACB0|D4ACB0_RAT Synuclein, gamma, isoform CRA_c OS=Rattus norvegicus GN=Sncg PE=4 SV=110 45 -0.033916 -0.161165 0.0924351 0.7305625

tr|Q5PQZ9|Q5PQZ9_RAT NADH dehydrogenase [ubiquinone] 1 subunit C2 OS=Rattus norvegicus GN=Ndufc2 PE=2 SV=12 3 -0.002927 -0.262234 0.2439266 0.7315875

sp|B2RYW9|FAHD2_RAT Fumarylacetoacetate hydrolase domain-containing protein 2 OS=Rattus norvegicus GN=Fahd2 PE=1 SV=12 3 0.0073696 -0.209316 0.2197487 0.73165

sp|P68511|1433F_RAT 14-3-3 protein eta OS=Rattus norvegicus GN=Ywhah PE=1 SV=26 10 0.0372341 -0.075225 0.1514803 0.7327125

sp|Q4V8B0|OXR1_RAT Oxidation resistance protein 1 OS=Rattus norvegicus GN=Oxr1 PE=1 SV=38 8 0.0182186 -0.155384 0.1923296 0.73275

sp|P54319|PLAP_RAT Phospholipase A-2-activating protein OS=Rattus norvegicus GN=Plaa PE=2 SV=33 6 0.0227621 -0.136647 0.1825801 0.7330625

tr|F1LRT9|F1LRT9_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Dync1h1 PE=4 SV=13 5 -0.023307 -0.178151 0.135224 0.735025

tr|F1M8L2|F1M8L2_RAT; tr|D4A7V1|D4A7V1_RAT Uncharacterized protein OS=Rattus norvegicus GN=Sh3glb2 PE=4 SV=1; SH3-domain GRB2-like endophilin B2, isoform CRA_a OS=Rattus norvegicus GN=Sh3glb2 PE=4 SV=15 10 -0.020456 -0.195951 0.1487311 0.7353

sp|Q6PEC0|AP4A_RAT Bis(5'-nucleosyl)-tetraphosphatase [asymmetrical] OS=Rattus norvegicus GN=Nudt2 PE=2 SV=33 5 0.0057922 -0.20214 0.2213516 0.7355875

sp|P29266|3HIDH_RAT 3-hydroxyisobutyrate dehydrogenase, mitochondrial OS=Rattus norvegicus GN=Hibadh PE=1 SV=37 14 -0.034186 -0.152533 0.0855409 0.7355875

sp|P09456|KAP0_RAT cAMP-dependent protein kinase type I-alpha regulatory subunit OS=Rattus norvegicus GN=Prkar1a PE=2 SV=24 7 -0.007125 -0.215142 0.2037951 0.7369125

tr|Q5U328|Q5U328_RAT; sp|P13383|NUCL_RAT Nucleolin OS=Rattus norvegicus GN=Ncl PE=2 SV=1; Nucleolin OS=Rattus norvegicus GN=Ncl PE=1 SV=323 35 -0.031785 -0.165146 0.097758 0.737275

tr|D3ZCA0|D3ZCA0_RAT Proline synthetase co-transcribed (Predicted) OS=Rattus norvegicus GN=Prosc PE=3 SV=13 4 -0.017445 -0.189871 0.1509817 0.7376375

sp|Q99JE6|PLCB3_RAT 1-phosphatidylinositol-4,5-bisphosphate phosphodiesterase beta-3 OS=Rattus norvegicus GN=Plcb3 PE=1 SV=28 14 0.0167416 -0.153552 0.1899444 0.7394625

tr|E9PTQ6|E9PTQ6_RAT Uncharacterized protein OS=Rattus norvegicus GN=Stt3b PE=4 SV=13 3 -0.003924 -0.250879 0.2236298 0.7401875

sp|Q6P7Q4|LGUL_RAT Lactoylglutathione lyase OS=Rattus norvegicus GN=Glo1 PE=1 SV=38 21 0.0370788 -0.073315 0.1515389 0.7428125

sp|P21775|THIKA_RAT 3-ketoacyl-CoA thiolase A, peroxisomal OS=Rattus norvegicus GN=Acaa1a PE=2 SV=27 11 0.0138199 -0.165886 0.1989533 0.7429625
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tr|B5DFN4|B5DFN4_RAT Prefoldin 5 (Predicted), isoform CRA_a OS=Rattus norvegicus GN=Pfdn5 PE=2 SV=16 10 -0.013856 -0.198771 0.1728637 0.7440375

sp|O55096|DPP3_RAT Dipeptidyl peptidase 3 OS=Rattus norvegicus GN=Dpp3 PE=1 SV=29 13 -0.029059 -0.159089 0.103752 0.744425

sp|P62628|DLRB1_RAT Dynein light chain roadblock-type 1 OS=Rattus norvegicus GN=Dynlrb1 PE=1 SV=32 6 -0.023121 -0.170451 0.1305693 0.744475

tr|F1M9V7|F1M9V7_RAT Uncharacterized protein OS=Rattus norvegicus GN=Npepps PE=4 SV=110 16 0.0464956 -0.029195 0.1206281 0.744875

tr|D3ZUB0|D3ZUB0_RAT Reticulocalbin 1 (Predicted), isoform CRA_a OS=Rattus norvegicus GN=Rcn1 PE=4 SV=13 4 0.0065566 -0.199925 0.2039743 0.744875

sp|P38650|DYHC1_RAT Cytoplasmic dynein 1 heavy chain 1 OS=Rattus norvegicus GN=Dync1h1 PE=1 SV=130 51 0.0364741 -0.072289 0.1460157 0.7464125

sp|P63018|HSP7C_RAT Heat shock cognate 71 kDa protein OS=Rattus norvegicus GN=Hspa8 PE=1 SV=124 74 0.0467755 -0.02878 0.1219015 0.7465875

tr|E9PTS1|E9PTS1_RAT Uncharacterized protein OS=Rattus norvegicus GN=Tjp2 PE=4 SV=110 14 -0.032109 -0.149717 0.0817034 0.7475375

sp|P46844|BIEA_RAT Biliverdin reductase A OS=Rattus norvegicus GN=Blvra PE=1 SV=110 18 0.0295775 -0.099715 0.1585139 0.7479375

sp|P21670|PSA4_RAT Proteasome subunit alpha type-4 OS=Rattus norvegicus GN=Psma4 PE=1 SV=13 7 -0.007718 -0.20079 0.1900983 0.7479875

sp|Q63258|ITA7_RAT Integrin alpha-7 OS=Rattus norvegicus GN=Itga7 PE=1 SV=29 17 0.0149399 -0.15897 0.1921591 0.748625

sp|Q9ES21|SAC1_RAT Phosphatidylinositide phosphatase SAC1 OS=Rattus norvegicus GN=Sacm1l PE=1 SV=17 11 0.0205013 -0.136006 0.1818996 0.748675

sp|Q68FU3|ETFB_RAT Electron transfer flavoprotein subunit beta OS=Rattus norvegicus GN=Etfb PE=2 SV=312 17 0.032292 -0.092635 0.1637281 0.75

tr|F1MA29|F1MA29_RAT; tr|D3ZXR5|D3ZXR5_RAT; sp|P63159|HMGB1_RAT Uncharacterized protein OS=Rattus norvegicus GN=RGD1560584 PE=4 SV=1; Uncharacterized protein OS=Rattus norvegicus GN=RGD1563668 PE=4 SV=1; High mobility group protein B1 OS=Rattus norvegicus GN=Hmgb1 PE=1 SV=210 15 -0.003744 -0.211422 0.2027573 0.7504625

sp|Q9WTV5|PSMD9_RAT 26S proteasome non-ATPase regulatory subunit 9 OS=Rattus norvegicus GN=Psmd9 PE=1 SV=15 8 0.0264716 -0.111184 0.1678613 0.75095

tr|D3Z9Q9|D3Z9Q9_RAT Uncharacterized protein OS=Rattus norvegicus GN=Dhx9 PE=4 SV=14 6 -0.00027 -0.206225 0.214414 0.751175

sp|P13803|ETFA_RAT Electron transfer flavoprotein subunit alpha, mitochondrial OS=Rattus norvegicus GN=Etfa PE=1 SV=410 16 0.0236523 -0.131289 0.1808921 0.7516375

tr|Q6P6U2|Q6P6U2_RAT; sp|Q63569|PRS6A_RAT Proteasome (Prosome, macropain) 26S subunit, ATPase 3 OS=Rattus norvegicus GN=Psmc3 PE=2 SV=1; 26S protease regulatory subunit 6A OS=Rattus norvegicus GN=Psmc3 PE=2 SV=112 20 0.0303919 -0.093982 0.1627195 0.752025

tr|Q5U302|Q5U302_RAT Catenin (Cadherin associated protein), alpha 1 OS=Rattus norvegicus GN=Ctnna1 PE=2 SV=19 15 0.0287486 -0.094647 0.1550992 0.7533375

sp|P23965|ECI1_RAT Enoyl-CoA delta isomerase 1, mitochondrial OS=Rattus norvegicus GN=Eci1 PE=1 SV=19 16 0.0167871 -0.146754 0.1796584 0.7542125

sp|P35704|PRDX2_RAT Peroxiredoxin-2 OS=Rattus norvegicus GN=Prdx2 PE=1 SV=36 13 0.0397625 -0.055265 0.1358611 0.7544375

tr|F1M167|F1M167_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=RGD1559786 PE=4 SV=12 3 0.0058614 -0.186555 0.2019215 0.7546375

sp|Q5XIE6|HIBCH_RAT 3-hydroxyisobutyryl-CoA hydrolase, mitochondrial OS=Rattus norvegicus GN=Hibch PE=1 SV=23 6 -0.006541 -0.20105 0.1814975 0.759225

tr|D4ADA8|D4ADA8_RAT Uncharacterized protein OS=Rattus norvegicus PE=4 SV=13 5 -0.001453 -0.207763 0.2067297 0.759275

sp|P08082|CLCB_RAT; sp|P08082-2|CLCB_RAT Clathrin light chain B OS=Rattus norvegicus GN=Cltb PE=1 SV=1; Isoform Non-brain of Clathrin light chain B OS=Rattus norvegicus GN=Cltb3 4 -0.034481 -0.159477 0.0773279 0.759275

tr|E9PTA6|E9PTA6_RAT; sp|P10688|PLCD1_RAT Uncharacterized protein OS=Rattus norvegicus GN=Plcd1 PE=4 SV=1; 1-phosphatidylinositol-4,5-bisphosphate phosphodiesterase delta-1 OS=Rattus norvegicus GN=Plcd1 PE=1 SV=15 7 -0.014523 -0.174511 0.1502326 0.7598125

sp|O88761|PSMD1_RAT 26S proteasome non-ATPase regulatory subunit 1 OS=Rattus norvegicus GN=Psmd1 PE=2 SV=19 11 -0.004624 -0.204991 0.1966912 0.7602625

sp|P62775|MTPN_RAT Myotrophin OS=Rattus norvegicus GN=Mtpn PE=1 SV=22 6 -0.013418 -0.177326 0.1588779 0.761675

tr|B0BNM1|B0BNM1_RAT Apoa1bp protein OS=Rattus norvegicus GN=Apoa1bp PE=2 SV=15 12 0.0214677 -0.126702 0.179025 0.7618375

tr|F1LQI1|F1LQI1_RAT Uncharacterized protein OS=Rattus norvegicus GN=Hagh PE=3 SV=17 11 0.0242155 -0.10895 0.1587578 0.7621625

sp|B2GV06|SCOT1_RAT Succinyl-CoA 3-ketoacid-coenzyme A transferase 1, mitochondrial OS=Rattus norvegicus GN=Oxct1 PE=1 SV=16 7 0.0055499 -0.187871 0.2051105 0.762225

tr|E9PTL2|E9PTL2_RAT Uncharacterized protein OS=Rattus norvegicus GN=Adh5 PE=3 SV=17 10 0.0352491 -0.067826 0.13711 0.7628875

tr|F1LYY6|F1LYY6_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Tmem189 PE=4 SV=17 13 0.0150873 -0.145499 0.1783671 0.7629375

tr|F1LVS4|F1LVS4_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Plekha7 PE=4 SV=17 8 -0.010632 -0.17842 0.1630661 0.76395

tr|D3ZLA3|D3ZLA3_RAT Copine III (Predicted), isoform CRA_b OS=Rattus norvegicus GN=Cpne3 PE=4 SV=18 11 0.0252917 -0.102477 0.1520949 0.76515

tr|Q3MIE4|Q3MIE4_RAT Uncharacterized protein OS=Rattus norvegicus GN=Vat1 PE=2 SV=119 55 0.0418469 -0.04004 0.1272577 0.76995

tr|Q6AZ73|Q6AZ73_RAT Pleckstrin homology domain containing, family B (Evectins) member 1, isoform CRA_d OS=Rattus norvegicus GN=Plekhb1 PE=2 SV=12 7 -0.006675 -0.190913 0.1754394 0.7711875

tr|Q5U2N2|Q5U2N2_RAT Ubiquitin carboxyl-terminal hydrolase OS=Rattus norvegicus GN=Usp14 PE=2 SV=18 10 -0.006585 -0.186245 0.1721146 0.7713125

tr|D3ZVQ0|D3ZVQ0_RAT Ubiquitin carboxyl-terminal hydrolase OS=Rattus norvegicus GN=Usp5 PE=3 SV=118 37 0.0327856 -0.076706 0.1377298 0.7718

sp|Q02253|MMSA_RAT Methylmalonate-semialdehyde dehydrogenase [acylating], mitochondrial OS=Rattus norvegicus GN=Aldh6a1 PE=1 SV=115 32 0.0378233 -0.055076 0.1294616 0.7720375

tr|D3ZFA6|D3ZFA6_RAT Uncharacterized protein OS=Rattus norvegicus GN=Ogdh PE=4 SV=112 19 -0.015467 -0.170296 0.142198 0.773275

tr|F1LRI5|F1LRI5_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Gcn1l1 PE=4 SV=17 10 -0.007297 -0.179412 0.1674413 0.7752125

tr|F1LMH5|F1LMH5_RAT; tr|D4A2X0|D4A2X0_RAT; sp|Q91XU1|QKI_RAT Uncharacterized protein OS=Rattus norvegicus GN=Qk PE=4 SV=1; Uncharacterized protein OS=Rattus norvegicus PE=4 SV=1; Protein quaking OS=Rattus norvegicus GN=Qki PE=1 SV=23 4 0.0091411 -0.157772 0.1842607 0.776275

sp|Q63028|ADDA_RAT Alpha-adducin OS=Rattus norvegicus GN=Add1 PE=1 SV=210 19 0.0371319 -0.056163 0.1288813 0.7770125

tr|D3ZD23|D3ZD23_RAT ATP-binding cassette, sub-family E (OABP), member 1 OS=Rattus norvegicus GN=Abce1 PE=3 SV=15 7 -0.020468 -0.154758 0.1160864 0.7785375

tr|D4A6A7|D4A6A7_RAT RCG36779 OS=Rattus norvegicus GN=rCG_36779 PE=4 SV=13 7 5.495E-06 -0.18429 0.1947694 0.7787

tr|B0BNK1|B0BNK1_RAT RCG32615, isoform CRA_a OS=Rattus norvegicus GN=Rab5c PE=2 SV=17 12 0.018216 -0.122838 0.1643232 0.7808625

sp|P13676|ACPH_RAT Acylamino-acid-releasing enzyme OS=Rattus norvegicus GN=Apeh PE=1 SV=14 5 0.0027173 -0.181634 0.1857551 0.781575

sp|P09527|RAB7A_RAT Ras-related protein Rab-7a OS=Rattus norvegicus GN=Rab7a PE=1 SV=28 13 0.0337337 -0.06463 0.1365169 0.7833875

sp|Q920L2|DHSA_RAT Succinate dehydrogenase [ubiquinone] flavoprotein subunit, mitochondrial OS=Rattus norvegicus GN=Sdha PE=1 SV=111 14 0.0211845 -0.113118 0.1545849 0.7848125
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tr|F1M1Z5|F1M1Z5_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus PE=4 SV=15 10 -0.031132 -0.131315 0.069443 0.7887625

tr|D3ZWE4|D3ZWE4_RAT; sp|O35303-4|DNM1L_RAT Uncharacterized protein OS=Rattus norvegicus PE=3 SV=1; Isoform 4 of Dynamin-1-like protein OS=Rattus norvegicus GN=Dnm1l14 30 0.0206129 -0.110641 0.1509583 0.7895

sp|Q62785|HAP28_RAT 28 kDa heat- and acid-stable phosphoprotein OS=Rattus norvegicus GN=Pdap1 PE=1 SV=14 4 -0.010673 -0.170259 0.1419306 0.7897

sp|P63036|DNJA1_RAT DnaJ homolog subfamily A member 1 OS=Rattus norvegicus GN=Dnaja1 PE=2 SV=14 7 0.0211688 -0.102823 0.1457814 0.7907

tr|D3ZLC1|D3ZLC1_RAT Uncharacterized protein OS=Rattus norvegicus GN=Lmnb2 PE=4 SV=111 13 0.0027514 -0.17581 0.1873828 0.7911625

sp|Q5XIG8|STRAP_RAT Serine-threonine kinase receptor-associated protein OS=Rattus norvegicus GN=Strap PE=1 SV=14 6 0.0043174 -0.157547 0.1730435 0.7946125

sp|Q01986|MP2K1_RAT Dual specificity mitogen-activated protein kinase kinase 1 OS=Rattus norvegicus GN=Map2k1 PE=1 SV=211 18 0.0336204 -0.054736 0.1252295 0.7978375

tr|Q5U344|Q5U344_RAT Txnrd1 protein OS=Rattus norvegicus GN=Txnrd1 PE=2 SV=113 22 0.0357363 -0.048893 0.1195456 0.79875

sp|P61206|ARF3_RAT ADP-ribosylation factor 3 OS=Rattus norvegicus GN=Arf3 PE=1 SV=25 13 -0.022844 -0.137843 0.0948822 0.800425

sp|P62260|1433E_RAT 14-3-3 protein epsilon OS=Rattus norvegicus GN=Ywhae PE=1 SV=117 42 -0.037686 -0.120469 0.0449216 0.8007

sp|Q6PEC1|TBCA_RAT Tubulin-specific chaperone A OS=Rattus norvegicus GN=Tbca PE=1 SV=16 12 -0.027582 -0.128127 0.0772632 0.8016375

sp|Q4KM49|SYYC_RAT Tyrosyl-tRNA synthetase, cytoplasmic OS=Rattus norvegicus GN=Yars PE=2 SV=314 24 0.0401236 -0.031321 0.1146315 0.8016625

tr|F2W8B0|F2W8B0_RAT; sp|P22734|COMT_RAT Catechol-O-methyltransferase OS=Rattus norvegicus GN=Comt PE=4 SV=1; Catechol O-methyltransferase OS=Rattus norvegicus GN=Comt PE=1 SV=27 11 -0.023556 -0.142789 0.0928111 0.8019

sp|P13086|SUCA_RAT Succinyl-CoA ligase [GDP-forming] subunit alpha, mitochondrial OS=Rattus norvegicus GN=Suclg1 PE=2 SV=29 14 0.0103398 -0.141332 0.1590222 0.802275

sp|Q9JLZ1|GLRX3_RAT Glutaredoxin-3 OS=Rattus norvegicus GN=Glrx3 PE=1 SV=27 15 0.0107539 -0.138948 0.1554195 0.8040125

sp|Q9QZA2|PDC6I_RAT Programmed cell death 6-interacting protein OS=Rattus norvegicus GN=Pdcd6ip PE=1 SV=218 27 0.0473908 -0.006599 0.1016829 0.8045

tr|E9PTY6|E9PTY6_RAT Uncharacterized protein OS=Rattus norvegicus GN=Fry PE=4 SV=11 3 -0.006489 -0.164012 0.1502572 0.805125

tr|F1M0R2|F1M0R2_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=RGD1562717 PE=4 SV=115 29 0.0145337 -0.120844 0.154015 0.805925

sp|Q07266|DREB_RAT Drebrin OS=Rattus norvegicus GN=Dbn1 PE=2 SV=36 9 0.0110915 -0.132864 0.1533401 0.807425

sp|O88989|MDHC_RAT Malate dehydrogenase, cytoplasmic OS=Rattus norvegicus GN=Mdh1 PE=1 SV=317 50 -0.026551 -0.135173 0.0783874 0.810075

sp|P63039|CH60_RAT 60 kDa heat shock protein, mitochondrial OS=Rattus norvegicus GN=Hspd1 PE=1 SV=129 66 0.0354654 -0.048118 0.1204167 0.811

tr|Q5RJK6|Q5RJK6_RAT Inositol polyphosphate-1-phosphatase OS=Rattus norvegicus GN=Inpp1 PE=2 SV=17 12 -0.009863 -0.15106 0.1298053 0.813575

tr|Q6P9V6|Q6P9V6_RAT Proteasome subunit alpha type OS=Rattus norvegicus GN=Psma5 PE=2 SV=13 7 0.0081398 -0.133309 0.1511225 0.813625

sp|P10860|DHE3_RAT Glutamate dehydrogenase 1, mitochondrial OS=Rattus norvegicus GN=Glud1 PE=1 SV=218 32 -0.027131 -0.129994 0.0763582 0.8150375

tr|Q8R3Z7|Q8R3Z7_RAT EH-domain containing 4 OS=Rattus norvegicus GN=Ehd4 PE=2 SV=113 22 -0.020397 -0.138719 0.0996471 0.81585

tr|D4A996|D4A996_RAT Uncharacterized protein OS=Rattus norvegicus PE=3 SV=115 19 -0.001309 -0.159511 0.1598704 0.818175

tr|D3ZUY8|D3ZUY8_RAT Adaptor protein complex AP-2, alpha 1 subunit (Predicted) OS=Rattus norvegicus GN=Ap2a1 PE=4 SV=19 12 -0.006056 -0.152787 0.1387937 0.8182875

sp|Q6JE36|NDRG1_RAT Protein NDRG1 OS=Rattus norvegicus GN=Ndrg1 PE=1 SV=18 26 -0.001882 -0.155843 0.1585467 0.8184375

tr|D3ZVB7|D3ZVB7_RAT Osteoglycin (Predicted) OS=Rattus norvegicus GN=Ogn PE=4 SV=118 83 0.0043812 -0.146871 0.1565134 0.8194875

sp|Q9R063|PRDX5_RAT Peroxiredoxin-5, mitochondrial OS=Rattus norvegicus GN=Prdx5 PE=1 SV=112 30 0.0349942 -0.049047 0.1167496 0.81955

sp|P50137|TKT_RAT Transketolase OS=Rattus norvegicus GN=Tkt PE=1 SV=131 70 -0.042722 -0.106803 0.0220028 0.82075

sp|P10111|PPIA_RAT Peptidyl-prolyl cis-trans isomerase A OS=Rattus norvegicus GN=Ppia PE=1 SV=211 49 0.037117 -0.040833 0.1133224 0.8215

sp|Q5RK30|SBDS_RAT Ribosome maturation protein SBDS OS=Rattus norvegicus GN=Sbds PE=2 SV=16 7 -0.011484 -0.144524 0.1198467 0.8225625

sp|P07335|KCRB_RAT Creatine kinase B-type OS=Rattus norvegicus GN=Ckb PE=1 SV=220 80 -0.027656 -0.12495 0.0677139 0.8229625

sp|P11232|THIO_RAT Thioredoxin OS=Rattus norvegicus GN=Txn PE=1 SV=28 22 -0.005624 -0.152118 0.1391782 0.82435

sp|Q9Z1B2|GSTM5_RAT Glutathione S-transferase Mu 5 OS=Rattus norvegicus GN=Gstm5 PE=1 SV=39 15 -0.017418 -0.131385 0.1030263 0.8244375

tr|F1LMY2|F1LMY2_RAT Uncharacterized protein OS=Rattus norvegicus GN=Sept9 PE=3 SV=110 15 -0.031706 -0.120217 0.0559439 0.8248125

sp|Q05982|NDKA_RAT Nucleoside diphosphate kinase A OS=Rattus norvegicus GN=Nme1 PE=1 SV=14 8 0.001632 -0.149007 0.157807 0.8255375

sp|A0JPM9|EIF3J_RAT Eukaryotic translation initiation factor 3 subunit J OS=Rattus norvegicus GN=Eif3j PE=2 SV=15 7 -0.007884 -0.141304 0.1304078 0.827175

tr|F1M978|F1M978_RAT Uncharacterized protein OS=Rattus norvegicus GN=Impa1 PE=4 SV=17 13 -0.033986 -0.11296 0.0441185 0.8274375

sp|P31000|VIME_RAT Vimentin OS=Rattus norvegicus GN=Vim PE=1 SV=231 100 0.0052029 -0.143914 0.1483461 0.828575

sp|P21263|NEST_RAT Nestin OS=Rattus norvegicus GN=Nes PE=1 SV=236 58 -0.004297 -0.149798 0.1425756 0.8290875

sp|P62076|TIM13_RAT Mitochondrial import inner membrane translocase subunit Tim13 OS=Rattus norvegicus GN=Timm13 PE=2 SV=12 4 0.0085015 -0.126213 0.1424455 0.8300625

sp|P07943|ALDR_RAT Aldose reductase OS=Rattus norvegicus GN=Akr1b1 PE=1 SV=323 72 0.0145285 -0.111231 0.1382069 0.8304375

sp|Q6AY12|NB5R2_RAT NADH-cytochrome b5 reductase 2 OS=Rattus norvegicus GN=Cyb5r2 PE=2 SV=15 10 -0.002057 -0.153559 0.1438545 0.8311

tr|Q6P2A5|Q6P2A5_RAT Adenylate kinase 3 OS=Rattus norvegicus GN=Ak3 PE=2 SV=18 13 -0.01777 -0.133501 0.0996249 0.8313375

sp|P84092|AP2M1_RAT AP-2 complex subunit mu OS=Rattus norvegicus GN=Ap2m1 PE=1 SV=17 11 -0.02546 -0.117751 0.0738222 0.83145

sp|Q07205|IF5_RAT Eukaryotic translation initiation factor 5 OS=Rattus norvegicus GN=Eif5 PE=1 SV=17 12 0.0077924 -0.122046 0.1427698 0.8329

sp|Q8VHF5|CISY_RAT Citrate synthase, mitochondrial OS=Rattus norvegicus GN=Cs PE=1 SV=112 27 0.0131662 -0.11271 0.1364664 0.8347375

tr|F1M4A0|F1M4A0_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Tjp1 PE=4 SV=18 14 -0.018293 -0.126773 0.0918545 0.8379875
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sp|O70196|PPCE_RAT Prolyl endopeptidase OS=Rattus norvegicus GN=Prep PE=1 SV=19 18 -0.011293 -0.137806 0.113922 0.839375

tr|F1M510|F1M510_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Cfl1 PE=4 SV=110 21 0.0133519 -0.105537 0.1343239 0.8401

tr|F1LSJ2|F1LSJ2_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=M6prbp1 PE=4 SV=14 10 -0.003692 -0.147154 0.1396645 0.841225

sp|Q7M767|UB2V2_RAT Ubiquitin-conjugating enzyme E2 variant 2 OS=Rattus norvegicus GN=Ube2v2 PE=1 SV=31 2 0.0212268 -0.08171 0.1291104 0.8422875

tr|D4AC23|D4AC23_RAT RCG55994, isoform CRA_c OS=Rattus norvegicus GN=Cct7 PE=3 SV=114 25 0.0341435 -0.04025 0.1113727 0.8428375

sp|P85845|FSCN1_RAT Fascin OS=Rattus norvegicus GN=Fscn1 PE=1 SV=212 27 0.0120846 -0.110052 0.1336266 0.8436625

tr|Q5XI34|Q5XI34_RAT Protein phosphatase 2 (Formerly 2A), regulatory subunit A (PR 65), alpha isoform, isoform CRA_a OS=Rattus norvegicus GN=Ppp2r1a PE=2 SV=114 28 0.0134569 -0.104905 0.1344818 0.84645

tr|D4A4T2|D4A4T2_RAT; sp|B3GNI6|SEP11_RAT; sp|B3GNI6-3|SEP11_RAT; sp|B3GNI6-2|SEP11_RAT Uncharacterized protein OS=Rattus norvegicus GN=Sept11 PE=3 SV=1; Septin-11 OS=Rattus norvegicus GN=Sept11 PE=1 SV=1; Isoform 3 of Septin-11 OS=Rattus norvegicus GN=Sept11; Isoform 2 of Septin-11 OS=Rattus norvegicus GN=Sept115 6 -0.000632 -0.136862 0.141485 0.8484375

tr|D4A8G5|D4A8G5_RAT Uncharacterized protein OS=Rattus norvegicus GN=Tgfbi PE=4 SV=123 56 0.0279267 -0.0588 0.1130745 0.8490875

sp|O35987|NSF1C_RAT NSFL1 cofactor p47 OS=Rattus norvegicus GN=Nsfl1c PE=1 SV=17 12 0.0007388 -0.13311 0.1360208 0.850125

sp|P63102|1433Z_RAT 14-3-3 protein zeta/delta OS=Rattus norvegicus GN=Ywhaz PE=1 SV=112 29 0.0307048 -0.048381 0.1120563 0.8507625

tr|B2RZA9|B2RZA9_RAT Ubiquitin carrier protein OS=Rattus norvegicus GN=Ube2l3 PE=2 SV=16 11 -0.01239 -0.128573 0.1015195 0.8542375

tr|D3ZTB5|D3ZTB5_RAT Uncharacterized protein OS=Rattus norvegicus GN=S100a13 PE=4 SV=12 5 -0.003231 -0.132986 0.1319328 0.8548125

sp|Q5M7U6|ARP2_RAT Actin-related protein 2 OS=Rattus norvegicus GN=Actr2 PE=1 SV=17 10 0.0016297 -0.132721 0.1374952 0.8558

tr|B2RZ27|B2RZ27_RAT SH3 domain binding glutamic acid-rich protein-like 3 OS=Rattus norvegicus GN=Sh3bgrl3 PE=4 SV=16 14 -0.012841 -0.128253 0.0977319 0.856675

sp|P82995|HS90A_RAT Heat shock protein HSP 90-alpha OS=Rattus norvegicus GN=Hsp90aa1 PE=1 SV=322 50 -0.003722 -0.136529 0.1289014 0.8567625

sp|P56571|ES1_RAT ES1 protein homolog, mitochondrial OS=Rattus norvegicus PE=1 SV=25 9 0.012193 -0.104079 0.1256955 0.8597375

tr|Q6AYD3|Q6AYD3_RAT Proliferation-associated 2G4 OS=Rattus norvegicus GN=Pa2g4 PE=2 SV=17 10 -0.017854 -0.119897 0.0797325 0.8613375

tr|F1M779|F1M779_RAT; tr|D4AD25|D4AD25_RAT Uncharacterized protein OS=Rattus norvegicus GN=Cltc PE=4 SV=1; Uncharacterized protein OS=Rattus norvegicus PE=4 SV=153 100 -0.001736 -0.133192 0.1300031 0.8621125

sp|P50503|F10A1_RAT Hsc70-interacting protein OS=Rattus norvegicus GN=St13 PE=1 SV=114 26 -0.020364 -0.115609 0.0746201 0.864325

tr|Q32PX6|Q32PX6_RAT Ras homolog gene family, member G OS=Rattus norvegicus GN=Rhog PE=2 SV=13 5 -0.001779 -0.123522 0.1303149 0.8653625

sp|P20070|NB5R3_RAT; sp|P20070-3|NB5R3_RAT; sp|P20070-2|NB5R3_RAT NADH-cytochrome b5 reductase 3 OS=Rattus norvegicus GN=Cyb5r3 PE=1 SV=2; Isoform 3 of NADH-cytochrome b5 reductase 3 OS=Rattus norvegicus GN=Cyb5r3; Isoform 2 of NADH-cytochrome b5 reductase 3 OS=Rattus norvegicus GN=Cyb5r37 12 0.0082958 -0.102115 0.1244817 0.8720375

tr|Q5XI77|Q5XI77_RAT Annexin A11 OS=Rattus norvegicus GN=Anxa11 PE=2 SV=113 29 0.0298779 -0.041295 0.1022927 0.8750375

sp|Q9ESS6|BCAM_RAT Basal cell adhesion molecule OS=Rattus norvegicus GN=Bcam PE=2 SV=19 18 -0.024095 -0.102746 0.0558096 0.87995

sp|P97536|CAND1_RAT Cullin-associated NEDD8-dissociated protein 1 OS=Rattus norvegicus GN=Cand1 PE=1 SV=116 30 -0.007656 -0.118166 0.1049068 0.8799625

tr|D4ACB8|D4ACB8_RAT Chaperonin subunit 8 (Theta) (Predicted), isoform CRA_a OS=Rattus norvegicus GN=Cct8 PE=3 SV=115 22 0.021376 -0.06361 0.1040078 0.8818375

tr|F1M953|F1M953_RAT Uncharacterized protein OS=Rattus norvegicus GN=Hspa9 PE=3 SV=120 34 0.0340034 -0.02693 0.0965 0.8831875

tr|D3ZN29|D3ZN29_RAT Uncharacterized protein OS=Rattus norvegicus GN=Ahnak PE=4 SV=122 50 -0.022453 -0.104627 0.0624122 0.883975

tr|Q6PDW4|Q6PDW4_RAT Proteasome subunit beta type OS=Rattus norvegicus GN=Psmb1 PE=2 SV=15 10 -3.97E-05 -0.122358 0.1181937 0.8840625

sp|P62994|GRB2_RAT Growth factor receptor-bound protein 2 OS=Rattus norvegicus GN=Grb2 PE=1 SV=17 11 -0.010001 -0.112833 0.0937313 0.8866625

sp|O35567|PUR9_RAT Bifunctional purine biosynthesis protein PURH OS=Rattus norvegicus GN=Atic PE=1 SV=220 38 -0.02576 -0.101293 0.0500055 0.888375

tr|Q6P7A4|Q6P7A4_RAT; sp|P10960|SAP_RAT Prosaposin OS=Rattus norvegicus GN=Psap PE=2 SV=1; Sulfated glycoprotein 1 OS=Rattus norvegicus GN=Psap PE=1 SV=110 21 0.0017809 -0.115239 0.1180656 0.8886875

sp|Q68FQ0|TCPE_RAT T-complex protein 1 subunit epsilon OS=Rattus norvegicus GN=Cct5 PE=1 SV=115 30 0.0284063 -0.043097 0.099254 0.8910875

tr|F1LPR1|F1LPR1_RAT; sp|P62870|ELOB_RAT Uncharacterized protein (Fragment) OS=Rattus norvegicus GN=Tceb2 PE=4 SV=1; Transcription elongation factor B polypeptide 2 OS=Rattus norvegicus GN=Tceb2 PE=1 SV=15 10 0.0049622 -0.101552 0.1143923 0.8926875

sp|P49134|ITB1_RAT Integrin beta-1 OS=Rattus norvegicus GN=Itgb1 PE=2 SV=111 23 -0.024034 -0.099001 0.0492671 0.89475

sp|Q07009|CAN2_RAT Calpain-2 catalytic subunit OS=Rattus norvegicus GN=Capn2 PE=1 SV=315 33 0.0176928 -0.070309 0.1073471 0.8961375

tr|D3ZUC9|D3ZUC9_RAT Oxidative-stress responsive 1 (Predicted) OS=Rattus norvegicus GN=Oxsr1 PE=4 SV=17 16 0.0136227 -0.07525 0.1082611 0.8962

tr|Q6IMZ3|Q6IMZ3_RAT Anxa6 protein OS=Rattus norvegicus GN=Anxa6 PE=2 SV=139 100 -0.03603 -0.091582 0.0212925 0.8995375

sp|P25113|PGAM1_RAT Phosphoglycerate mutase 1 OS=Rattus norvegicus GN=Pgam1 PE=1 SV=46 21 -0.003684 -0.114219 0.1059526 0.9008625

sp|O35814|STIP1_RAT Stress-induced-phosphoprotein 1 OS=Rattus norvegicus GN=Stip1 PE=1 SV=120 32 0.0245815 -0.04872 0.0976126 0.9055625

sp|Q5I0D1|GLOD4_RAT Glyoxalase domain-containing protein 4 OS=Rattus norvegicus GN=Glod4 PE=1 SV=117 37 0.0084638 -0.089944 0.1069602 0.9061125

tr|Q5BJ93|Q5BJ93_RAT; sp|P04764|ENOA_RAT Enolase OS=Rattus norvegicus GN=Eno1 PE=2 SV=2; Alpha-enolase OS=Rattus norvegicus GN=Eno1 PE=1 SV=418 55 -0.009402 -0.101759 0.0875427 0.907475

tr|F1LRF0|F1LRF0_RAT; sp|Q63692|CDC37_RAT Uncharacterized protein OS=Rattus norvegicus GN=Cdc37 PE=4 SV=1; Hsp90 co-chaperone Cdc37 OS=Rattus norvegicus GN=Cdc37 PE=1 SV=25 14 -0.003771 -0.107982 0.1008711 0.9075

sp|Q6P502|TCPG_RAT T-complex protein 1 subunit gamma OS=Rattus norvegicus GN=Cct3 PE=1 SV=122 48 0.0230046 -0.051181 0.0958568 0.909925

tr|E9PTV3|E9PTV3_RAT; tr|E9PSQ8|E9PSQ8_RAT Uncharacterized protein OS=Rattus norvegicus GN=Utrn PE=4 SV=1; Uncharacterized protein OS=Rattus norvegicus GN=Utrn PE=4 SV=167 100 0.0320877 -0.024565 0.0909132 0.9127875

tr|Q2IBC6|Q2IBC6_RAT; sp|P41350|CAV1_RAT Caveolin OS=Rattus norvegicus GN=Cav1 PE=2 SV=1; Caveolin-1 OS=Rattus norvegicus GN=Cav1 PE=1 SV=310 24 -0.007592 -0.099001 0.0792059 0.9256625

sp|P28480|TCPA_RAT T-complex protein 1 subunit alpha OS=Rattus norvegicus GN=Tcp1 PE=1 SV=116 27 0.0147492 -0.063797 0.0891668 0.9272875

sp|Q9EQS0|TALDO_RAT Transaldolase OS=Rattus norvegicus GN=Taldo1 PE=1 SV=210 26 0.0027253 -0.08641 0.09705 0.9311125

sp|Q07936|ANXA2_RAT Annexin A2 OS=Rattus norvegicus GN=Anxa2 PE=1 SV=227 100 -0.005787 -0.090217 0.0817437 0.9380625

tr|Q5RKG9|Q5RKG9_RAT Eukaryotic translation initiation factor 4B OS=Rattus norvegicus GN=Eif4b PE=2 SV=16 10 -0.00576 -0.089498 0.0755694 0.9411
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sp|Q5XIM9|TCPB_RAT T-complex protein 1 subunit beta OS=Rattus norvegicus GN=Cct2 PE=1 SV=322 42 -0.023478 -0.083977 0.0363464 0.9423

sp|P26772|CH10_RAT 10 kDa heat shock protein, mitochondrial OS=Rattus norvegicus GN=Hspe1 PE=1 SV=39 20 0.0083886 -0.066797 0.0844025 0.9521125

tr|F2Z3Q8|F2Z3Q8_RAT Uncharacterized protein OS=Rattus norvegicus GN=Kpnb1 PE=4 SV=116 24 0.0033861 -0.073707 0.0810471 0.9559625

tr|Q3MHS9|Q3MHS9_RAT Chaperonin containing Tcp1, subunit 6A (Zeta 1) OS=Rattus norvegicus GN=Cct6a PE=2 SV=116 28 -0.011693 -0.076275 0.055584 0.96135

sp|Q5U300|UBA1_RAT Ubiquitin-like modifier-activating enzyme 1 OS=Rattus norvegicus GN=Uba1 PE=1 SV=124 52 -0.008365 -0.078282 0.0636602 0.9619875

sp|P46462|TERA_RAT Transitional endoplasmic reticulum ATPase OS=Rattus norvegicus GN=Vcp PE=1 SV=337 98 0.0185731 -0.038685 0.0763744 0.9644125

tr|F1LRV4|F1LRV4_RAT; sp|O88600|HSP74_RAT Uncharacterized protein OS=Rattus norvegicus GN=Hspa4 PE=3 SV=1; Heat shock 70 kDa protein 4 OS=Rattus norvegicus GN=Hspa4 PE=1 SV=124 46 0.0051284 -0.06557 0.0761574 0.964675
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gFDR

0

0

4.167E-06

6.25E-06

1.5E-05

2.5E-05

3.393E-05

4.531E-05

5.972E-05

7.125E-05

8.182E-05

9.167E-05

0.0001

0.000108

0.0001158

0.0001227

0.0001294

0.0001382

0.0001461

0.0001538

0.0001619

0.0001699

0.0001777

0.000187

0.0001985

0.0002106

0.0002227

0.0002357

0.0002491

0.0002629

0.0002766

0.000291

0.0003053

0.0003199

0.0003343

0.000349

0.0003632

0.0003793

0.0003949

0.0004097

0.0004244

0.000439

0.0004529

0.0004685

0.0004869

0.0005065

0.0005263

0.0005456

0.0005917
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0.0005691

0.0006147

0.0006375

0.0006597

0.0006817

0.0007039

0.0007261

0.0007478

0.0007731

0.0007983

0.0008233

0.00085

0.0008764

0.0009056

0.000935

0.0009656

0.0009962

0.0010259

0.0010588

0.0010915

0.0011261

0.0011644

0.0012031

0.0012416

0.0012802

0.001318

0.0013549

0.0013917

0.0014279

0.0014644

0.0015039

0.0015426

0.0015809

0.0016187

0.0016563

0.0016932

0.0017295

0.0017652

0.0018014

0.0018372

0.0018726

0.0019088

0.0019447

0.0019798

0.0020146

0.0020488

0.0020829

0.0021168

0.0021503

0.0021832
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0.0022159

0.0022483

0.0022824

0.002317

0.0023511

0.0023869

0.002423

0.00246

0.0024969

0.0025347

0.0025734

0.0026117

0.0026502

0.0026884

0.0027262

0.0027652

0.0028044

0.0028435

0.0028833

0.0029244

0.0029653

0.0030064

0.0030475

0.0030883

0.0031285

0.0031685

0.003208

0.003248

0.0032877

0.0033268

0.0033655

0.0034042

0.003444

0.0034847

0.0035252

0.0036092

0.0035675

0.0036504

0.0036916

0.0037348

0.0037801

0.0038262

0.0038724

0.0039218

0.0039707

0.0040193

0.0040673

0.0041147

0.0041616

0.0042081
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0.0042543

0.0042999

0.0043452

0.0043921

0.0044386

0.0044859

0.004533

0.0045813

0.0046295

0.0046807

0.0047316

0.0047837

0.0048366

0.004889

0.0049409

0.004993

0.0050448

0.0050963

0.0051472

0.0051977

0.0052477

0.0052975

0.0053469

0.0053975

0.0054477

0.0054974

0.005547

0.0055965

0.0056463

0.0056957

0.0057456

0.0057979

0.005851

0.0059034

0.005956

0.0060082

0.0060606

0.0061126

0.0061642

0.0062155

0.0062664

0.006317

0.0063673

0.0064175

0.0064681

0.006519

0.00657

0.0066207

0.0066711

0.0067212
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0.0067713

0.0068233

0.0068759

0.0069301

0.0069855

0.0070408

0.0070962

0.0071517

0.0072082

0.0072669

0.0073252

0.0073845

0.0074435

0.0075019

0.0075612

0.0076211

0.0076816

0.0077418

0.0078014

0.0078607

0.0079196

0.0079786

0.0080378

0.0080967

0.0081557

0.0082147

0.0082734

0.0083332

0.0083928

0.008452

0.0085107

0.0085694

0.0086282

0.008687

0.0087479

0.0088091

0.0088702

0.0089322

0.0089945

0.0090576

0.0091205

0.0091831

0.0092456

0.0093082

0.0093703

0.0094325

0.0094957

0.0095587

0.0096211

0.0096846

Page 139 of 255 Diabetes



0.0097481

0.0098115

0.0098748

0.0099378

0.0100005

0.0100633

0.0101258

0.0101885

0.0102511

0.0103169

0.010383

0.0104515

0.0105208

0.0105899

0.0106588

0.0107273

0.0107954

0.0108636

0.0109313

0.0109988

0.0110658

0.0111324

0.0111988

0.0112653

0.0113317

0.011399

0.011466

0.0115327

0.0115996

0.0116661

0.0117325

0.0117986

0.0118643

0.0119304

0.0119966

0.0120623

0.0121282

0.0121943

0.0122601

0.012326

0.0123932

0.0124606

0.0125281

0.0125956

0.0126631

0.0127302

0.0127976

0.0128646

0.0129319

0.0130003
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0.0130702

0.0131404

0.0132119

0.0132834

0.0133545

0.0134259

0.0134981

0.0135706

0.013643

0.0137155

0.0137882

0.0138604

0.0139323
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0.014076

0.0141476

0.0142199

0.0142917

0.0143635

0.0144353

0.0145066

0.0145778

0.0146492

0.0147206

0.0147931

0.0148657

0.0149406

0.0150156

0.0150917

0.015168

0.0152451

0.0153227

0.0154001

0.0154776

0.0155549

0.0156318

0.0157087

0.0157862

0.0158639

0.0159426

0.0160217

0.0161018

0.0161818

0.0162614

0.0163411

0.0164207

0.016501

0.016581

0.0166606

0.0167399
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0.0168188

0.0168985

0.0169777

0.0170566

0.0171355

0.0172151

0.0172947

0.0173744

0.0174537

0.0175328

0.0176126
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0.0177713

0.0178518

0.0179328

0.0180153

0.0180981
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0.0182637

0.0183468

0.0184297

0.0185122

0.0185953

0.0186784

0.0187612

0.0188437

0.0189258

0.0190083

0.0190905

0.0191725

0.0192543

0.0193358

0.0194173

0.0194986

0.0195799

0.0196615

0.0197443

0.0198267

0.0199095

0.0199922

0.0200746

0.020157

0.0202392

0.0203211

0.0204029

0.0204846

0.0205661

0.0206473

0.0207282

0.0208095
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0.0208916

0.0209743

0.0210572

0.02114

0.0212226

0.0213052

0.0213887

0.0214722

0.0215563

0.02164

0.0217241

0.0218089

0.0218933
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0.0222304

0.0223144

0.0223981
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0.0225661
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0.0227334
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0.0229028
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0.0231557
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0.0233239

0.0234075

0.023491

0.0235749
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0.0239086
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0.0240747

0.0241576

0.0242402

0.024323

0.0244066

0.0244906

0.0245745

0.0246582

0.024742

0.0248273

0.0249127

0.0249995
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0.025173

0.0252595

0.025347

0.0254368

0.0255268

0.0256165

0.0257077

0.0257995

0.0258915

0.0259834

0.0260755

0.0261678

0.0262598

0.0263515

0.0264429

0.026534

0.0266264

0.0267202

0.0268138

0.0269079

0.0270021

0.0270963

0.0271902

0.0272842

0.0273779
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0.0275647

0.0276584
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0.0278455

0.0279394

0.0280332

0.0281268
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0.0283131
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0.0286867
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0.0292547

0.0293503

0.0294456

0.029541

0.0296375
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0.029734

0.0298309

0.029928

0.0300254

0.0301226

0.0302204

0.0303178

0.0304154

0.030513

0.030611

0.0307088

0.0308073

0.0309055

0.0310041

0.0311028

0.0312012

0.0312996

0.031398

0.0314964

0.031595

0.0316936

0.0317931

0.031893

0.0319928

0.0320923

0.032192

0.0322928

0.0323937

0.0324954

0.0325971

0.0326985

0.0328001

0.0329034

0.0330068

0.03311

0.0333163

0.0332133

0.0334194

0.0335225

0.0336255

0.033728

0.0338305

0.0339342

0.0340397

0.0341454

0.0342515

0.0343575

0.0344633

0.0345697

0.0346764

Page 145 of 255 Diabetes



0.034783

0.0348898

0.0349979

0.0351059

0.0352143

0.0353224

0.0354302

0.0355381

0.0356471

0.0357561

0.0358648

0.0359732

0.0360819

0.0361902

0.036299

0.0364077

0.0365163

0.0366246

0.0367339

0.0368432

0.0369521

0.0370614

0.0371709

0.0372806

0.03739

0.0374997

0.0376093

0.0377188

0.0378288

0.0379399

0.0380513

0.0381628

0.038274

0.0383854

0.0384963

0.0386073

0.0387194

0.0388312

0.0389434

0.0390554

0.0391674

0.0392792

0.0393913

0.0395031

0.0396148

0.0397262

0.0398375

0.0399488

0.04006

0.0401711
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0.040283

0.0403949

0.0405066

0.0406182

0.0407299

0.0408413

0.0409527

0.0410643

0.0411756

0.041287

0.0413988

0.0415106

0.0416225

0.0417342

0.0418461

0.0419586

0.0420708

0.042183

0.0422954

0.0424079

0.0425202

0.0426324

0.0427447

0.0428568

0.0429691

0.0430817

0.0431946

0.0433075

0.04342

0.0435326

0.0436457

0.0437585

0.043871

0.0439834

0.0440958

0.044208

0.0443204

0.0444348

0.0445493

0.0446651

0.044781

0.044897

0.0450126

0.0451283

0.0452454

0.0453629

0.0454804

0.0455982

0.0457156

0.0458327
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0.0459504

0.0460677

0.0461847

0.0463027

0.0464206

0.0465387

0.0466565

0.0467741

0.0468919

0.0470094

0.0471267

0.0472438

0.0473608

0.0474778

0.0475965

0.0477149

0.0478331

0.0479525

0.0480716

0.0481909

0.04831

0.0484297

0.0485498

0.048671

0.0487927

0.0489145

0.0490373

0.0491597

0.0492823

0.0494061

0.0495298

0.0496532

0.0497765

0.0498997

0.0500229

0.0501459

0.0502685

0.0503908

0.0505129

0.0506347

0.0507563

0.0508779

0.0509995

0.0511209

0.0512427

0.0513643

0.0514865

0.0516103

0.0517347

0.0518591
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0.0519836

0.0521083

0.0522332

0.052359

0.0524849

0.0526106

0.0527379

0.0528658

0.0529936

0.0531215

0.0532491

0.0533784

0.0535076

0.0536369
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0.0541547
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0.0544137
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0.055061
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0.0554494

0.0555791

0.0557086

0.0558385
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0.0563565

0.0564856

0.0566145

0.0567438

0.056873
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0.0576459

0.0577744
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0.0580311

0.0581593

0.0582872
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0.0585451

0.0586743
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0.0589324

0.0590617
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0.0594502
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0.0613916
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0.061651

0.0617807
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0.0624298

0.0625596

0.0626893
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0.0629489

0.0630789
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0.0633389

0.0634685
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0.0645089

0.0646399
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Page 150 of 255Diabetes



0.0649042
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0.0651695
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0.0654349
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0.0657014

0.0658346
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0.0683704

0.0685058

0.0686417
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0.0689139
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0.0700166
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0.0714121

0.0715515
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0.0729578
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0.0743799
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0.0748126
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0.0753932
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0.0836306

0.0837815
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0.2884263

0.2886038

0.2887811

0.2889586

0.2891359

0.2901999

0.2903777

0.291089

0.2918038

0.2919822

0.2921607

0.2925178

0.2926963

0.2928748

0.2930532
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0.2932315

0.2939465

0.2943038

0.2944823

0.2948396

0.2951971

0.2953759

0.2959122

0.2960909

0.2962695

0.2966263

0.2968044

0.2969828

0.2976961

0.2978742

0.2980525

0.2982309

0.2987655

0.2991221

0.2998348

0.3000128

0.3001907

0.3003686

0.3005464

0.3007242

0.3009018

0.3010794

0.3017889

0.3023201

0.3024971

0.3026739

0.3028506

0.3039105

0.3040873

0.3044408

0.3046174

0.304971

0.305148

0.3062123

0.3065672

0.3067449

0.3069225

0.3074553

0.3081644

0.3088731

0.3090504

0.3095828

0.3101156

0.3104706

0.3110029
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0.3113574

0.3120661

0.3122431

0.31242

0.31295

0.3136564

0.3138328

0.3140093

0.3141861

0.3147159

0.3152448

0.315421

0.3157736

0.3163021

0.3170056

0.3173567

0.3177074

0.3178826

0.3180578

0.3182329

0.3184079

0.3187575

0.3191068

0.3192815

0.3194561

0.3198049

0.3206787

0.3212043

0.3220808

0.3224307

0.3227803

0.322955

0.3231298

0.3233045

0.3238288

0.3240034

0.3245274

0.3247019

0.3250505

0.3264423

0.3269634

0.3273105

0.327137

0.3283497

0.3285228

0.3286959

0.3290427

0.3295634

0.3316416

0.3318144
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0.3321599

0.332678

0.3328505

0.3330231

0.3331955

0.3338851

0.3340575

0.3347464

0.3350907

0.3352626

0.3359496

0.3361212

0.3368071

0.3373212

0.3374925

0.3380059

0.338177

0.3385189

0.3390323

0.3393746

0.3397166

0.3400582

0.3419397

0.3421107

0.3422815

0.3424524

0.3431352

0.3439875

0.3441578

0.3443281

0.3444984

0.3450088

0.3455182

0.3461964

0.3465358

0.3485748

0.3492545

0.3494244

0.3497642

0.349934

0.3509519

0.3526441

0.3533195

0.3539939

0.3548361

0.3551728

0.3566865

0.3570224

0.3583644

0.3595359
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0.3610417

0.3617115

0.3618788

0.3625476

0.3628819

0.3652169

0.3677111

0.3692007

0.3711768

0.371341

0.3721618

0.3723257

0.3726532

0.3729805

0.374288

0.3749403

0.3752663

0.3759175

0.3775423

0.3790008

0.3794869

0.3819084

0.3820695

0.3828749

0.3833577

0.3846451

0.3848058

0.3849665

0.385609

0.3857695

0.3864116

0.3868929

0.3873742

0.3884942

0.3888141

0.3891338

0.3894532

0.3900915

0.3907301

0.3908897

0.3918469

0.3920063

0.3924845

0.392644

0.393122

0.3934405

0.3935996

0.3947122

0.3959804

0.3975645
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0.3985154

0.3993067

0.4005692

0.4013567

0.4019857

0.4024571

0.4051187

0.4069886

0.4079207

0.4090053

0.4097783

0.4125524

0.4134733

0.4145442

0.4156125

0.4159171

0.4181981

0.4198631

0.4209191

0.4228721

0.4234722

0.4291458

0.4316626

0.4366603

0.4368063

0.4375365

0.4388497

0.4395779

0.4398687

0.4427647

0.4442056

0.4447806

0.4463605

0.4476495

0.4485082

0.4496523

0.4499379

0.4529265

0.4550475

0.4581417

0.4591234

0.4602433

0.460383

0.4619201

0.4635938

0.4786403

0.480381

0.4846303

0.4915818

0.4936625
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0.4945703

0.5056981

0.5095896

0.5166466

0.5173811

0.520427

0.5210328
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Accession Name Peptides Spectra Mean Log2 Ratiol-95% CI u-95% CI lFDR gFDR

sp|P14046|A1I3_RAT Alpha-1-inhibitor 3 OS=Rattus norvegicus GN=A1i3 PE=1 SV=16 21 -1.829666 -2.303982 -1.363989 0 0

sp|P04639|APOA1_RAT Apolipoprotein A-I OS=Rattus norvegicus GN=Apoa1 PE=1 SV=219 79 1.0935994 0.7078843 1.4909045 3.75E-05 1.875E-05

sp|P02651|APOA4_RAT Apolipoprotein A-IV OS=Rattus norvegicus GN=Apoa4 PE=2 SV=213 28 0.6212528 0.3183673 0.9272876 0.0010875 0.000375

sp|P01048|KNT1_RAT T-kininogen 1 OS=Rattus norvegicus GN=Map1 PE=1 SV=24 15 0.9572221 0.441356 1.4611147 0.001425 0.0006375

sp|P10959|EST2_RAT Liver carboxylesterase 1 OS=Rattus norvegicus GN=Es2 PE=1 SV=313 45 0.5119437 0.2248347 0.8162295 0.00375 0.00126

sp|P17475|A1AT_RAT Alpha-1-antiproteinase OS=Rattus norvegicus GN=Serpina1 PE=1 SV=222 100 0.4571214 0.1803036 0.744139 0.00565 0.0019917

sp|P04276|VTDB_RAT Vitamin D-binding protein OS=Rattus norvegicus GN=Gc PE=1 SV=313 41 -0.400567 -0.655865 -0.156142 0.0070625 0.0027161

sp|Q63416|ITIH3_RAT Inter-alpha-trypsin inhibitor heavy chain H3 OS=Rattus norvegicus GN=Itih3 PE=2 SV=117 60 0.4608736 0.1546549 0.7671139 0.008225 0.0034047

sp|Q6P0K8|PLAK_RAT Junction plakoglobin OS=Rattus norvegicus GN=Jup PE=1 SV=12 4 0.6413457 0.1966689 1.0792338 0.008425 0.0039625

sp|P23680|SAMP_RAT Serum amyloid P-component OS=Rattus norvegicus GN=Apcs PE=2 SV=21 4 0.5977992 0.1598969 1.0460213 0.009575 0.0045238

sp|Q6IFW6|K1C10_RAT Keratin, type I cytoskeletal 10 OS=Rattus norvegicus GN=Krt10 PE=2 SV=14 8 -0.647781 -1.1185 -0.188774 0.010325 0.0050511

sp|Q8VIJ5|NCOAT_RAT Bifunctional protein NCOAT OS=Rattus norvegicus GN=Mgea5 PE=1 SV=19 14 0.2707431 0.1040743 0.4350431 0.010425 0.005499

sp|Q5BK48|TTC5_RAT Tetratricopeptide repeat protein 5 OS=Rattus norvegicus GN=Ttc5 PE=2 SV=11 2 0.4019861 0.1319213 0.6861588 0.011125 0.0059317

sp|P31232|TAGL_RAT Transgelin OS=Rattus norvegicus GN=Tagln PE=1 SV=210 36 -0.372658 -0.618675 -0.122332 0.011175 0.0063063

sp|P20759|IGHG1_RAT Ig gamma-1 chain C region OS=Rattus norvegicus PE=1 SV=13 9 0.5092703 0.1307857 0.8781815 0.0124625 0.0067167

sp|P19132|FRIH_RAT Ferritin heavy chain OS=Rattus norvegicus GN=Fth1 PE=1 SV=35 5 0.4196795 0.0895587 0.7599041 0.0152625 0.0072508

sp|P22791|HMCS2_RAT Hydroxymethylglutaryl-CoA synthase, mitochondrial OS=Rattus norvegicus GN=Hmgcs2 PE=2 SV=114 42 0.2412572 0.0884355 0.3903463 0.0155625 0.0077397

sp|P02793|FRIL1_RAT Ferritin light chain 1 OS=Rattus norvegicus GN=Ftl1 PE=1 SV=32 4 0.4240837 0.092068 0.7412051 0.018 0.0083097

sp|P02650|APOE_RAT Apolipoprotein E OS=Rattus norvegicus GN=Apoe PE=1 SV=214 42 -0.221046 -0.359026 -0.080935 0.018625 0.0088526

sp|P29457|SERPH_RAT Serpin H1 OS=Rattus norvegicus GN=Serpinh1 PE=1 SV=115 45 -0.183489 -0.29201 -0.070793 0.0228625 0.0095531

sp|Q6P7A9|LYAG_RAT Lysosomal alpha-glucosidase OS=Rattus norvegicus GN=Gaa PE=2 SV=13 13 0.2507064 0.0712094 0.4262449 0.0232 0.010203

sp|B0BNI5|OLFL3_RAT Olfactomedin-like protein 3 OS=Rattus norvegicus GN=Olfml3 PE=2 SV=22 6 0.3337728 0.0749847 0.5970327 0.024075 0.0108335

sp|Q64663|P2RX7_RAT P2X purinoceptor 7 OS=Rattus norvegicus GN=P2rx7 PE=2 SV=11 2 -0.511354 -0.959548 -0.073201 0.024275 0.0114179

sp|P59649|FXYD7_RAT FXYD domain-containing ion transport regulator 7 OS=Rattus norvegicus GN=Fxyd7 PE=1 SV=12 8 0.2305232 0.0709286 0.391258 0.0248125 0.011976

sp|P29411|KAD3_RAT GTP:AMP phosphotransferase, mitochondrial OS=Rattus norvegicus GN=Ak3 PE=2 SV=210 31 0.1514029 0.069646 0.2308748 0.0257 0.012525

sp|P12785|FAS_RAT Fatty acid synthase OS=Rattus norvegicus GN=Fasn PE=1 SV=343 100 -0.162461 -0.255896 -0.071027 0.0258125 0.0130361

sp|Q05175|BASP1_RAT Brain acid soluble protein 1 OS=Rattus norvegicus GN=Basp1 PE=1 SV=24 11 0.2290408 0.0723463 0.3933049 0.0261 0.0135199

sp|P20760|IGG2A_RAT Ig gamma-2A chain C region OS=Rattus norvegicus GN=Igg-2a PE=1 SV=110 39 0.7361038 0.0478226 1.4208765 0.0273375 0.0140134

sp|P48199|CRP_RAT C-reactive protein OS=Rattus norvegicus GN=Crp PE=1 SV=13 12 0.5326985 0.049493 1.0202385 0.0275375 0.0144797

sp|P18445|RL27A_RAT 60S ribosomal protein L27a OS=Rattus norvegicus GN=Rpl27a PE=1 SV=37 18 -0.13897 -0.210961 -0.068347 0.0300625 0.0149992

sp|Q1WIM3|CADM3_RAT Cell adhesion molecule 3 OS=Rattus norvegicus GN=Cadm3 PE=2 SV=110 35 0.2002995 0.0604837 0.3415325 0.0315875 0.0155343

sp|P15651|ACADS_RAT Short-chain specific acyl-CoA dehydrogenase, mitochondrial OS=Rattus norvegicus GN=Acads PE=1 SV=26 10 -0.285946 -0.508325 -0.058561 0.0324375 0.0160625

sp|P09895|RL5_RAT 60S ribosomal protein L5 OS=Rattus norvegicus GN=Rpl5 PE=1 SV=316 57 -0.125114 -0.182426 -0.067492 0.0327375 0.0165678

sp|Q6AYK6|CYBP_RAT Calcyclin-binding protein OS=Rattus norvegicus GN=Cacybp PE=1 SV=17 14 -0.167134 -0.271739 -0.063089 0.032775 0.0170445

sp|P02764|A1AG_RAT Alpha-1-acid glycoprotein OS=Rattus norvegicus GN=Orm1 PE=2 SV=14 8 0.3958068 0.03422 0.7538101 0.033025 0.0175011

sp|Q03626|MUG1_RAT Murinoglobulin-1 OS=Rattus norvegicus GN=Mug1 PE=2 SV=110 17 -0.389139 -0.734908 -0.043599 0.0334125 0.0179431

sp|Q66HD0|ENPL_RAT Endoplasmin OS=Rattus norvegicus GN=Hsp90b1 PE=1 SV=227 100 -0.129532 -0.195219 -0.063521 0.036225 0.0184372

sp|Q9QX79|FETUB_RAT Fetuin-B OS=Rattus norvegicus GN=Fetub PE=2 SV=111 58 0.3934744 0.0328623 0.7505556 0.0367125 0.0189181

sp|Q8VIF7|SBP1_RAT Selenium-binding protein 1 OS=Rattus norvegicus GN=Selenbp1 PE=1 SV=111 25 0.1997132 0.051742 0.3482625 0.038175 0.0194119

sp|Q5XIS7|UBAP1_RAT Ubiquitin-associated protein 1 OS=Rattus norvegicus GN=Ubap1 PE=2 SV=11 2 -0.569331 -1.171082 0.0213094 0.0397625 0.0199206

sp|P04182|OAT_RAT Ornithine aminotransferase, mitochondrial OS=Rattus norvegicus GN=Oat PE=1 SV=17 23 0.2456269 0.0458217 0.4513139 0.04 0.0204104

sp|P14669|ANXA3_RAT Annexin A3 OS=Rattus norvegicus GN=Anxa3 PE=1 SV=48 18 -0.265703 -0.487142 -0.037336 0.0414 0.0209101

sp|P50442|GATM_RAT Glycine amidinotransferase, mitochondrial OS=Rattus norvegicus GN=Gatm PE=1 SV=14 8 0.3799181 0.021084 0.7397815 0.0420125 0.0214009

sp|O08984|LBR_RAT Lamin-B receptor OS=Rattus norvegicus GN=Lbr PE=1 SV=11 2 0.5775034 -0.043239 1.1799149 0.04705 0.0219838

sp|Q5M7V8|TR150_RAT Thyroid hormone receptor-associated protein 3 OS=Rattus norvegicus GN=Thrap3 PE=1 SV=13 5 -0.335588 -0.656868 -0.014553 0.049275 0.0225903
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sp|P97685|NFASC_RAT Neurofascin OS=Rattus norvegicus GN=Nfasc PE=1 SV=24 8 0.3120471 0.0098755 0.628459 0.0512375 0.023213

sp|P26051|CD44_RAT CD44 antigen OS=Rattus norvegicus GN=Cd44 PE=1 SV=23 5 -0.223558 -0.41111 -0.036984 0.0524625 0.0238354

sp|P53534|PYGB_RAT Glycogen phosphorylase, brain form (Fragment) OS=Rattus norvegicus GN=Pygb PE=1 SV=327 100 0.1344837 0.0537532 0.2146928 0.0536 0.0244555

sp|P02600|MYL1_RAT Myosin light chain 1/3, skeletal muscle isoform OS=Rattus norvegicus GN=Myl1 PE=1 SV=23 6 -1.194917 -2.798818 0.3861224 0.056475 0.0251089

sp|P08932|KNT2_RAT T-kininogen 2 OS=Rattus norvegicus PE=1 SV=22 2 0.5112984 -0.066523 1.1061145 0.059 0.0257868

sp|Q6AYC4|CAPG_RAT Macrophage-capping protein OS=Rattus norvegicus GN=Capg PE=1 SV=114 57 0.3896452 -0.03983 0.8072281 0.0632625 0.0265216

sp|Q68FQ7|RPAP3_RAT RNA polymerase II-associated protein 3 OS=Rattus norvegicus GN=Rpap3 PE=2 SV=12 2 0.3587285 -0.033215 0.7609872 0.06885 0.0273356

sp|P29266|3HIDH_RAT 3-hydroxyisobutyrate dehydrogenase, mitochondrial OS=Rattus norvegicus GN=Hibadh PE=1 SV=39 22 0.154214 0.0424031 0.2684553 0.0696625 0.0281342

sp|Q9ESN0|NIBAN_RAT Protein Niban OS=Rattus norvegicus GN=Fam129a PE=2 SV=211 30 -0.15959 -0.286145 -0.034854 0.07225 0.0289512

sp|P11167|GTR1_RAT Solute carrier family 2, facilitated glucose transporter member 1 OS=Rattus norvegicus GN=Slc2a1 PE=1 SV=14 19 -0.201318 -0.3874 -0.022345 0.073975 0.0297698

sp|Q05820|LYSC2_RAT Putative lysozyme C-2 OS=Rattus norvegicus GN=Lyz2 PE=5 SV=13 12 0.27278 -0.012465 0.5633877 0.074775 0.0305734

sp|B4F795|CTL2_RAT Choline transporter-like protein 2 OS=Rattus norvegicus GN=Slc44a2 PE=2 SV=18 22 0.1890318 0.021276 0.3586554 0.074925 0.0313515

sp|Q9ESB5|NECA1_RAT N-terminal EF-hand calcium-binding protein 1 OS=Rattus norvegicus GN=Necab1 PE=1 SV=14 4 0.4457867 -0.107485 0.9934663 0.07665 0.0321325

sp|Q6AYQ8|FAHD1_RAT Fumarylacetoacetate hydrolase domain-containing protein 1 OS=Rattus norvegicus GN=Fahd1 PE=2 SV=11 3 -0.266285 -0.569858 0.0287331 0.076975 0.0328926

sp|P18418|CALR_RAT Calreticulin OS=Rattus norvegicus GN=Calr PE=1 SV=122 100 -0.127496 -0.209355 -0.045453 0.0771375 0.03363

sp|P49186|MK09_RAT Mitogen-activated protein kinase 9 OS=Rattus norvegicus GN=Mapk9 PE=1 SV=11 3 0.4691822 -0.129728 1.0896963 0.078175 0.0343602

sp|P07722|MAG_RAT Myelin-associated glycoprotein OS=Rattus norvegicus GN=Mag PE=1 SV=19 40 0.1633128 0.0288577 0.2995483 0.07905 0.035081

sp|P07340|AT1B1_RAT Sodium/potassium-transporting ATPase subunit beta-1 OS=Rattus norvegicus GN=Atp1b1 PE=1 SV=112 53 0.1401076 0.0375689 0.2405698 0.079975 0.0357937

sp|P17425|HMCS1_RAT Hydroxymethylglutaryl-CoA synthase, cytoplasmic OS=Rattus norvegicus GN=Hmgcs1 PE=1 SV=115 39 -0.130324 -0.216723 -0.044774 0.0816625 0.0365104

sp|O88884|AKAP1_RAT A-kinase anchor protein 1, mitochondrial OS=Rattus norvegicus GN=Akap1 PE=2 SV=12 6 0.2303298 -0.008622 0.4683745 0.083475 0.0372329

sp|P56536|KIF5C_RAT Kinesin heavy chain isoform 5C (Fragment) OS=Rattus norvegicus GN=Kif5c PE=1 SV=21 2 0.3478551 -0.067455 0.7543285 0.0852375 0.0379602

sp|Q812D3|PPIL3_RAT Peptidyl-prolyl cis-trans isomerase-like 3 OS=Rattus norvegicus GN=Ppil3 PE=2 SV=12 3 0.414849 -0.115502 0.9316602 0.0852625 0.0386662

sp|A2RRU1|GYS1_RAT Glycogen [starch] synthase, muscle OS=Rattus norvegicus GN=Gys1 PE=2 SV=18 19 0.1633954 0.0237209 0.3032865 0.085775 0.039359

sp|P02770|ALBU_RAT Serum albumin OS=Rattus norvegicus GN=Alb PE=1 SV=227 100 -0.231194 -0.475446 0.0066481 0.086425 0.0400411

sp|Q6MG60|DDAH2_RAT N(G),N(G)-dimethylarginine dimethylaminohydrolase 2 OS=Rattus norvegicus GN=Ddah2 PE=1 SV=114 60 0.1016411 0.0559532 0.1487542 0.08655 0.0407055

sp|Q8CHN6|SGPL1_RAT Sphingosine-1-phosphate lyase 1 OS=Rattus norvegicus GN=Sgpl1 PE=2 SV=12 2 -0.405599 -0.949716 0.1374362 0.0865625 0.0413514

sp|P36372|TAP2_RAT Antigen peptide transporter 2 OS=Rattus norvegicus GN=Tap2 PE=2 SV=11 2 0.3296833 -0.0758 0.7228817 0.0883 0.0420035

sp|P42346|MTOR_RAT Serine/threonine-protein kinase mTOR OS=Rattus norvegicus GN=Mtor PE=1 SV=12 2 -0.547853 -1.325054 0.2012034 0.089375 0.0426524

sp|Q3KRE0|ATAD3_RAT ATPase family AAA domain-containing protein 3 OS=Rattus norvegicus GN=Atad3 PE=2 SV=12 2 -0.276765 -0.672893 0.089394 0.09025 0.0432956

sp|Q9JJP9|UBQL1_RAT Ubiquilin-1 OS=Rattus norvegicus GN=Ubqln1 PE=1 SV=15 14 0.341876 -0.068244 0.7607275 0.09035 0.043923

sp|Q63797|PSME1_RAT Proteasome activator complex subunit 1 OS=Rattus norvegicus GN=Psme1 PE=2 SV=18 24 -0.139574 -0.247888 -0.032479 0.0911 0.0445438

sp|P30009|MARCS_RAT Myristoylated alanine-rich C-kinase substrate OS=Rattus norvegicus GN=Marcks PE=1 SV=24 15 -0.173899 -0.332429 -0.016381 0.0921 0.0451614

sp|P09034|ASSY_RAT Argininosuccinate synthase OS=Rattus norvegicus GN=Ass1 PE=2 SV=14 9 0.2609093 -0.03458 0.5692734 0.0925125 0.0457684

sp|P02696|RET1_RAT Retinol-binding protein 1 OS=Rattus norvegicus GN=Rbp1 PE=1 SV=22 4 -0.241309 -0.503555 0.026573 0.09365 0.0463745

sp|P62630|EF1A1_RAT Elongation factor 1-alpha 1 OS=Rattus norvegicus GN=Eef1a1 PE=1 SV=113 73 -0.124632 -0.209004 -0.037332 0.0938875 0.0469684

sp|P04462|MYH8_RAT Myosin-8 (Fragment) OS=Rattus norvegicus GN=Myh8 PE=2 SV=11 2 -1.093555 -2.996845 0.7708127 0.0943125 0.0475529

sp|Q63198|CNTN1_RAT Contactin-1 OS=Rattus norvegicus GN=Cntn1 PE=1 SV=25 13 0.1900051 0.0031457 0.3765545 0.0955 0.0481377

sp|Q3B8Q2|IF4A3_RAT Eukaryotic initiation factor 4A-III OS=Rattus norvegicus GN=Eif4a3 PE=1 SV=12 5 -0.229579 -0.473299 0.0249118 0.0959 0.0487131

sp|P62282|RS11_RAT 40S ribosomal protein S11 OS=Rattus norvegicus GN=Rps11 PE=1 SV=313 45 -0.128913 -0.221127 -0.034681 0.0963375 0.0492801

sp|Q6AXR4|HEXB_RAT Beta-hexosaminidase subunit beta OS=Rattus norvegicus GN=Hexb PE=2 SV=12 2 -0.289989 -0.621591 0.049069 0.097975 0.0498529

sp|P05544|SPA3L_RAT Serine protease inhibitor A3L OS=Rattus norvegicus GN=Serpina3l PE=1 SV=311 30 -0.450107 -1.067899 0.1504108 0.0981125 0.0504141

sp|P25286|VPP1_RAT V-type proton ATPase 116 kDa subunit a isoform 1 OS=Rattus norvegicus GN=Atp6v0a1 PE=2 SV=16 10 -0.197028 -0.397864 0.0060372 0.0990625 0.0509733

sp|P18422|PSA3_RAT Proteasome subunit alpha type-3 OS=Rattus norvegicus GN=Psma3 PE=1 SV=34 10 -0.199145 -0.406192 0.0032206 0.10275 0.0515616

sp|Q9QUR2|DCTN4_RAT Dynactin subunit 4 OS=Rattus norvegicus GN=Dctn4 PE=2 SV=14 6 0.2772518 -0.055916 0.6045191 0.10365 0.0521469

sp|Q91XR8|GPX42_RAT Phospholipid hydroperoxide glutathione peroxidase, nuclear OS=Rattus norvegicus GN=Gpx4 PE=2 SV=32 6 0.3165456 -0.081076 0.7161532 0.1046125 0.0527299

sp|Q9QYU1|PEX19_RAT Peroxisomal biogenesis factor 19 OS=Rattus norvegicus GN=Pex19 PE=2 SV=12 8 -0.218652 -0.511226 0.0506145 0.1062625 0.0533181

sp|Q68FQ2|JAM3_RAT Junctional adhesion molecule C OS=Rattus norvegicus GN=Jam3 PE=1 SV=12 6 0.222831 -0.02387 0.482096 0.107525 0.0539073
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sp|P20761|IGG2B_RAT Ig gamma-2B chain C region OS=Rattus norvegicus GN=Igh-1a PE=1 SV=16 20 -0.485933 -1.173021 0.2246113 0.1078 0.0544868

sp|Q6MG06|GNL1_RAT Guanine nucleotide-binding protein-like 1 OS=Rattus norvegicus GN=Gnl1 PE=2 SV=14 9 -0.198726 -0.409168 0.0188606 0.109175 0.0550686

sp|P51647|AL1A1_RAT Retinal dehydrogenase 1 OS=Rattus norvegicus GN=Aldh1a1 PE=1 SV=38 20 -0.232424 -0.503462 0.0477506 0.1097 0.0556437

sp|Q05764|ADDB_RAT Beta-adducin OS=Rattus norvegicus GN=Add2 PE=2 SV=49 24 0.1360389 0.0252241 0.244039 0.1098375 0.0562082

sp|Q6VV72|IF1A_RAT Eukaryotic translation initiation factor 1A OS=Rattus norvegicus GN=Eif1a PE=2 SV=32 5 -0.165622 -0.324712 -0.002331 0.111475 0.056778

sp|Q64240|AMBP_RAT Protein AMBP OS=Rattus norvegicus GN=Ambp PE=1 SV=13 11 0.237882 -0.041597 0.5305335 0.111525 0.0573366

sp|P20280|RL21_RAT 60S ribosomal protein L21 OS=Rattus norvegicus GN=Rpl21 PE=1 SV=37 39 -0.127518 -0.224618 -0.028239 0.11225 0.0578913

sp|Q62764|DBPA_RAT DNA-binding protein A OS=Rattus norvegicus GN=Csda PE=2 SV=11 3 -0.251551 -0.568632 0.0686342 0.11365 0.0584489

sp|P40241|CD9_RAT CD9 antigen OS=Rattus norvegicus GN=Cd9 PE=1 SV=210 98 0.1399326 0.0187017 0.26171 0.1141125 0.059

sp|Q5RKI1|IF4A2_RAT Eukaryotic initiation factor 4A-II OS=Rattus norvegicus GN=Eif4a2 PE=1 SV=119 51 -0.112048 -0.184127 -0.0389 0.1142625 0.0595418

sp|Q64122|MYL9_RAT Myosin regulatory light polypeptide 9 OS=Rattus norvegicus GN=Myl9 PE=2 SV=22 4 -0.40272 -0.946032 0.1671685 0.117025 0.0600999

sp|P0C2X9|AL4A1_RAT Delta-1-pyrroline-5-carboxylate dehydrogenase, mitochondrial OS=Rattus norvegicus GN=Aldh4a1 PE=1 SV=14 7 0.1967728 -0.027458 0.416968 0.11875 0.0606638

sp|Q498E0|TXD12_RAT Thioredoxin domain-containing protein 12 OS=Rattus norvegicus GN=Txndc12 PE=2 SV=22 4 -0.200472 -0.42428 0.0224968 0.12115 0.0612399

sp|P62747|RHOB_RAT Rho-related GTP-binding protein RhoB OS=Rattus norvegicus GN=Rhob PE=1 SV=12 5 0.1700563 -0.005427 0.3432581 0.1248125 0.0618396

sp|Q71TY3|RS27_RAT 40S ribosomal protein S27 OS=Rattus norvegicus GN=Rps27 PE=2 SV=34 12 -0.146478 -0.291697 -0.007069 0.125625 0.0624357

sp|Q99MZ8|LASP1_RAT LIM and SH3 domain protein 1 OS=Rattus norvegicus GN=Lasp1 PE=1 SV=18 13 -0.132646 -0.240617 -0.020461 0.1268875 0.0630325

sp|O08730|GLYG_RAT Glycogenin-1 OS=Rattus norvegicus GN=Gyg1 PE=2 SV=45 8 0.1874478 -0.02615 0.3983013 0.126975 0.0636192

sp|Q99MI7|UBA3_RAT NEDD8-activating enzyme E1 catalytic subunit OS=Rattus norvegicus GN=Uba3 PE=1 SV=15 14 0.1663099 -0.015425 0.3363656 0.1312625 0.0642341

sp|Q04931|SSRP1_RAT FACT complex subunit SSRP1 OS=Rattus norvegicus GN=Ssrp1 PE=1 SV=22 2 -0.325886 -0.808282 0.1553216 0.13175 0.0648423

sp|O08697|ARL2_RAT ADP-ribosylation factor-like protein 2 OS=Rattus norvegicus GN=Arl2 PE=1 SV=12 5 -0.220965 -0.510733 0.0613398 0.132375 0.0654453

sp|Q9JJ22|ERAP1_RAT Endoplasmic reticulum aminopeptidase 1 OS=Rattus norvegicus GN=Erap1 PE=2 SV=22 2 0.2214801 -0.066373 0.5287536 0.1326375 0.0660399

sp|P21807|PERI_RAT Peripherin OS=Rattus norvegicus GN=Prph PE=1 SV=127 100 0.1385178 0.0109494 0.2650679 0.1331875 0.0666289

sp|Q9WTT7|BZW2_RAT Basic leucine zipper and W2 domain-containing protein 2 OS=Rattus norvegicus GN=Bzw2 PE=2 SV=12 2 -0.3226 -0.838472 0.1651689 0.133925 0.0672141

sp|Q8VII6|CTL1_RAT Choline transporter-like protein 1 OS=Rattus norvegicus GN=Slc44a1 PE=1 SV=17 30 0.1696084 -0.013084 0.3619073 0.1347 0.0677959

sp|O08839|BIN1_RAT Myc box-dependent-interacting protein 1 OS=Rattus norvegicus GN=Bin1 PE=1 SV=18 15 -0.146817 -0.28812 -0.007966 0.1362375 0.0683809

sp|P38659|PDIA4_RAT Protein disulfide-isomerase A4 OS=Rattus norvegicus GN=Pdia4 PE=1 SV=219 46 -0.149087 -0.301017 0.0013884 0.1365875 0.0689589

sp|P14604|ECHM_RAT Enoyl-CoA hydratase, mitochondrial OS=Rattus norvegicus GN=Echs1 PE=1 SV=110 32 -0.112752 -0.189002 -0.033835 0.1367 0.0695282

sp|P01257|CALC_RAT Calcitonin OS=Rattus norvegicus GN=Calca PE=1 SV=11 4 -0.196582 -0.45842 0.0632893 0.13725 0.0700925

sp|P13638|AT1B2_RAT Sodium/potassium-transporting ATPase subunit beta-2 OS=Rattus norvegicus GN=Atp1b2 PE=2 SV=12 10 -0.169341 -0.353097 0.0210089 0.1379125 0.070653

sp|P20762|IGG2C_RAT Ig gamma-2C chain C region OS=Rattus norvegicus PE=2 SV=12 5 0.3779909 -0.188525 1.0136262 0.1383875 0.0712082

sp|Q8VI04|ASGL1_RAT L-asparaginase OS=Rattus norvegicus GN=Asrgl1 PE=1 SV=19 36 -0.131569 -0.250255 -0.012059 0.1396125 0.0717643

sp|P20059|HEMO_RAT Hemopexin OS=Rattus norvegicus GN=Hpx PE=1 SV=319 73 -0.199716 -0.458805 0.0438366 0.1404125 0.0723179

sp|Q6IFV4|K1C13_RAT Keratin, type I cytoskeletal 13 OS=Rattus norvegicus GN=Krt13 PE=2 SV=15 9 -0.944695 -2.638223 0.777471 0.1405625 0.0728639

sp|P01830|THY1_RAT Thy-1 membrane glycoprotein OS=Rattus norvegicus GN=Thy1 PE=1 SV=13 12 0.1306354 0.0110943 0.247876 0.14135 0.0734074

sp|O35550|RABE1_RAT Rab GTPase-binding effector protein 1 OS=Rattus norvegicus GN=Rabep1 PE=1 SV=12 4 0.3062216 -0.124455 0.7518752 0.142 0.0739475

sp|P0C0A9|SVIP_RAT Small VCP/p97-interacting protein OS=Rattus norvegicus GN=Svip PE=1 SV=14 9 0.1843193 -0.042343 0.4082965 0.1431875 0.0744885

sp|P50339|CMA1_RAT Chymase OS=Rattus norvegicus GN=Cma1 PE=2 SV=13 10 0.3056216 -0.167411 0.7807984 0.1445875 0.0750319

sp|P63095|GNAS2_RAT Guanine nucleotide-binding protein G(s) subunit alpha isoforms short OS=Rattus norvegicus GN=Gnas PE=1 SV=19 23 0.1566223 -0.017239 0.3273396 0.1464125 0.075581

sp|P47819|GFAP_RAT Glial fibrillary acidic protein OS=Rattus norvegicus GN=Gfap PE=1 SV=23 7 -0.258501 -0.634026 0.1163337 0.147825 0.0761324

sp|P05545|SPA3K_RAT Serine protease inhibitor A3K OS=Rattus norvegicus GN=Serpina3k PE=1 SV=310 31 -0.286254 -0.718482 0.1535208 0.148175 0.0766782

sp|Q920D2|DYR_RAT Dihydrofolate reductase OS=Rattus norvegicus GN=Dhfr PE=2 SV=31 2 -0.232761 -0.583758 0.1097411 0.149975 0.0772293

sp|P62076|TIM13_RAT Mitochondrial import inner membrane translocase subunit Tim13 OS=Rattus norvegicus GN=Timm13 PE=2 SV=13 8 -0.137008 -0.266821 -0.001053 0.1509875 0.0777798

sp|Q5U1Z0|RBGPR_RAT Rab3 GTPase-activating protein non-catalytic subunit OS=Rattus norvegicus GN=Rab3gap2 PE=1 SV=23 4 0.2938621 -0.166822 0.7411266 0.1510875 0.0783228

sp|Q6MG49|BAG6_RAT Large proline-rich protein BAG6 OS=Rattus norvegicus GN=Bag6 PE=1 SV=21 2 0.2603467 -0.112447 0.6350623 0.151275 0.0788592

sp|Q4G009|MCTS1_RAT Malignant T cell-amplified sequence 1 OS=Rattus norvegicus GN=Mcts1 PE=2 SV=12 4 -0.162357 -0.347744 0.0295679 0.1521625 0.0793943

sp|Q5BJP3|UFM1_RAT Ubiquitin-fold modifier 1 OS=Rattus norvegicus GN=Ufm1 PE=2 SV=13 9 -0.146121 -0.296927 0.00269 0.1532375 0.0799293

sp|Q9EPA0|DRP2_RAT Dystrophin-related protein 2 OS=Rattus norvegicus GN=Drp2 PE=1 SV=117 47 0.1250011 0.0088053 0.2439699 0.1600125 0.0805055
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sp|P15684|AMPN_RAT Aminopeptidase N OS=Rattus norvegicus GN=Anpep PE=1 SV=22 5 -0.28152 -0.724852 0.1668224 0.160325 0.0810756

sp|Q63425|PRAX_RAT Periaxin OS=Rattus norvegicus GN=Prx PE=1 SV=230 100 0.1302093 -0.000165 0.2577055 0.1619125 0.0816489

sp|P04646|RL35A_RAT 60S ribosomal protein L35a OS=Rattus norvegicus GN=Rpl35a PE=3 SV=17 18 -0.11519 -0.208581 -0.021796 0.162225 0.0822164

sp|P16884|NFH_RAT Neurofilament heavy polypeptide OS=Rattus norvegicus GN=Nefh PE=1 SV=426 100 0.1569606 -0.022618 0.3433948 0.1622375 0.082776

sp|Q62868|ROCK2_RAT Rho-associated protein kinase 2 OS=Rattus norvegicus GN=Rock2 PE=1 SV=12 2 0.337566 -0.234282 0.9689702 0.1640625 0.0833405

sp|Q9Z0V6|PRDX3_RAT Thioredoxin-dependent peroxide reductase, mitochondrial OS=Rattus norvegicus GN=Prdx3 PE=1 SV=25 20 -0.1242 -0.235492 -0.007959 0.1646125 0.0839009

sp|A1A5P0|BORG5_RAT Cdc42 effector protein 1 OS=Rattus norvegicus GN=Cdc42ep1 PE=2 SV=12 2 0.3564138 -0.315729 1.0510821 0.1648125 0.0844551

sp|Q62920|PDLI5_RAT PDZ and LIM domain protein 5 OS=Rattus norvegicus GN=Pdlim5 PE=1 SV=23 6 -0.178923 -0.408961 0.053606 0.16495 0.0850027

sp|Q8R4A1|ERO1A_RAT ERO1-like protein alpha OS=Rattus norvegicus GN=Ero1l PE=1 SV=14 10 -0.163965 -0.367928 0.0344179 0.1667875 0.0855553

sp|P29418|ATP5E_RAT ATP synthase subunit epsilon, mitochondrial OS=Rattus norvegicus GN=Atp5e PE=1 SV=23 7 -0.119346 -0.223931 -0.013613 0.1688875 0.0861146

sp|P56558|OGT1_RAT UDP-N-acetylglucosamine--peptide N-acetylglucosaminyltransferase 110 kDa subunit OS=Rattus norvegicus GN=Ogt PE=1 SV=12 2 -0.367957 -1.086959 0.4055029 0.17205 0.0866875

sp|Q64244|CD38_RAT ADP-ribosyl cyclase 1 OS=Rattus norvegicus GN=Cd38 PE=2 SV=11 3 -0.30388 -0.852999 0.2449586 0.1724375 0.0872554

sp|P34058|HS90B_RAT Heat shock protein HSP 90-beta OS=Rattus norvegicus GN=Hsp90ab1 PE=1 SV=426 100 -0.099365 -0.165512 -0.035643 0.1755125 0.087836

sp|P07150|ANXA1_RAT Annexin A1 OS=Rattus norvegicus GN=Anxa1 PE=1 SV=212 38 -0.197099 -0.496666 0.0939444 0.1762 0.0884136

sp|Q5M9G3|CAPR1_RAT Caprin-1 OS=Rattus norvegicus GN=Caprin1 PE=1 SV=210 22 -0.1182 -0.224499 -0.010179 0.1764375 0.0889851

sp|P62850|RS24_RAT 40S ribosomal protein S24 OS=Rattus norvegicus GN=Rps24 PE=2 SV=18 24 -0.111383 -0.203045 -0.019149 0.177775 0.089558

sp|P11517|HBB2_RAT Hemoglobin subunit beta-2 OS=Rattus norvegicus PE=1 SV=23 24 0.3035635 -0.234488 0.8387367 0.178325 0.090127

sp|Q66HR2|MARE1_RAT Microtubule-associated protein RP/EB family member 1 OS=Rattus norvegicus GN=Mapre1 PE=1 SV=34 11 -0.150244 -0.338016 0.0328864 0.179325 0.0906951

sp|O54975|XPP1_RAT Xaa-Pro aminopeptidase 1 OS=Rattus norvegicus GN=Xpnpep1 PE=1 SV=110 19 0.1305809 -0.005156 0.2612221 0.1807375 0.091265

sp|Q4VSI4|UBP7_RAT Ubiquitin carboxyl-terminal hydrolase 7 OS=Rattus norvegicus GN=Usp7 PE=1 SV=14 8 0.1889368 -0.08199 0.450839 0.1813875 0.0918318

sp|P62864|RS30_RAT 40S ribosomal protein S30 OS=Rattus norvegicus GN=Fau PE=1 SV=12 3 -0.594896 -1.825823 0.6348561 0.18195 0.0923951

sp|Q62760|TOM20_RAT Mitochondrial import receptor subunit TOM20 homolog OS=Rattus norvegicus GN=Tomm20 PE=1 SV=22 3 0.1987344 -0.109488 0.4911028 0.18285 0.0929569

sp|Q4V7E8|LRRF2_RAT Leucine-rich repeat flightless-interacting protein 2 OS=Rattus norvegicus GN=Lrrfip2 PE=2 SV=12 4 0.259095 -0.249013 0.7808769 0.184975 0.0935249

sp|Q9JMB5|ADRM1_RAT Proteasomal ubiquitin receptor ADRM1 OS=Rattus norvegicus GN=Adrm1 PE=2 SV=24 5 0.2845271 -0.246781 0.7657769 0.1866 0.0940959

sp|Q03344|ATIF1_RAT ATPase inhibitor, mitochondrial OS=Rattus norvegicus GN=Atpif1 PE=2 SV=23 7 0.1555316 -0.31529 0.4878983 0.1869125 0.0946619

sp|P82808|GFPT1_RAT Glucosamine--fructose-6-phosphate aminotransferase [isomerizing] 1 OS=Rattus norvegicus GN=Gfpt1 PE=1 SV=32 2 0.1859311 -0.138691 0.5098896 0.1869375 0.0952211

sp|P47728|CALB2_RAT Calretinin OS=Rattus norvegicus GN=Calb2 PE=1 SV=19 18 0.1672455 -0.067021 0.3987823 0.188825 0.095785

sp|P62738|ACTA_RAT Actin, aortic smooth muscle OS=Rattus norvegicus GN=Acta2 PE=1 SV=17 18 -0.323327 -0.934738 0.2758175 0.190175 0.0963502

sp|Q9Z0W7|CLIC4_RAT Chloride intracellular channel protein 4 OS=Rattus norvegicus GN=Clic4 PE=1 SV=36 18 -0.114015 -0.215947 -0.009444 0.1938125 0.0969304

sp|P02625|PRVA_RAT Parvalbumin alpha OS=Rattus norvegicus GN=Pvalb PE=1 SV=25 13 0.2369886 -0.174242 0.6353407 0.1938375 0.0975038

sp|Q5XHY5|SYTC_RAT Threonyl-tRNA synthetase, cytoplasmic OS=Rattus norvegicus GN=Tars PE=2 SV=18 23 -0.119671 -0.240329 0.0012215 0.194825 0.0980763

sp|A1A5P9|MAGE1_RAT Melanoma-associated antigen E1 OS=Rattus norvegicus GN=Magee1 PE=2 SV=11 3 0.3399893 -0.454987 1.1290025 0.1949625 0.0986428

sp|P81795|IF2G_RAT Eukaryotic translation initiation factor 2 subunit 3 OS=Rattus norvegicus GN=Eif2s3 PE=1 SV=211 17 -0.116366 -0.225136 -0.007086 0.198225 0.0992218

sp|Q4G075|ILEUA_RAT Leukocyte elastase inhibitor A OS=Rattus norvegicus GN=Serpinb1a PE=2 SV=14 7 -0.204534 -0.570619 0.0970254 0.1987375 0.099797

sp|P01026|CO3_RAT Complement C3 OS=Rattus norvegicus GN=C3 PE=1 SV=338 100 -0.183753 -0.465877 0.1003563 0.2015375 0.1003818

sp|Q03346|MPPB_RAT Mitochondrial-processing peptidase subunit beta OS=Rattus norvegicus GN=Pmpcb PE=1 SV=32 3 -0.211362 -0.568509 0.1327765 0.2016875 0.1009606

sp|P62853|RS25_RAT 40S ribosomal protein S25 OS=Rattus norvegicus GN=Rps25 PE=2 SV=17 20 -0.114376 -0.228467 -0.003466 0.2026625 0.1015385

sp|Q9QZA6|CD151_RAT CD151 antigen OS=Rattus norvegicus GN=Cd151 PE=1 SV=27 26 0.133633 -0.020674 0.3052247 0.2039625 0.1021172

sp|Q0ZHH6|ATLA3_RAT Atlastin-3 OS=Rattus norvegicus GN=Atl3 PE=2 SV=24 8 -0.158774 -0.377642 0.0586398 0.2041125 0.1026902

sp|P20767|LAC2_RAT Ig lambda-2 chain C region OS=Rattus norvegicus PE=4 SV=13 12 0.2818814 -0.269584 0.8210293 0.2055375 0.1032647

sp|P12369|KAP3_RAT cAMP-dependent protein kinase type II-beta regulatory subunit OS=Rattus norvegicus GN=Prkar2b PE=1 SV=34 9 -0.156071 -0.370115 0.0616575 0.2063 0.1038372

sp|O55012|PICA_RAT Phosphatidylinositol-binding clathrin assembly protein OS=Rattus norvegicus GN=Picalm PE=1 SV=13 5 -0.137827 -0.312169 0.0314863 0.206475 0.1044042

sp|Q63862|MYH11_RAT Myosin-11 (Fragments) OS=Rattus norvegicus GN=Myh11 PE=2 SV=315 24 -0.272554 -0.792303 0.2644311 0.207925 0.104973

sp|Q00566|MECP2_RAT Methyl-CpG-binding protein 2 OS=Rattus norvegicus GN=Mecp2 PE=1 SV=14 6 0.169568 -0.089917 0.430186 0.20935 0.1055434

sp|P49088|ASNS_RAT Asparagine synthetase [glutamine-hydrolyzing] OS=Rattus norvegicus GN=Asns PE=2 SV=36 10 -0.150603 -0.353004 0.0605908 0.209725 0.1061096

sp|P16391|HA12_RAT RT1 class I histocompatibility antigen, AA alpha chain OS=Rattus norvegicus PE=1 SV=23 4 -0.25799 -0.852214 0.3457931 0.2105375 0.1066741

sp|Q9Z1A5|ULA1_RAT NEDD8-activating enzyme E1 regulatory subunit OS=Rattus norvegicus GN=Nae1 PE=1 SV=11 3 1.3741835 -2.797456 5.3310554 0.2107 0.1072333
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sp|Q9Z1N4|BPNT1_RAT 3'(2'),5'-bisphosphate nucleotidase 1 OS=Rattus norvegicus GN=Bpnt1 PE=1 SV=16 8 -0.128478 -0.28349 0.0254179 0.212275 0.1077951

sp|Q64632|ITB4_RAT Integrin beta-4 OS=Rattus norvegicus GN=Itgb4 PE=2 SV=137 100 0.0998489 0.0211571 0.1774181 0.21245 0.1083517

sp|P30427|PLEC_RAT Plectin OS=Rattus norvegicus GN=Plec PE=1 SV=250 100 0.0961193 0.0270893 0.1665005 0.2143375 0.1089125

sp|Q64268|HEP2_RAT Heparin cofactor 2 OS=Rattus norvegicus GN=Serpind1 PE=2 SV=11 3 0.2442926 -0.230722 0.7237044 0.2155125 0.1094736

sp|Q6P6T4|EMAL2_RAT Echinoderm microtubule-associated protein-like 2 OS=Rattus norvegicus GN=Eml2 PE=1 SV=14 5 -0.154618 -0.378691 0.0784795 0.2160375 0.1100315

sp|Q63622|DLG2_RAT Disks large homolog 2 OS=Rattus norvegicus GN=Dlg2 PE=1 SV=13 4 0.3173299 -0.346919 1.0026025 0.2166 0.1105865

sp|P31211|CBG_RAT Corticosteroid-binding globulin OS=Rattus norvegicus GN=Serpina6 PE=1 SV=23 4 0.2530159 -0.381303 0.8554925 0.2172375 0.1111391

sp|Q920G2|NHRF2_RAT Na(+)/H(+) exchange regulatory cofactor NHE-RF2 OS=Rattus norvegicus GN=Slc9a3r2 PE=1 SV=12 6 -0.174105 -0.443816 0.099185 0.217475 0.1116872

sp|P24049|RL17_RAT 60S ribosomal protein L17 OS=Rattus norvegicus GN=Rpl17 PE=2 SV=310 47 -0.108719 -0.216178 -0.00423 0.2174875 0.1122298

sp|Q4KLP0|DHTK1_RAT Probable 2-oxoglutarate dehydrogenase E1 component DHKTD1, mitochondrial OS=Rattus norvegicus GN=Dhtkd1 PE=2 SV=13 3 0.1875697 -0.153328 0.5394444 0.2189 0.112774

sp|P35427|RL13A_RAT 60S ribosomal protein L13a OS=Rattus norvegicus GN=Rpl13a PE=1 SV=210 42 -0.114219 -0.234904 0.0059761 0.2195 0.1133158

sp|O35179|SH3G2_RAT Endophilin-A1 OS=Rattus norvegicus GN=Sh3gl2 PE=1 SV=28 20 0.1314813 -0.048551 0.2963126 0.221175 0.1138605

sp|Q6AY72|CS025_RAT UPF0449 protein C19orf25 homolog OS=Rattus norvegicus PE=2 SV=11 2 -0.264398 -0.88898 0.3171704 0.22255 0.1144067

sp|Q561R9|LACB2_RAT Beta-lactamase-like protein 2 OS=Rattus norvegicus GN=Lactb2 PE=2 SV=12 4 -0.184594 -0.497215 0.130579 0.2235375 0.1149524

sp|Q5XI31|PIGS_RAT GPI transamidase component PIG-S OS=Rattus norvegicus GN=Pigs PE=2 SV=33 3 -0.225495 -0.719017 0.2389018 0.2242125 0.115496

sp|Q9QXQ0|ACTN4_RAT Alpha-actinin-4 OS=Rattus norvegicus GN=Actn4 PE=1 SV=220 53 -0.104695 -0.198763 -0.005739 0.225575 0.1160409

sp|P09117|ALDOC_RAT Fructose-bisphosphate aldolase C OS=Rattus norvegicus GN=Aldoc PE=1 SV=315 65 0.0998012 0.0146394 0.1831443 0.226325 0.1165842

sp|Q4V7A0|WDR61_RAT WD repeat-containing protein 61 OS=Rattus norvegicus GN=Wdr61 PE=1 SV=13 7 0.1528004 -0.075433 0.3808182 0.22635 0.1171222

sp|Q9Z1P2|ACTN1_RAT Alpha-actinin-1 OS=Rattus norvegicus GN=Actn1 PE=1 SV=110 15 -0.141097 -0.343034 0.0653088 0.2264125 0.1176554

sp|Q641Z6|EHD1_RAT EH domain-containing protein 1 OS=Rattus norvegicus GN=Ehd1 PE=1 SV=14 5 -0.143308 -0.347766 0.0536454 0.2271375 0.1181868

sp|Q63364|PJA2_RAT E3 ubiquitin-protein ligase Praja-2 OS=Rattus norvegicus GN=Pja2 PE=2 SV=11 2 0.2976196 -0.478859 1.0875925 0.2287 0.1187207

sp|P54921|SNAA_RAT Alpha-soluble NSF attachment protein OS=Rattus norvegicus GN=Napa PE=1 SV=27 21 -0.108765 -0.215215 -0.004359 0.2292 0.1192519

sp|P21588|5NTD_RAT 5'-nucleotidase OS=Rattus norvegicus GN=Nt5e PE=1 SV=12 2 0.3253827 -0.418673 1.1404199 0.2313375 0.1197882

sp|Q6V7V2|RTKN_RAT Rhotekin OS=Rattus norvegicus GN=Rtkn PE=2 SV=19 11 0.1365655 -0.038885 0.3235298 0.2326125 0.1203254

sp|Q5S6T3|ISPD_RAT 2-C-methyl-D-erythritol 4-phosphate cytidylyltransferase-like protein OS=Rattus norvegicus GN=Ispd PE=2 SV=11 4 -0.179972 -0.504273 0.1536174 0.2355 0.1208713

sp|Q4KLL0|TCEA1_RAT Transcription elongation factor A protein 1 OS=Rattus norvegicus GN=Tcea1 PE=2 SV=12 6 -0.171077 -0.458813 0.1229134 0.235775 0.1214133

sp|Q66HA8|HS105_RAT Heat shock protein 105 kDa OS=Rattus norvegicus GN=Hsph1 PE=1 SV=122 68 -0.099463 -0.184766 -0.010056 0.23615 0.1219519

sp|P26453|BASI_RAT Basigin OS=Rattus norvegicus GN=Bsg PE=1 SV=25 14 -0.110263 -0.225674 0.00847 0.2375625 0.1224922

sp|Q5U312|RAI14_RAT Ankycorbin OS=Rattus norvegicus GN=Rai14 PE=2 SV=22 3 0.2708711 -0.353364 0.8909215 0.2377875 0.1230284

sp|P55051|FABP7_RAT Fatty acid-binding protein, brain OS=Rattus norvegicus GN=Fabp7 PE=1 SV=24 14 0.1487753 -0.089853 0.3837319 0.2383875 0.1235625

sp|Q62667|MVP_RAT Major vault protein OS=Rattus norvegicus GN=Mvp PE=1 SV=414 33 -0.121063 -0.278238 0.0346267 0.2416 0.1241065

sp|Q5PQL7|ITM2C_RAT Integral membrane protein 2C OS=Rattus norvegicus GN=Itm2c PE=2 SV=11 2 0.4805324 -1.022157 1.9685314 0.241625 0.1246455

sp|P43278|H10_RAT Histone H1.0 OS=Rattus norvegicus GN=H1f0 PE=2 SV=212 58 0.1140006 -0.022192 0.2472335 0.24285 0.1251853

sp|Q9JI92|SDCB1_RAT Syntenin-1 OS=Rattus norvegicus GN=Sdcbp PE=1 SV=13 3 -0.168463 -0.462785 0.126936 0.2439625 0.1257252

sp|Q5FVH2|PLD3_RAT Phospholipase D3 OS=Rattus norvegicus GN=Pld3 PE=2 SV=13 4 -0.152529 -0.41528 0.1072959 0.245675 0.1262679

sp|Q6P734|IC1_RAT Plasma protease C1 inhibitor OS=Rattus norvegicus GN=Serping1 PE=2 SV=12 9 -0.196205 -0.596133 0.1791197 0.245975 0.1268072

sp|Q5MPA9|DCLK2_RAT Serine/threonine-protein kinase DCLK2 OS=Rattus norvegicus GN=Dclk2 PE=1 SV=24 5 0.1833008 -0.164521 0.519598 0.246175 0.1273424

sp|P86182|CCD22_RAT Coiled-coil domain-containing protein 22 OS=Rattus norvegicus GN=Ccdc22 PE=1 SV=22 2 -0.327452 -1.259584 0.6009732 0.246375 0.1278738

sp|P63055|PCP4_RAT Purkinje cell protein 4 OS=Rattus norvegicus GN=Pcp4 PE=1 SV=25 23 0.1350821 -0.071072 0.3349656 0.247575 0.1284058

sp|P70584|ACDSB_RAT Short/branched chain specific acyl-CoA dehydrogenase, mitochondrial OS=Rattus norvegicus GN=Acadsb PE=1 SV=12 2 0.2651841 -0.354935 0.8795014 0.2484125 0.1289368

sp|P63039|CH60_RAT 60 kDa heat shock protein, mitochondrial OS=Rattus norvegicus GN=Hspd1 PE=1 SV=128 100 -0.093544 -0.166698 -0.020685 0.249575 0.1294683

sp|O88339|EPN1_RAT Epsin-1 OS=Rattus norvegicus GN=Epn1 PE=1 SV=12 4 -0.195494 -0.614177 0.2282565 0.2499125 0.1299965

sp|Q6P7S1|ASAH1_RAT Acid ceramidase OS=Rattus norvegicus GN=Asah1 PE=2 SV=110 32 0.1063888 -0.00434 0.2225696 0.2529875 0.1305336

sp|Q6AYZ1|TBA1C_RAT Tubulin alpha-1C chain OS=Rattus norvegicus GN=Tuba1c PE=1 SV=11 2 0.1610045 -0.128689 0.4478001 0.2533875 0.1310678

sp|Q5XIM4|ATP5S_RAT ATP synthase subunit s, mitochondrial OS=Rattus norvegicus GN=Atp5s PE=2 SV=11 3 -0.149533 -0.402423 0.0977037 0.2555 0.1316064

sp|Q5FVN1|STBD1_RAT Starch-binding domain-containing protein 1 OS=Rattus norvegicus GN=Stbd1 PE=1 SV=14 10 -0.135004 -0.343186 0.0611795 0.256425 0.1321445

sp|P42930|HSPB1_RAT Heat shock protein beta-1 OS=Rattus norvegicus GN=Hspb1 PE=1 SV=112 53 -0.091845 -0.160914 -0.023587 0.2565875 0.1326785
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sp|Q6MG84|EGFL8_RAT Epidermal growth factor-like protein 8 OS=Rattus norvegicus GN=Egfl8 PE=2 SV=13 5 -0.179882 -0.540994 0.1777243 0.2572375 0.1332108

sp|P37397|CNN3_RAT Calponin-3 OS=Rattus norvegicus GN=Cnn3 PE=1 SV=111 46 -0.105996 -0.222564 0.016651 0.2573375 0.133739

sp|B0BNM9|GLTP_RAT Glycolipid transfer protein OS=Rattus norvegicus GN=GLTP PE=2 SV=12 3 -0.157445 -0.43834 0.1300891 0.259075 0.1342701

sp|Q5XI97|AASD1_RAT Alanyl-tRNA editing protein Aarsd1 OS=Rattus norvegicus GN=Aarsd1 PE=2 SV=11 2 -0.174381 -0.554151 0.2381148 0.261475 0.1348069

sp|Q64591|DECR_RAT 2,4-dienoyl-CoA reductase, mitochondrial OS=Rattus norvegicus GN=Decr1 PE=1 SV=23 4 0.1834321 -0.199845 0.5655967 0.261875 0.1353408

sp|A1L108|ARP5L_RAT Actin-related protein 2/3 complex subunit 5-like protein OS=Rattus norvegicus GN=Arpc5l PE=1 SV=25 5 -0.15325 -0.43123 0.1081598 0.2628 0.1358741

sp|Q9QYU4|CRYM_RAT Mu-crystallin homolog OS=Rattus norvegicus GN=Crym PE=1 SV=12 3 -0.200049 -0.732727 0.3219783 0.2628125 0.136403

sp|Q6YAT4|SGCE_RAT Epsilon-sarcoglycan OS=Rattus norvegicus GN=Sgce PE=2 SV=11 3 0.2170571 -0.257622 0.6873646 0.2628375 0.1369276

sp|P56574|IDHP_RAT Isocitrate dehydrogenase [NADP], mitochondrial OS=Rattus norvegicus GN=Idh2 PE=1 SV=214 43 -0.098086 -0.195761 -0.001639 0.263575 0.1374509

sp|Q63041|A1M_RAT Alpha-1-macroglobulin OS=Rattus norvegicus GN=A1m PE=1 SV=118 42 -0.134419 -0.350115 0.0833641 0.2640625 0.137972

sp|Q5FVC7|ACAP2_RAT Arf-GAP with coiled-coil, ANK repeat and PH domain-containing protein 2 OS=Rattus norvegicus GN=Acap2 PE=2 SV=12 2 0.1976548 -0.318484 0.704775 0.2644375 0.1384903

sp|Q80Z30|PPM1E_RAT Protein phosphatase 1E OS=Rattus norvegicus GN=Ppm1e PE=2 SV=12 2 -0.171143 -0.560719 0.2112621 0.2647875 0.1390058

sp|P14141|CAH3_RAT Carbonic anhydrase 3 OS=Rattus norvegicus GN=Ca3 PE=1 SV=36 16 0.3418121 -0.589345 1.2573817 0.2652 0.1395188

sp|B0BNE2|RPAB1_RAT DNA-directed RNA polymerases I, II, and III subunit RPABC1 OS=Rattus norvegicus GN=Polr2e PE=2 SV=12 2 0.1421032 -0.122833 0.3977803 0.2671375 0.1400354

sp|Q923V8|SEP15_RAT 15 kDa selenoprotein OS=Rattus norvegicus GN=Sep15 PE=1 SV=32 8 -0.16567 -0.497498 0.1802981 0.26825 0.1405524

sp|Q5XIK7|KATL1_RAT Katanin p60 ATPase-containing subunit A-like 1 OS=Rattus norvegicus GN=Katnal1 PE=2 SV=12 2 0.2634059 -0.415653 0.9395772 0.2687125 0.1410671

sp|P18645|GALE_RAT UDP-glucose 4-epimerase OS=Rattus norvegicus GN=Gale PE=2 SV=12 3 -0.188911 -0.587508 0.2146443 0.2687625 0.1415779

sp|Q923W4|HDGR3_RAT Hepatoma-derived growth factor-related protein 3 OS=Rattus norvegicus GN=Hdgfrp3 PE=2 SV=12 5 0.1118995 -0.032955 0.2504641 0.2694625 0.1420874

sp|Q80WE1|FMR1_RAT Fragile X mental retardation protein 1 homolog OS=Rattus norvegicus GN=Fmr1 PE=2 SV=25 9 0.1444749 -0.107085 0.3930269 0.270425 0.1425967

sp|B2GV54|NCEH1_RAT Neutral cholesterol ester hydrolase 1 OS=Rattus norvegicus GN=Nceh1 PE=2 SV=15 12 0.1537461 -0.125544 0.4480002 0.270875 0.1431037

sp|P58775|TPM2_RAT Tropomyosin beta chain OS=Rattus norvegicus GN=Tpm2 PE=2 SV=14 9 -0.223635 -0.755123 0.318398 0.2709625 0.1436071

sp|P97675|ENPP3_RAT Ectonucleotide pyrophosphatase/phosphodiesterase family member 3 OS=Rattus norvegicus GN=Enpp3 PE=1 SV=22 4 -0.149978 -0.417221 0.1213724 0.271175 0.1441074

sp|Q02293|FNTB_RAT Protein farnesyltransferase subunit beta OS=Rattus norvegicus GN=Fntb PE=1 SV=11 2 -0.203045 -0.673704 0.2567986 0.2713125 0.1446042

sp|P01835|KACB_RAT Ig kappa chain C region, B allele OS=Rattus norvegicus PE=1 SV=16 32 0.2379721 -0.348687 0.8225328 0.2738875 0.1451073

sp|P11980|KPYM_RAT Pyruvate kinase isozymes M1/M2 OS=Rattus norvegicus GN=Pkm2 PE=1 SV=325 100 0.0960428 0.0053552 0.1864136 0.2739625 0.1456067

sp|Q4G064|COQ5_RAT Ubiquinone biosynthesis methyltransferase COQ5, mitochondrial OS=Rattus norvegicus GN=Coq5 PE=2 SV=12 2 -0.168243 -0.505533 0.1833788 0.274825 0.1461056

sp|Q5XIN6|LETM1_RAT LETM1 and EF-hand domain-containing protein 1, mitochondrial OS=Rattus norvegicus GN=Letm1 PE=1 SV=111 25 -0.104334 -0.223438 0.0167528 0.2751375 0.1466019

sp|P04785|PDIA1_RAT Protein disulfide-isomerase OS=Rattus norvegicus GN=P4hb PE=1 SV=226 99 -0.092645 -0.171593 -0.010994 0.277075 0.1471018

sp|Q562C6|LZTL1_RAT Leucine zipper transcription factor-like protein 1 OS=Rattus norvegicus GN=Lztfl1 PE=2 SV=12 4 0.209393 -0.273833 0.7096166 0.277375 0.147599

sp|Q63635|STX6_RAT Syntaxin-6 OS=Rattus norvegicus GN=Stx6 PE=1 SV=11 2 0.1896491 -0.269313 0.6570549 0.2784375 0.1480965

sp|Q62658|FKB1A_RAT Peptidyl-prolyl cis-trans isomerase FKBP1A OS=Rattus norvegicus GN=Fkbp1a PE=2 SV=33 14 0.1110189 -0.037457 0.2616127 0.2790875 0.1485927

sp|P52555|ERP29_RAT Endoplasmic reticulum resident protein 29 OS=Rattus norvegicus GN=Erp29 PE=1 SV=212 37 -0.095133 -0.179918 -0.009519 0.2793125 0.149086

sp|P83732|RL24_RAT 60S ribosomal protein L24 OS=Rattus norvegicus GN=Rpl24 PE=1 SV=17 36 -0.10568 -0.233359 0.0272409 0.28105 0.1495821

sp|Q9Z1K9|ADA17_RAT Disintegrin and metalloproteinase domain-containing protein 17 OS=Rattus norvegicus GN=Adam17 PE=2 SV=13 4 -0.174853 -0.562745 0.2247956 0.28175 0.1500771

sp|Q5M7A7|CNRP1_RAT CB1 cannabinoid receptor-interacting protein 1 OS=Rattus norvegicus GN=Cnrip1 PE=1 SV=13 5 0.1463755 -0.129642 0.4210045 0.2860375 0.1505844

sp|Q63396|TCP4_RAT Activated RNA polymerase II transcriptional coactivator p15 OS=Rattus norvegicus GN=Sub1 PE=2 SV=34 10 -0.117338 -0.291387 0.0568382 0.2871 0.1510919

sp|Q9EPC6|PROF2_RAT Profilin-2 OS=Rattus norvegicus GN=Pfn2 PE=1 SV=34 14 0.1335269 -0.110283 0.3751935 0.287725 0.151598

sp|P51635|AK1A1_RAT Alcohol dehydrogenase [NADP+] OS=Rattus norvegicus GN=Akr1a1 PE=1 SV=212 43 0.0944878 0.0018603 0.1861424 0.2887 0.1521039

sp|Q9WUH4|FHL1_RAT Four and a half LIM domains protein 1 OS=Rattus norvegicus GN=Fhl1 PE=2 SV=15 8 -0.140892 -0.436374 0.1834004 0.2887 0.1526061

sp|P05982|NQO1_RAT NAD(P)H dehydrogenase [quinone] 1 OS=Rattus norvegicus GN=Nqo1 PE=1 SV=46 15 0.1115076 -0.050232 0.266899 0.2903375 0.1531106

sp|Q9Z1M9|SMC1A_RAT Structural maintenance of chromosomes protein 1A OS=Rattus norvegicus GN=Smc1a PE=1 SV=17 10 0.15043 -0.160434 0.441369 0.290525 0.1536121

sp|Q58FK9|KAT3_RAT Kynurenine--oxoglutarate transaminase 3 OS=Rattus norvegicus GN=Ccbl2 PE=2 SV=14 4 0.2092006 -0.309042 0.7439492 0.290775 0.1541109

sp|P62909|RS3_RAT 40S ribosomal protein S3 OS=Rattus norvegicus GN=Rps3 PE=2 SV=119 76 -0.092987 -0.179684 -0.004544 0.291575 0.1546089

sp|Q6AXS5|PAIRB_RAT Plasminogen activator inhibitor 1 RNA-binding protein OS=Rattus norvegicus GN=Serbp1 PE=1 SV=213 23 -0.093777 -0.181272 -0.002548 0.292 0.1551049

sp|Q99M63|SMU1_RAT WD40 repeat-containing protein SMU1 OS=Rattus norvegicus GN=Smu1 PE=2 SV=11 2 -0.14266 -0.411902 0.1209054 0.2936625 0.1556033

sp|Q6IMF3|K2C1_RAT Keratin, type II cytoskeletal 1 OS=Rattus norvegicus GN=Krt1 PE=2 SV=11 2 -0.169057 -0.604037 0.2850116 0.2945625 0.1561014

sp|Q62825|EXOC3_RAT Exocyst complex component 3 OS=Rattus norvegicus GN=Exoc3 PE=1 SV=11 2 0.148412 -0.185597 0.496697 0.2954125 0.1565989
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sp|Q62651|ECH1_RAT Delta(3,5)-Delta(2,4)-dienoyl-CoA isomerase, mitochondrial OS=Rattus norvegicus GN=Ech1 PE=1 SV=27 12 0.1263978 -0.096037 0.3626543 0.2956875 0.1570939

sp|P42676|NEUL_RAT Neurolysin, mitochondrial OS=Rattus norvegicus GN=Nln PE=1 SV=13 6 0.1554859 -0.179442 0.49691 0.2957125 0.1575855

sp|P09650|MCPT1_RAT Mast cell protease 1 OS=Rattus norvegicus GN=Mcpt1 PE=1 SV=39 27 0.1890368 -0.296002 0.6621091 0.2962625 0.1580755

sp|P32089|TXTP_RAT Tricarboxylate transport protein, mitochondrial OS=Rattus norvegicus GN=Slc25a1 PE=1 SV=19 35 -0.090439 -0.169768 -0.009863 0.297 0.1585647

sp|Q62881|NOL3_RAT Nucleolar protein 3 OS=Rattus norvegicus GN=Nol3 PE=1 SV=12 4 0.1437812 -0.136856 0.431543 0.2998125 0.1590603

sp|Q9WUW3|CFAI_RAT Complement factor I OS=Rattus norvegicus GN=Cfi PE=2 SV=12 2 0.1863079 -0.331007 0.7203714 0.30045 0.1595546

sp|O35331|PDXK_RAT Pyridoxal kinase OS=Rattus norvegicus GN=Pdxk PE=1 SV=13 6 -0.153118 -0.489925 0.1742415 0.3011 0.1600478

sp|Q0VGK0|GBRL1_RAT Gamma-aminobutyric acid receptor-associated protein-like 1 OS=Rattus norvegicus GN=Gabarapl1 PE=1 SV=12 6 0.1468129 -0.155577 0.4615973 0.3014625 0.1605388

sp|Q66H12|NAGAB_RAT Alpha-N-acetylgalactosaminidase OS=Rattus norvegicus GN=Naga PE=2 SV=12 8 0.1231495 -0.083195 0.3313839 0.302725 0.1610308

sp|Q5M7A4|UBA5_RAT Ubiquitin-like modifier-activating enzyme 5 OS=Rattus norvegicus GN=Uba5 PE=2 SV=11 3 -0.169846 -0.593088 0.2535824 0.3028125 0.1615197

sp|Q4QQV3|F162A_RAT Protein FAM162A OS=Rattus norvegicus GN=Fam162a PE=2 SV=13 7 -0.118217 -0.321844 0.0836346 0.3029375 0.1620057

sp|Q62696|DLG1_RAT Disks large homolog 1 OS=Rattus norvegicus GN=Dlg1 PE=1 SV=12 3 0.1672721 -0.304964 0.6394468 0.3045625 0.1624939

sp|B0BNN3|CAH1_RAT Carbonic anhydrase 1 OS=Rattus norvegicus GN=Ca1 PE=1 SV=14 10 0.1734355 -0.250725 0.6117928 0.3048125 0.1629797

sp|P62755|RS6_RAT 40S ribosomal protein S6 OS=Rattus norvegicus GN=Rps6 PE=1 SV=113 43 -0.09494 -0.200975 0.0084885 0.30535 0.1634639

sp|P12711|ADHX_RAT Alcohol dehydrogenase class-3 OS=Rattus norvegicus GN=Adh5 PE=1 SV=24 6 0.1282538 -0.15976 0.3945921 0.305625 0.1639458

sp|Q9R0J8|LGMN_RAT Legumain OS=Rattus norvegicus GN=Lgmn PE=2 SV=11 5 -0.130578 -0.376638 0.1231129 0.306225 0.1644265

sp|P36953|AFAM_RAT Afamin OS=Rattus norvegicus GN=Afm PE=2 SV=110 22 -0.156469 -0.529187 0.1996936 0.306625 0.1649053

sp|Q6PDV7|RL10_RAT 60S ribosomal protein L10 OS=Rattus norvegicus GN=Rpl10 PE=1 SV=314 75 -0.096416 -0.207671 0.0131535 0.3069125 0.1653818

sp|Q9Z0W5|PACN1_RAT Protein kinase C and casein kinase substrate in neurons protein 1 OS=Rattus norvegicus GN=Pacsin1 PE=1 SV=110 30 0.0919835 0.0039473 0.1820504 0.30725 0.1658563

sp|Q64361|LXN_RAT Latexin OS=Rattus norvegicus GN=Lxn PE=1 SV=13 8 0.0985152 -0.015704 0.2172612 0.3073 0.1663278

sp|P63090|PTN_RAT Pleiotrophin OS=Rattus norvegicus GN=Ptn PE=1 SV=15 12 -0.106929 -0.269739 0.0556624 0.3074625 0.1667966

sp|Q5XI07|LPP_RAT Lipoma-preferred partner homolog OS=Rattus norvegicus GN=Lpp PE=1 SV=12 5 -0.152408 -0.501255 0.1964939 0.310625 0.1672729

sp|P04218|OX2G_RAT OX-2 membrane glycoprotein OS=Rattus norvegicus GN=Cd200 PE=1 SV=13 6 -0.124987 -0.351603 0.1049221 0.310675 0.1677462

sp|Q6LED0|H31_RAT Histone H3.1 OS=Rattus norvegicus PE=1 SV=32 14 -0.168307 -0.595951 0.2654407 0.310825 0.1682168

sp|Q5PPL3|NSDHL_RAT Sterol-4-alpha-carboxylate 3-dehydrogenase, decarboxylating OS=Rattus norvegicus GN=Nsdhl PE=2 SV=13 5 0.1656348 -0.201773 0.5674194 0.3121 0.1686886

sp|Q924N5|ACBG1_RAT Long-chain-fatty-acid--CoA ligase ACSBG1 OS=Rattus norvegicus GN=Acsbg1 PE=1 SV=17 8 -0.1105 -0.274836 0.0580749 0.3121375 0.1691574

sp|P32738|CLAT_RAT Choline O-acetyltransferase OS=Rattus norvegicus GN=Chat PE=1 SV=23 3 0.1684349 -0.256568 0.6054414 0.3124 0.1696239

sp|P83883|RL36A_RAT 60S ribosomal protein L36a OS=Rattus norvegicus GN=Rpl36a PE=1 SV=25 12 -0.089565 -0.174458 -0.002136 0.3126125 0.1700882

sp|P97829|CD47_RAT Leukocyte surface antigen CD47 OS=Rattus norvegicus GN=Cd47 PE=1 SV=12 7 0.1195828 -0.093508 0.3362461 0.31315 0.1705512

sp|Q924K2|FAF1_RAT FAS-associated factor 1 OS=Rattus norvegicus GN=Faf1 PE=2 SV=12 2 0.2313429 -0.553997 1.0292442 0.3132 0.1710113

sp|P05426|RL7_RAT 60S ribosomal protein L7 OS=Rattus norvegicus GN=Rpl7 PE=1 SV=212 44 -0.089763 -0.17531 -0.005812 0.313475 0.1714694

sp|P40112|PSB3_RAT Proteasome subunit beta type-3 OS=Rattus norvegicus GN=Psmb3 PE=1 SV=14 4 -0.161834 -0.567025 0.2377715 0.315325 0.1719305

sp|Q3ZB98|BCAS1_RAT Breast carcinoma-amplified sequence 1 homolog (Fragment) OS=Rattus norvegicus GN=Bcas1 PE=1 SV=212 43 0.1162782 -0.094287 0.3164422 0.3156125 0.1723895

sp|Q6AYU3|DNJB6_RAT DnaJ homolog subfamily B member 6 OS=Rattus norvegicus GN=Dnajb6 PE=1 SV=13 4 -0.119151 -0.348506 0.1033042 0.3160625 0.1728471

sp|Q9JID2|GNA11_RAT Guanine nucleotide-binding protein subunit alpha-11 OS=Rattus norvegicus GN=Gna11 PE=2 SV=11 2 0.1759851 -0.344133 0.7174641 0.3161625 0.1733021

sp|Q99376|TFR1_RAT Transferrin receptor protein 1 (Fragment) OS=Rattus norvegicus GN=Tfrc PE=2 SV=12 2 -0.285584 -1.381515 0.8500696 0.3177375 0.1737591

sp|Q63615|VP33A_RAT Vacuolar protein sorting-associated protein 33A OS=Rattus norvegicus GN=Vps33a PE=1 SV=11 5 0.1478063 -0.213362 0.493418 0.317875 0.1742138

sp|Q03348|PTPRA_RAT Receptor-type tyrosine-protein phosphatase alpha OS=Rattus norvegicus GN=Ptpra PE=2 SV=12 2 -0.177395 -0.73634 0.3858071 0.3182625 0.1746667

sp|Q10728|MYPT1_RAT Protein phosphatase 1 regulatory subunit 12A OS=Rattus norvegicus GN=Ppp1r12a PE=1 SV=22 2 -0.188786 -0.727892 0.3506355 0.3190625 0.1751194

sp|Q4KM65|CPSF5_RAT Cleavage and polyadenylation specificity factor subunit 5 OS=Rattus norvegicus GN=Nudt21 PE=2 SV=12 3 -0.161721 -0.585373 0.2752688 0.3192375 0.1755698

sp|Q63448|ACOX3_RAT Peroxisomal acyl-coenzyme A oxidase 3 OS=Rattus norvegicus GN=Acox3 PE=1 SV=15 6 -0.129317 -0.388886 0.1227815 0.3199875 0.1760197

sp|P53670|LIMK2_RAT LIM domain kinase 2 OS=Rattus norvegicus GN=Limk2 PE=2 SV=12 2 -0.208943 -0.822606 0.3410609 0.3209125 0.1764696

sp|O09032|ELAV4_RAT ELAV-like protein 4 OS=Rattus norvegicus GN=Elavl4 PE=1 SV=11 3 0.1198673 -0.116494 0.3421433 0.32195 0.17692

sp|Q05695|L1CAM_RAT Neural cell adhesion molecule L1 OS=Rattus norvegicus GN=L1cam PE=2 SV=310 25 0.1017015 -0.047482 0.2510368 0.322075 0.1773681

sp|P62703|RS4X_RAT 40S ribosomal protein S4, X isoform OS=Rattus norvegicus GN=Rps4x PE=2 SV=219 80 -0.096067 -0.21606 0.0244662 0.3222 0.1778137

sp|P27274|CD59_RAT CD59 glycoprotein OS=Rattus norvegicus GN=Cd59 PE=1 SV=23 11 0.1183647 -0.101187 0.3442639 0.3222625 0.1782568

sp|O54924|EXOC8_RAT Exocyst complex component 8 OS=Rattus norvegicus GN=Exoc8 PE=1 SV=14 7 0.1101657 -0.062915 0.2945438 0.3224875 0.1786979
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sp|Q9WTV0|PREB_RAT Prolactin regulatory element-binding protein OS=Rattus norvegicus GN=Preb PE=2 SV=24 5 -0.14322 -0.474702 0.1885566 0.3228875 0.1791375

sp|P21396|AOFA_RAT Amine oxidase [flavin-containing] A OS=Rattus norvegicus GN=Maoa PE=1 SV=117 48 0.0906206 -0.001358 0.1848663 0.3246375 0.1795797

sp|Q641X8|EIF3E_RAT Eukaryotic translation initiation factor 3 subunit E OS=Rattus norvegicus GN=Eif3e PE=2 SV=14 6 -0.135252 -0.438728 0.1725544 0.32465 0.1800193

sp|P62246|RS15A_RAT 40S ribosomal protein S15a OS=Rattus norvegicus GN=Rps15a PE=1 SV=25 34 -0.097136 -0.224607 0.0300709 0.32495 0.1804572

sp|P12839|NFM_RAT Neurofilament medium polypeptide OS=Rattus norvegicus GN=Nefm PE=1 SV=429 100 0.1068891 -0.061316 0.2760065 0.32515 0.180893

sp|P62718|RL18A_RAT 60S ribosomal protein L18a OS=Rattus norvegicus GN=Rpl18a PE=2 SV=110 39 -0.091804 -0.196442 0.0116147 0.3262875 0.1813296

sp|P62845|RS15_RAT 40S ribosomal protein S15 OS=Rattus norvegicus GN=Rps15 PE=1 SV=24 13 -0.101909 -0.244409 0.0375507 0.3266875 0.1817648

sp|P31977|EZRI_RAT Ezrin OS=Rattus norvegicus GN=Ezr PE=1 SV=36 12 -0.099528 -0.235184 0.0313405 0.327025 0.1821984

sp|P50878|RL4_RAT 60S ribosomal protein L4 OS=Rattus norvegicus GN=Rpl4 PE=1 SV=318 80 -0.088907 -0.178825 -0.000935 0.3273 0.1826303

sp|P19945|RLA0_RAT 60S acidic ribosomal protein P0 OS=Rattus norvegicus GN=Rplp0 PE=1 SV=214 68 -0.092784 -0.201812 0.0172989 0.3304875 0.183069

sp|Q8VIL3|ZWINT_RAT ZW10 interactor OS=Rattus norvegicus GN=Zwint PE=1 SV=14 11 -0.102977 -0.261652 0.0513153 0.33115 0.1835071

sp|P24368|PPIB_RAT Peptidyl-prolyl cis-trans isomerase B OS=Rattus norvegicus GN=Ppib PE=2 SV=314 58 -0.089068 -0.185102 0.0007339 0.3315375 0.1839438

sp|P63174|RL38_RAT 60S ribosomal protein L38 OS=Rattus norvegicus GN=Rpl38 PE=1 SV=25 22 -0.094372 -0.210888 0.0198673 0.3321875 0.1843798

sp|Q9JM53|AIFM1_RAT Apoptosis-inducing factor 1, mitochondrial OS=Rattus norvegicus GN=Aifm1 PE=1 SV=15 5 -0.116837 -0.344523 0.107465 0.332375 0.1848138

sp|Q5FVI4|CEND_RAT Cell cycle exit and neuronal differentiation protein 1 OS=Rattus norvegicus GN=Cend1 PE=1 SV=17 17 0.092708 -0.011951 0.1984714 0.33325 0.1852478

sp|P28073|PSB6_RAT Proteasome subunit beta type-6 OS=Rattus norvegicus GN=Psmb6 PE=1 SV=32 8 -0.103902 -0.275107 0.0609627 0.3338 0.1856809

sp|Q9JID1|PDCD4_RAT Programmed cell death protein 4 OS=Rattus norvegicus GN=Pdcd4 PE=1 SV=23 5 0.10088 -0.058828 0.2646804 0.333825 0.1861116

sp|Q91XU1|QKI_RAT Protein quaking OS=Rattus norvegicus GN=Qki PE=1 SV=25 8 0.1160986 -0.098219 0.3311338 0.3342 0.1865408

sp|Q9JKB8|PRP18_RAT Pre-mRNA-splicing factor 18 OS=Rattus norvegicus GN=Prpf18 PE=2 SV=12 2 -0.167839 -0.682495 0.4060681 0.3351 0.1869702

sp|O08619|F13A_RAT Coagulation factor XIII A chain OS=Rattus norvegicus GN=F13a1 PE=2 SV=33 4 -0.147558 -0.522373 0.2065674 0.3360875 0.1873999

sp|P23565|AINX_RAT Alpha-internexin OS=Rattus norvegicus GN=Ina PE=1 SV=222 57 0.115947 -0.123672 0.3437624 0.3381375 0.1878331

sp|Q5EB77|RAB18_RAT Ras-related protein Rab-18 OS=Rattus norvegicus GN=Rab18 PE=2 SV=15 13 0.104546 -0.06312 0.2729062 0.339175 0.1882667

sp|P47853|PGS1_RAT Biglycan OS=Rattus norvegicus GN=Bgn PE=2 SV=113 62 -0.154195 -0.588569 0.2790788 0.33935 0.1886984

sp|P11598|PDIA3_RAT Protein disulfide-isomerase A3 OS=Rattus norvegicus GN=Pdia3 PE=1 SV=225 100 -0.081364 -0.137723 -0.024003 0.3394375 0.1891278

sp|P63245|GBLP_RAT Guanine nucleotide-binding protein subunit beta-2-like 1 OS=Rattus norvegicus GN=Gnb2l1 PE=1 SV=318 72 -0.09231 -0.206047 0.0222555 0.340075 0.1895567

sp|Q9ERE6|MPRIP_RAT Myosin phosphatase Rho-interacting protein OS=Rattus norvegicus GN=Mprip PE=1 SV=17 11 0.1080219 -0.077116 0.2928158 0.341075 0.1899859

sp|Q99N37|RHG17_RAT Rho GTPase-activating protein 17 OS=Rattus norvegicus GN=Arhgap17 PE=1 SV=13 3 0.1548392 -0.272942 0.5876932 0.3421125 0.1904156

sp|Q62950|DPYL1_RAT Dihydropyrimidinase-related protein 1 OS=Rattus norvegicus GN=Crmp1 PE=1 SV=17 15 0.1050764 -0.063669 0.2795148 0.342275 0.1908434

sp|B0BNG0|TTC35_RAT Tetratricopeptide repeat protein 35 OS=Rattus norvegicus GN=Ttc35 PE=2 SV=12 2 0.1555453 -0.394866 0.6851135 0.3425125 0.1912695

sp|P46844|BIEA_RAT Biliverdin reductase A OS=Rattus norvegicus GN=Blvra PE=1 SV=17 10 0.1039126 -0.071564 0.2794689 0.3426625 0.1916935

sp|P06238|A2MG_RAT Alpha-2-macroglobulin OS=Rattus norvegicus GN=A2m PE=2 SV=26 7 -0.159463 -0.639655 0.3278508 0.342725 0.1921154

sp|P26772|CH10_RAT 10 kDa heat shock protein, mitochondrial OS=Rattus norvegicus GN=Hspe1 PE=1 SV=311 48 -0.084517 -0.160847 -0.008908 0.3432125 0.1925363

sp|Q9JHW5|VAMP7_RAT Vesicle-associated membrane protein 7 OS=Rattus norvegicus GN=Vamp7 PE=1 SV=12 4 -0.143402 -0.535317 0.2545969 0.343825 0.1929565

sp|Q66X93|SND1_RAT Staphylococcal nuclease domain-containing protein 1 OS=Rattus norvegicus GN=Snd1 PE=2 SV=121 51 -0.086259 -0.170855 -0.003969 0.34385 0.1933745

sp|P49432|ODPB_RAT Pyruvate dehydrogenase E1 component subunit beta, mitochondrial OS=Rattus norvegicus GN=Pdhb PE=1 SV=212 59 -0.087371 -0.176612 0.0065218 0.3440875 0.1937908

sp|P41565|IDHG1_RAT Isocitrate dehydrogenase [NAD] subunit gamma 1, mitochondrial OS=Rattus norvegicus GN=Idh3g PE=2 SV=211 25 -0.085099 -0.158935 -0.011378 0.3441 0.1942049

sp|P05696|KPCA_RAT Protein kinase C alpha type OS=Rattus norvegicus GN=Prkca PE=1 SV=319 36 0.0889393 -0.008797 0.1853753 0.3445375 0.1946179

sp|P08011|MGST1_RAT Microsomal glutathione S-transferase 1 OS=Rattus norvegicus GN=Mgst1 PE=1 SV=32 2 -0.153456 -0.697286 0.375146 0.3445625 0.1950287

sp|B2GV24|UFL1_RAT E3 UFM1-protein ligase 1 OS=Rattus norvegicus GN=Ufl1 PE=2 SV=14 7 -0.129984 -0.43723 0.1785452 0.3462375 0.1954419

sp|P19527|NFL_RAT Neurofilament light polypeptide OS=Rattus norvegicus GN=Nefl PE=1 SV=321 100 0.1039941 -0.075172 0.2839132 0.3466625 0.1958539

sp|Q3T1I4|PRRC1_RAT Protein PRRC1 OS=Rattus norvegicus GN=Prrc1 PE=2 SV=12 2 0.1840846 -0.495043 0.8597653 0.3476375 0.1962664

sp|Q6AYG3|PRUNE_RAT Protein prune homolog OS=Rattus norvegicus GN=Prune PE=2 SV=16 13 0.1018929 -0.060137 0.2637557 0.3486375 0.1966793

sp|Q5XI55|NGLY1_RAT Peptide-N(4)-(N-acetyl-beta-glucosaminyl)asparagine amidase OS=Rattus norvegicus GN=Ngly1 PE=2 SV=21 3 0.2273386 -0.711746 1.1365777 0.34865 0.19709

sp|P07895|SODM_RAT Superoxide dismutase [Mn], mitochondrial OS=Rattus norvegicus GN=Sod2 PE=1 SV=27 23 -0.087123 -0.180234 0.0087012 0.349 0.1974995

sp|P37377|SYUA_RAT Alpha-synuclein OS=Rattus norvegicus GN=Snca PE=1 SV=16 27 0.1109673 -0.110093 0.3401178 0.3493875 0.1979078

sp|A0MZ67|SHOT1_RAT Shootin-1 OS=Rattus norvegicus PE=1 SV=12 3 -0.152479 -0.709764 0.3900604 0.3508625 0.1983179

sp|B5DF41|SNPH_RAT Syntaphilin OS=Rattus norvegicus GN=Snph PE=2 SV=11 2 -0.377245 -2.454723 1.8715699 0.3509125 0.1987259
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sp|P13635|CERU_RAT Ceruloplasmin OS=Rattus norvegicus GN=Cp PE=2 SV=322 69 0.0973511 -0.050324 0.2482046 0.3509625 0.1991318

sp|Q4V8K2|CTBL1_RAT Beta-catenin-like protein 1 OS=Rattus norvegicus GN=Ctnnbl1 PE=2 SV=13 4 -0.147703 -0.700019 0.4218024 0.35105 0.1995359

sp|O35217|MINP1_RAT Multiple inositol polyphosphate phosphatase 1 OS=Rattus norvegicus GN=Minpp1 PE=1 SV=32 4 0.1288473 -0.18573 0.4467884 0.351475 0.1999389

sp|P62836|RAP1A_RAT Ras-related protein Rap-1A OS=Rattus norvegicus GN=Rap1a PE=1 SV=12 3 -0.133216 -0.477729 0.2169482 0.35165 0.2003402

sp|Q6AXQ5|PDE12_RAT 2',5'-phosphodiesterase 12 OS=Rattus norvegicus GN=Pde12 PE=2 SV=12 4 -0.113994 -0.369744 0.1429983 0.3526375 0.2007421

sp|Q1WIM1|CADM4_RAT Cell adhesion molecule 4 OS=Rattus norvegicus GN=Cadm4 PE=1 SV=111 49 0.0916603 -0.031371 0.2179899 0.3538125 0.2011449

sp|P04177|TY3H_RAT Tyrosine 3-monooxygenase OS=Rattus norvegicus GN=Th PE=1 SV=31 3 -0.128364 -0.482228 0.2019455 0.35385 0.2015457

sp|P35952|LDLR_RAT Low-density lipoprotein receptor OS=Rattus norvegicus GN=Ldlr PE=2 SV=12 6 -0.115815 -0.373914 0.1516883 0.35605 0.2019502

sp|P97576|GRPE1_RAT GrpE protein homolog 1, mitochondrial OS=Rattus norvegicus GN=Grpel1 PE=1 SV=22 7 0.1189872 -0.165998 0.3975397 0.3564625 0.2023536

sp|P07483|FABPH_RAT Fatty acid-binding protein, heart OS=Rattus norvegicus GN=Fabp3 PE=1 SV=21 2 -0.129285 -0.505619 0.2491641 0.3566125 0.2027553

sp|Q6Q0N1|CNDP2_RAT Cytosolic non-specific dipeptidase OS=Rattus norvegicus GN=Cndp2 PE=1 SV=110 26 -0.093729 -0.221542 0.0391254 0.3567375 0.2031553

sp|Q9QXU8|DC1L1_RAT Cytoplasmic dynein 1 light intermediate chain 1 OS=Rattus norvegicus GN=Dync1li1 PE=1 SV=113 33 -0.086308 -0.181971 0.016489 0.357025 0.2035539

sp|Q09073|ADT2_RAT ADP/ATP translocase 2 OS=Rattus norvegicus GN=Slc25a5 PE=1 SV=39 39 -0.082054 -0.1484 -0.016009 0.357175 0.2039508

sp|Q02769|FDFT_RAT Squalene synthase OS=Rattus norvegicus GN=Fdft1 PE=2 SV=14 6 -0.11976 -0.449813 0.1827154 0.357875 0.2043476

sp|P09006|SPA3N_RAT Serine protease inhibitor A3N OS=Rattus norvegicus GN=Serpina3n PE=1 SV=35 13 -0.214545 -1.059462 0.6273361 0.3581 0.2047428

sp|Q9EQT5|TINAL_RAT Tubulointerstitial nephritis antigen-like OS=Rattus norvegicus GN=Tinagl1 PE=2 SV=13 5 -0.15233 -0.769136 0.4631089 0.3584375 0.2051369

sp|P18265|GSK3A_RAT Glycogen synthase kinase-3 alpha OS=Rattus norvegicus GN=Gsk3a PE=1 SV=13 3 -0.138975 -0.56978 0.2761927 0.35885 0.20553

sp|Q6AXX6|CJ058_RAT UPF0765 protein C10orf58 homolog OS=Rattus norvegicus PE=1 SV=18 30 -0.088166 -0.187479 0.0145771 0.35915 0.2059219

sp|Q5PQP1|RBMS1_RAT RNA-binding motif, single-stranded-interacting protein 1 OS=Rattus norvegicus GN=Rbms1 PE=2 SV=11 3 -0.108539 -0.327166 0.1185474 0.3599875 0.2063139

sp|Q9EPX0|HSPB8_RAT Heat shock protein beta-8 OS=Rattus norvegicus GN=Hspb8 PE=1 SV=12 6 0.1233843 -0.179754 0.4321647 0.36005 0.2067041

sp|Q99J82|ILK_RAT Integrin-linked protein kinase OS=Rattus norvegicus GN=Ilk PE=2 SV=110 23 -0.089096 -0.194412 0.0161208 0.360275 0.2070929

sp|Q9JIL8|RAD50_RAT DNA repair protein RAD50 OS=Rattus norvegicus GN=Rad50 PE=1 SV=14 4 0.1009627 -0.14598 0.3309487 0.3621375 0.2074844

sp|Q66H20|PTBP2_RAT Polypyrimidine tract-binding protein 2 OS=Rattus norvegicus GN=Ptbp2 PE=2 SV=12 2 -0.145435 -0.620908 0.3263731 0.362375 0.2078746

sp|Q71UF4|RBBP7_RAT Histone-binding protein RBBP7 OS=Rattus norvegicus GN=Rbbp7 PE=2 SV=14 12 -0.091383 -0.215381 0.0301172 0.362475 0.208263

sp|P21961|CBPA3_RAT Mast cell carboxypeptidase A (Fragment) OS=Rattus norvegicus GN=Cpa3 PE=1 SV=22 4 0.1288459 -0.244351 0.502988 0.3625 0.2086496

sp|Q5FWY5|AIP_RAT AH receptor-interacting protein OS=Rattus norvegicus GN=Aip PE=1 SV=16 14 0.0912066 -0.032946 0.2115579 0.3635625 0.2090369

sp|Q505J6|GHC2_RAT Mitochondrial glutamate carrier 2 OS=Rattus norvegicus GN=Slc25a18 PE=2 SV=23 9 0.0930802 -0.050803 0.2329926 0.3640625 0.2094235

sp|Q62813|LSAMP_RAT Limbic system-associated membrane protein OS=Rattus norvegicus GN=Lsamp PE=1 SV=11 2 -0.116963 -0.396856 0.1621026 0.3646125 0.2098095

sp|P02454|CO1A1_RAT Collagen alpha-1(I) chain OS=Rattus norvegicus GN=Col1a1 PE=1 SV=512 74 -0.18022 -0.853402 0.4903997 0.365275 0.2101953

sp|Q63190|EMD_RAT Emerin OS=Rattus norvegicus GN=Emd PE=2 SV=11 2 -0.136701 -0.529087 0.2555728 0.366175 0.2105814

sp|P18395|CSDE1_RAT Cold shock domain-containing protein E1 OS=Rattus norvegicus GN=Csde1 PE=2 SV=113 29 -0.085575 -0.176007 0.0036169 0.366625 0.2109667

sp|Q9WUL0|TOP1_RAT DNA topoisomerase 1 OS=Rattus norvegicus GN=Top1 PE=2 SV=12 4 0.1233687 -0.179756 0.4367047 0.3667625 0.2113504

sp|P80385|AAKG1_RAT 5'-AMP-activated protein kinase subunit gamma-1 OS=Rattus norvegicus GN=Prkag1 PE=1 SV=32 3 -0.134884 -0.52605 0.2403349 0.36755 0.2117342

sp|Q6P7R8|DHB12_RAT Estradiol 17-beta-dehydrogenase 12 OS=Rattus norvegicus GN=Hsd17b12 PE=2 SV=18 21 -0.094063 -0.2463 0.0552822 0.3679375 0.212117

sp|Q62714|DEF4_RAT Neutrophil antibiotic peptide NP-4 OS=Rattus norvegicus GN=Np4 PE=1 SV=12 2 0.1415629 -0.429344 0.6709955 0.36885 0.2125002

sp|O35821|MBB1A_RAT Myb-binding protein 1A OS=Rattus norvegicus GN=Mybbp1a PE=2 SV=26 10 -0.131387 -0.538384 0.2919243 0.3698 0.2128839

sp|Q6QLM7|KIF5A_RAT Kinesin heavy chain isoform 5A OS=Rattus norvegicus GN=Kif5a PE=1 SV=17 17 0.0908469 -0.043791 0.2264237 0.3706625 0.2132678

sp|O08618|KPRB_RAT Phosphoribosyl pyrophosphate synthase-associated protein 2 OS=Rattus norvegicus GN=Prpsap2 PE=2 SV=14 8 0.1377911 -0.286237 0.5479361 0.3706625 0.2136498

sp|Q08469|S6A15_RAT Orphan sodium- and chloride-dependent neurotransmitter transporter NTT73 OS=Rattus norvegicus GN=Slc6a15 PE=2 SV=12 2 -0.150594 -0.70029 0.4017149 0.370875 0.2140305

sp|P17078|RL35_RAT 60S ribosomal protein L35 OS=Rattus norvegicus GN=Rpl35 PE=1 SV=38 28 -0.086611 -0.185692 0.013263 0.3731 0.2144147

sp|P19332|TAU_RAT Microtubule-associated protein tau OS=Rattus norvegicus GN=Mapt PE=1 SV=316 50 0.0843422 -0.01445 0.1799263 0.374275 0.2147999

sp|P40190|IL6RB_RAT Interleukin-6 receptor subunit beta OS=Rattus norvegicus GN=Il6st PE=2 SV=11 2 -0.132643 -0.645693 0.3623016 0.374925 0.2151849

sp|Q53UA7|TAOK3_RAT Serine/threonine-protein kinase TAO3 OS=Rattus norvegicus GN=Taok3 PE=2 SV=11 2 -0.105936 -0.392106 0.1925769 0.3749875 0.2155681

sp|Q9JHB5|TSNAX_RAT Translin-associated protein X OS=Rattus norvegicus GN=Tsnax PE=1 SV=12 2 0.1580039 -0.463824 0.7709761 0.3750625 0.2159496

sp|P29066|ARRB1_RAT Beta-arrestin-1 OS=Rattus norvegicus GN=Arrb1 PE=1 SV=13 4 -0.112919 -0.386673 0.1633466 0.37575 0.216331

sp|Q07803|EFGM_RAT Elongation factor G, mitochondrial OS=Rattus norvegicus GN=Gfm1 PE=1 SV=24 6 -0.099083 -0.329412 0.1657559 0.3759125 0.216711

sp|Q78P75|DYL2_RAT Dynein light chain 2, cytoplasmic OS=Rattus norvegicus GN=Dynll2 PE=1 SV=11 9 -0.102851 -0.311398 0.0976192 0.3764 0.2170903
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sp|Q9ES40|PRAF3_RAT PRA1 family protein 3 OS=Rattus norvegicus GN=Arl6ip5 PE=1 SV=14 12 0.0928412 -0.058767 0.239513 0.37655 0.2174682

sp|P24268|CATD_RAT Cathepsin D OS=Rattus norvegicus GN=Ctsd PE=1 SV=118 89 0.0835741 -0.00669 0.1753965 0.3782375 0.2178482

sp|P05371|CLUS_RAT Clusterin OS=Rattus norvegicus GN=Clu PE=1 SV=26 19 0.093068 -0.050217 0.2369509 0.378575 0.2182273

sp|Q5RK30|SBDS_RAT Ribosome maturation protein SBDS OS=Rattus norvegicus GN=Sbds PE=2 SV=13 5 0.1021338 -0.118393 0.3248268 0.379175 0.218606

sp|Q5XI68|NC2B_RAT Protein Dr1 OS=Rattus norvegicus GN=Dr1 PE=2 SV=11 2 0.1234318 -0.225078 0.4746061 0.379675 0.2189841

sp|Q5XIE6|HIBCH_RAT 3-hydroxyisobutyryl-CoA hydrolase, mitochondrial OS=Rattus norvegicus GN=Hibch PE=1 SV=25 8 0.1004432 -0.125474 0.3228157 0.3802875 0.2193619

sp|P13941|CO3A1_RAT Collagen alpha-1(III) chain OS=Rattus norvegicus GN=Col3a1 PE=2 SV=37 16 -0.098707 -0.313819 0.1341244 0.380775 0.219739

sp|P60892|PRPS1_RAT Ribose-phosphate pyrophosphokinase 1 OS=Rattus norvegicus GN=Prps1 PE=1 SV=22 2 -0.108181 -0.395172 0.1788239 0.3815875 0.2201163

sp|P62243|RS8_RAT 40S ribosomal protein S8 OS=Rattus norvegicus GN=Rps8 PE=1 SV=212 42 -0.082235 -0.165828 0.0051745 0.381725 0.2204921

sp|Q6AY19|ADCK4_RAT Uncharacterized aarF domain-containing protein kinase 4 OS=Rattus norvegicus GN=Adck4 PE=2 SV=12 2 0.1544432 -0.681922 0.9644731 0.3822375 0.2208674

sp|P47196|AKT1_RAT RAC-alpha serine/threonine-protein kinase OS=Rattus norvegicus GN=Akt1 PE=1 SV=13 5 0.1002448 -0.110704 0.3107044 0.3822875 0.221241

sp|Q9ES67|ARHGB_RAT Rho guanine nucleotide exchange factor 11 OS=Rattus norvegicus GN=Arhgef11 PE=1 SV=12 3 -0.141293 -0.698125 0.4288045 0.3827125 0.2216139

sp|P63326|RS10_RAT 40S ribosomal protein S10 OS=Rattus norvegicus GN=Rps10 PE=2 SV=18 27 -0.088852 -0.220858 0.0421088 0.3838875 0.2219878

sp|Q9R080|GPSM1_RAT G-protein-signaling modulator 1 OS=Rattus norvegicus GN=Gpsm1 PE=1 SV=22 6 0.1919549 -0.787564 1.1650997 0.3839375 0.2223601

sp|B2GV06|SCOT1_RAT Succinyl-CoA:3-ketoacid-coenzyme A transferase 1, mitochondrial OS=Rattus norvegicus GN=Oxct1 PE=1 SV=112 28 0.0833132 -0.012032 0.17531 0.3843875 0.2227318

sp|Q641Z8|PEF1_RAT Peflin OS=Rattus norvegicus GN=Pef1 PE=2 SV=13 4 -0.135767 -0.668426 0.3987774 0.385425 0.2231041

sp|P55260|ANXA4_RAT Annexin A4 OS=Rattus norvegicus GN=Anxa4 PE=1 SV=314 38 0.0847451 -0.024607 0.195464 0.3859125 0.2234758

sp|Q9QZR6|SEPT9_RAT Septin-9 OS=Rattus norvegicus GN=Sept9 PE=1 SV=19 25 -0.082808 -0.171907 0.0053415 0.3875125 0.2238494

sp|P23562|B3AT_RAT Band 3 anion transport protein OS=Rattus norvegicus GN=Slc4a1 PE=2 SV=39 14 0.1564101 -0.50328 0.7933373 0.388875 0.2242245

sp|P10499|KCNA1_RAT Potassium voltage-gated channel subfamily A member 1 OS=Rattus norvegicus GN=Kcna1 PE=1 SV=12 4 0.1071528 -0.184243 0.4048071 0.38945 0.2245991

sp|Q63151|ACSL3_RAT Long-chain-fatty-acid--CoA ligase 3 OS=Rattus norvegicus GN=Acsl3 PE=1 SV=12 4 -0.106091 -0.385811 0.1810351 0.3897125 0.2249727

sp|P80299|HYES_RAT Epoxide hydrolase 2 OS=Rattus norvegicus GN=Ephx2 PE=1 SV=11 2 0.2392054 -1.445317 1.9709658 0.390125 0.2253455

sp|O88382|MAGI2_RAT Membrane-associated guanylate kinase, WW and PDZ domain-containing protein 2 OS=Rattus norvegicus GN=Magi2 PE=1 SV=12 2 0.1225804 -0.330807 0.5802251 0.390375 0.2257172

sp|P35435|ATPG_RAT ATP synthase subunit gamma, mitochondrial OS=Rattus norvegicus GN=Atp5c1 PE=1 SV=215 40 -0.078997 -0.138812 -0.015361 0.3904875 0.2260875

sp|P81128|GRLF1_RAT Glucocorticoid receptor DNA-binding factor 1 OS=Rattus norvegicus GN=Grlf1 PE=1 SV=24 4 -0.121068 -0.495552 0.2543167 0.390575 0.2264563

sp|P0C219|SLMAP_RAT Sarcolemmal membrane-associated protein OS=Rattus norvegicus GN=Slmap PE=3 SV=12 5 0.1013236 -0.180772 0.3715853 0.3929125 0.2268287

sp|Q5U2R0|MAT2B_RAT Methionine adenosyltransferase 2 subunit beta OS=Rattus norvegicus GN=Mat2b PE=2 SV=12 2 0.1375083 -0.320513 0.668671 0.3934125 0.2272005

sp|P23593|APOD_RAT Apolipoprotein D OS=Rattus norvegicus GN=Apod PE=1 SV=12 11 -0.114505 -0.472899 0.2536893 0.3935125 0.2275709

sp|Q7TQ16|QCR8_RAT Cytochrome b-c1 complex subunit 8 OS=Rattus norvegicus GN=Uqcrq PE=2 SV=13 8 -0.100678 -0.338473 0.139172 0.393625 0.2279399

sp|Q91ZN1|COR1A_RAT Coronin-1A OS=Rattus norvegicus GN=Coro1a PE=1 SV=34 5 -0.108917 -0.412811 0.1922283 0.395375 0.2283112

sp|O08815|SLK_RAT STE20-like serine/threonine-protein kinase OS=Rattus norvegicus GN=Slk PE=1 SV=16 9 -0.088087 -0.245004 0.0692028 0.3955125 0.2286811

sp|P21531|RL3_RAT 60S ribosomal protein L3 OS=Rattus norvegicus GN=Rpl3 PE=1 SV=317 100 -0.08379 -0.195301 0.0264766 0.39585 0.2290501

sp|P08289|PPBT_RAT Alkaline phosphatase, tissue-nonspecific isozyme OS=Rattus norvegicus GN=Alpl PE=1 SV=211 14 -0.093581 -0.281058 0.1018917 0.3959625 0.2294178

sp|Q5U2Y1|GTF2I_RAT General transcription factor II-I OS=Rattus norvegicus GN=Gtf2i PE=2 SV=24 5 -0.124019 -0.577404 0.3243663 0.3969 0.2297859

sp|Q8R1R5|C99L2_RAT CD99 antigen-like protein 2 OS=Rattus norvegicus GN=Cd99l2 PE=2 SV=11 4 0.1408891 -0.560719 0.8602673 0.3970625 0.2301527

sp|O35274|NEB2_RAT Neurabin-2 OS=Rattus norvegicus GN=Ppp1r9b PE=1 SV=12 5 0.0861643 -0.058902 0.2305179 0.3971375 0.2305181

sp|P35465|PAK1_RAT Serine/threonine-protein kinase PAK 1 OS=Rattus norvegicus GN=Pak1 PE=1 SV=33 9 0.0960451 -0.099466 0.2928686 0.3974 0.2308825

sp|Q6U6G5|ZC3HF_RAT Zinc finger CCCH domain-containing protein 15 OS=Rattus norvegicus GN=Zc3h15 PE=2 SV=14 6 -0.126057 -0.588111 0.3397486 0.3985 0.2312476

sp|P83868|TEBP_RAT Prostaglandin E synthase 3 OS=Rattus norvegicus GN=Ptges3 PE=1 SV=26 17 -0.08375 -0.197804 0.0329002 0.3986375 0.2316115

sp|B3GNI6|SEP11_RAT Septin-11 OS=Rattus norvegicus GN=Sept11 PE=1 SV=17 18 -0.085833 -0.202789 0.0318509 0.3987375 0.2319741

sp|Q63100|DC1I1_RAT Cytoplasmic dynein 1 intermediate chain 1 OS=Rattus norvegicus GN=Dync1i1 PE=1 SV=14 6 -0.099955 -0.359628 0.1552024 0.3992875 0.2323362

sp|P06214|HEM2_RAT Delta-aminolevulinic acid dehydratase OS=Rattus norvegicus GN=Alad PE=1 SV=13 7 0.1054085 -0.181914 0.4008803 0.3996125 0.2326975

sp|P00564|KCRM_RAT Creatine kinase M-type OS=Rattus norvegicus GN=Ckm PE=1 SV=27 14 0.1932267 -0.836228 1.2021329 0.399625 0.2330572

sp|Q62871|DC1I2_RAT Cytoplasmic dynein 1 intermediate chain 2 OS=Rattus norvegicus GN=Dync1i2 PE=1 SV=19 14 -0.084874 -0.205682 0.0425061 0.4001375 0.2334166

sp|D3ZZL9|GCC2_RAT GRIP and coiled-coil domain-containing protein 2 OS=Rattus norvegicus GN=Gcc2 PE=1 SV=13 3 -0.107216 -0.419177 0.1860476 0.4015625 0.2337774

sp|O88664|TAOK1_RAT Serine/threonine-protein kinase TAO1 OS=Rattus norvegicus GN=Taok1 PE=1 SV=11 5 -0.10303 -0.368013 0.1669838 0.401875 0.2341373

sp|Q64611|CSAD_RAT Cysteine sulfinic acid decarboxylase OS=Rattus norvegicus GN=Csad PE=1 SV=13 8 0.1022832 -0.167098 0.3662518 0.40195 0.2344959
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sp|O08590|AOC3_RAT Membrane primary amine oxidase OS=Rattus norvegicus GN=Aoc3 PE=1 SV=410 21 -0.090289 -0.269296 0.0990364 0.402275 0.2348537

sp|O88794|PNPO_RAT Pyridoxine-5'-phosphate oxidase OS=Rattus norvegicus GN=Pnpo PE=1 SV=13 3 0.1055612 -0.187902 0.4006938 0.4023375 0.23521

sp|Q568Z6|IST1_RAT IST1 homolog OS=Rattus norvegicus GN=Ist1 PE=2 SV=12 2 -0.125255 -0.602527 0.349475 0.402725 0.2355657

sp|Q6AYS7|ACY1A_RAT Aminoacylase-1A OS=Rattus norvegicus GN=Acy1a PE=1 SV=112 39 -0.090811 -0.271784 0.0929637 0.402775 0.2359199

sp|Q63617|HYOU1_RAT Hypoxia up-regulated protein 1 OS=Rattus norvegicus GN=Hyou1 PE=1 SV=128 84 -0.080818 -0.169506 0.007084 0.40295 0.236273

sp|O08629|TIF1B_RAT Transcription intermediary factor 1-beta OS=Rattus norvegicus GN=Trim28 PE=1 SV=25 7 0.0953911 -0.121621 0.3039503 0.4033625 0.2366256

sp|Q8K581|TXND9_RAT Thioredoxin domain-containing protein 9 OS=Rattus norvegicus GN=Txndc9 PE=2 SV=21 2 -0.131353 -0.644068 0.361532 0.4034875 0.2369768

sp|Q62717|CAPS1_RAT Calcium-dependent secretion activator 1 OS=Rattus norvegicus GN=Cadps PE=1 SV=111 17 -0.083602 -0.206125 0.0431055 0.4037 0.2373271

sp|Q8R511|FNBP1_RAT Formin-binding protein 1 OS=Rattus norvegicus GN=Fnbp1 PE=1 SV=23 6 -0.110679 -0.466408 0.2505091 0.4061 0.2376809

sp|Q4V8C2|ZW10_RAT Centromere/kinetochore protein zw10 homolog OS=Rattus norvegicus GN=Zw10 PE=2 SV=31 2 0.0961687 -0.16224 0.353143 0.4061625 0.2380334

sp|Q9JJ19|NHRF1_RAT Na(+)/H(+) exchange regulatory cofactor NHE-RF1 OS=Rattus norvegicus GN=Slc9a3r1 PE=1 SV=311 29 -0.081256 -0.185892 0.019033 0.406375 0.2383848

sp|Q9EQV6|TPP1_RAT Tripeptidyl-peptidase 1 OS=Rattus norvegicus GN=Tpp1 PE=1 SV=11 6 -0.095428 -0.314469 0.1155749 0.4064125 0.2387349

sp|P06761|GRP78_RAT 78 kDa glucose-regulated protein OS=Rattus norvegicus GN=Hspa5 PE=1 SV=126 100 -0.078559 -0.153814 -0.006948 0.4065125 0.2390837

sp|Q498R3|DJC10_RAT DnaJ homolog subfamily C member 10 OS=Rattus norvegicus GN=Dnajc10 PE=2 SV=25 10 -0.096307 -0.349179 0.1615045 0.406775 0.2394316

sp|P14659|HSP72_RAT Heat shock-related 70 kDa protein 2 OS=Rattus norvegicus GN=Hspa2 PE=2 SV=219 59 -0.092693 -0.299296 0.1205463 0.4077375 0.2397801

sp|P19643|AOFB_RAT Amine oxidase [flavin-containing] B OS=Rattus norvegicus GN=Maob PE=1 SV=317 41 0.0828032 -0.022432 0.1917316 0.4078875 0.2401274

sp|Q5RJY4|DRS7B_RAT Dehydrogenase/reductase SDR family member 7B OS=Rattus norvegicus GN=Dhrs7b PE=1 SV=12 2 -0.112292 -0.498733 0.2647665 0.4079375 0.2404734

sp|P16975|SPRC_RAT SPARC OS=Rattus norvegicus GN=Sparc PE=1 SV=47 16 -0.092122 -0.288011 0.1005835 0.4081125 0.2408183

sp|B1H267|SNX5_RAT Sorting nexin-5 OS=Rattus norvegicus GN=Snx5 PE=1 SV=16 10 -0.09095 -0.265935 0.0898737 0.4083125 0.2411623

sp|P23514|COPB_RAT Coatomer subunit beta OS=Rattus norvegicus GN=Copb1 PE=1 SV=113 31 -0.081426 -0.187295 0.0249579 0.4089125 0.241506

sp|Q5XIC0|PECI_RAT Peroxisomal 3,2-trans-enoyl-CoA isomerase OS=Rattus norvegicus GN=Peci PE=1 SV=14 11 0.0851798 -0.047152 0.2177107 0.4092375 0.241849

sp|P62856|RS26_RAT 40S ribosomal protein S26 OS=Rattus norvegicus GN=Rps26 PE=3 SV=32 6 -0.083435 -0.213987 0.0563076 0.4101875 0.2421926

sp|O70513|LG3BP_RAT Galectin-3-binding protein OS=Rattus norvegicus GN=Lgals3bp PE=1 SV=22 2 0.1593784 -0.76417 1.1162642 0.4104625 0.2425353

sp|P97874|GAK_RAT Cyclin-G-associated kinase OS=Rattus norvegicus GN=Gak PE=2 SV=13 3 -0.114291 -0.539117 0.315665 0.4117 0.2428791

sp|P62271|RS18_RAT 40S ribosomal protein S18 OS=Rattus norvegicus GN=Rps18 PE=1 SV=39 53 -0.080874 -0.186407 0.0235048 0.4122875 0.2432227

sp|Q5XIP9|TMM43_RAT Transmembrane protein 43 OS=Rattus norvegicus GN=Tmem43 PE=2 SV=12 3 -0.139315 -0.935562 0.7096753 0.4124125 0.2435652

sp|O89046|COR1B_RAT Coronin-1B OS=Rattus norvegicus GN=Coro1b PE=1 SV=13 4 0.0966889 -0.10615 0.310669 0.4125125 0.2439065

sp|Q5XI22|THIC_RAT Acetyl-CoA acetyltransferase, cytosolic OS=Rattus norvegicus GN=Acat2 PE=1 SV=111 32 -0.080375 -0.177252 0.0143816 0.412525 0.2442465

sp|Q6P7A2|UBE4A_RAT Ubiquitin conjugation factor E4 A OS=Rattus norvegicus GN=Ube4a PE=2 SV=17 9 0.0890887 -0.092017 0.2738754 0.41295 0.2445859

sp|P62832|RL23_RAT 60S ribosomal protein L23 OS=Rattus norvegicus GN=Rpl23 PE=2 SV=112 57 -0.082286 -0.198752 0.0386137 0.4132875 0.2449247

sp|O08678|MARK1_RAT Serine/threonine-protein kinase MARK1 OS=Rattus norvegicus GN=Mark1 PE=1 SV=12 3 -0.117216 -0.651112 0.4048344 0.413525 0.2452626

sp|Q5XIE1|CH055_RAT UPF0670 protein C8orf55 homolog OS=Rattus norvegicus PE=2 SV=18 20 -0.080167 -0.178246 0.0197945 0.4139375 0.2455999

sp|O55096|DPP3_RAT Dipeptidyl peptidase 3 OS=Rattus norvegicus GN=Dpp3 PE=1 SV=210 17 -0.081822 -0.185095 0.0288476 0.414775 0.2459376

sp|P18614|ITA1_RAT Integrin alpha-1 OS=Rattus norvegicus GN=Itga1 PE=1 SV=12 2 0.0982028 -0.316504 0.493512 0.4164625 0.2462773

sp|P60123|RUVB1_RAT RuvB-like 1 OS=Rattus norvegicus GN=Ruvbl1 PE=1 SV=16 10 -0.088765 -0.269674 0.0899699 0.416925 0.2466166

sp|A2RUV9|AEBP1_RAT Adipocyte enhancer-binding protein 1 OS=Rattus norvegicus GN=Aebp1 PE=2 SV=12 3 0.1014615 -0.235269 0.4333978 0.41705 0.2469547

sp|P27768|TNNI2_RAT Troponin I, fast skeletal muscle OS=Rattus norvegicus GN=Tnni2 PE=2 SV=23 8 0.2282632 -1.338898 1.8631675 0.4184875 0.2472944

sp|P20611|PPAL_RAT Lysosomal acid phosphatase OS=Rattus norvegicus GN=Acp2 PE=1 SV=11 2 -0.118027 -0.671614 0.454557 0.4187 0.2476331

sp|Q3KRD5|TOM34_RAT Mitochondrial import receptor subunit TOM34 OS=Rattus norvegicus GN=Tomm34 PE=2 SV=15 9 0.091124 -0.086481 0.2808586 0.418975 0.2479711

sp|O08557|DDAH1_RAT N(G),N(G)-dimethylarginine dimethylaminohydrolase 1 OS=Rattus norvegicus GN=Ddah1 PE=1 SV=317 66 0.0981446 -0.195287 0.3983941 0.4198375 0.2483094

sp|Q5GFD9|IMPCT_RAT Protein IMPACT OS=Rattus norvegicus GN=Impact PE=2 SV=13 3 0.1084029 -0.29668 0.5043741 0.4199 0.2486465

sp|P62425|RL7A_RAT 60S ribosomal protein L7a OS=Rattus norvegicus GN=Rpl7a PE=1 SV=214 57 -0.079027 -0.171218 0.0076423 0.4202375 0.248983

sp|Q63184|E2AK2_RAT Interferon-induced, double-stranded RNA-activated protein kinase OS=Rattus norvegicus GN=Eif2ak2 PE=1 SV=12 2 -0.118926 -0.675038 0.4357915 0.4212 0.24932

sp|Q63663|GBP2_RAT Interferon-induced guanylate-binding protein 2 OS=Rattus norvegicus GN=Gbp2 PE=1 SV=23 3 -0.137698 -0.87727 0.6369003 0.422725 0.2496587

sp|P62275|RS29_RAT 40S ribosomal protein S29 OS=Rattus norvegicus GN=Rps29 PE=1 SV=24 15 -0.086334 -0.306087 0.1459967 0.4228375 0.2499962

sp|P23358|RL12_RAT 60S ribosomal protein L12 OS=Rattus norvegicus GN=Rpl12 PE=2 SV=19 35 -0.080491 -0.191891 0.0296614 0.424025 0.2503348

sp|P11030|ACBP_RAT Acyl-CoA-binding protein OS=Rattus norvegicus GN=Dbi PE=1 SV=38 59 -0.083902 -0.237994 0.0686022 0.4243375 0.2506727
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sp|Q8R5M4|OPTN_RAT Optineurin OS=Rattus norvegicus GN=Optn PE=2 SV=33 4 0.0849431 -0.21661 0.3537386 0.4247875 0.2510101

sp|P02091|HBB1_RAT Hemoglobin subunit beta-1 OS=Rattus norvegicus GN=Hbb PE=1 SV=34 55 0.1194651 -0.448887 0.6896238 0.424825 0.2513463

sp|Q8VHK2|CSKI1_RAT Caskin-1 OS=Rattus norvegicus GN=Caskin1 PE=1 SV=15 7 -0.089126 -0.317366 0.1384436 0.425225 0.251682

sp|P04937|FINC_RAT Fibronectin OS=Rattus norvegicus GN=Fn1 PE=1 SV=215 39 -0.09705 -0.411034 0.216141 0.42535 0.2520166

sp|P62250|RS16_RAT 40S ribosomal protein S16 OS=Rattus norvegicus GN=Rps16 PE=1 SV=211 44 -0.077305 -0.161244 0.0108183 0.426425 0.252352

sp|O35964|SH3G1_RAT Endophilin-A2 OS=Rattus norvegicus GN=Sh3gl1 PE=1 SV=12 4 0.1044468 -0.266046 0.4808768 0.4264625 0.2526862

sp|Q64194|LICH_RAT Lysosomal acid lipase/cholesteryl ester hydrolase OS=Rattus norvegicus GN=Lipa PE=2 SV=12 2 0.1223913 -0.430627 0.6804176 0.4269 0.2530199

sp|Q62902|LMAN1_RAT Protein ERGIC-53 OS=Rattus norvegicus GN=Lman1 PE=1 SV=16 10 -0.083877 -0.244455 0.0821158 0.4274 0.2533534

sp|B0BNE5|ESTD_RAT S-formylglutathione hydrolase OS=Rattus norvegicus GN=Esd PE=1 SV=13 16 -0.081982 -0.217439 0.0493244 0.42745 0.2536856

sp|Q5XIK2|TMX2_RAT Thioredoxin-related transmembrane protein 2 OS=Rattus norvegicus GN=Tmx2 PE=2 SV=15 11 -0.082128 -0.216097 0.0486677 0.4277125 0.2540171

sp|P13596|NCAM1_RAT Neural cell adhesion molecule 1 OS=Rattus norvegicus GN=Ncam1 PE=1 SV=114 50 -0.077897 -0.164143 0.0072421 0.4280375 0.2543479

sp|P17136|RSMB_RAT Small nuclear ribonucleoprotein-associated protein B (Fragment) OS=Rattus norvegicus GN=Snrpb PE=2 SV=11 2 -0.132931 -1.103279 0.8092716 0.428675 0.2546787

sp|Q80W92|VAC14_RAT Protein VAC14 homolog OS=Rattus norvegicus GN=Vac14 PE=1 SV=11 2 -0.122564 -0.880012 0.6074485 0.4291625 0.2550092

sp|P26644|APOH_RAT Beta-2-glycoprotein 1 OS=Rattus norvegicus GN=Apoh PE=2 SV=27 19 -0.085978 -0.284687 0.1110413 0.4293875 0.2553388

sp|P02680|FIBG_RAT Fibrinogen gamma chain OS=Rattus norvegicus GN=Fgg PE=1 SV=34 7 -0.133679 -1.055739 0.792704 0.4299625 0.2556683

sp|P63025|VAMP3_RAT Vesicle-associated membrane protein 3 OS=Rattus norvegicus GN=Vamp3 PE=2 SV=12 5 0.0943404 -0.17816 0.3576514 0.4308625 0.2559982

sp|P08503|ACADM_RAT Medium-chain specific acyl-CoA dehydrogenase, mitochondrial OS=Rattus norvegicus GN=Acadm PE=1 SV=18 11 0.0848367 -0.098246 0.270065 0.431325 0.2563278

sp|P15429|ENOB_RAT Beta-enolase OS=Rattus norvegicus GN=Eno3 PE=1 SV=33 8 0.1581899 -0.937705 1.2280454 0.43145 0.2566564

sp|P54287|CACB3_RAT Voltage-dependent L-type calcium channel subunit beta-3 OS=Rattus norvegicus GN=Cacnb3 PE=1 SV=12 3 0.1200835 -0.689045 0.8791953 0.43145 0.2569837

sp|P52631|STAT3_RAT Signal transducer and activator of transcription 3 OS=Rattus norvegicus GN=Stat3 PE=1 SV=16 13 0.0827156 -0.065897 0.2366741 0.432025 0.2573109

sp|Q7TP36|SHRM2_RAT Protein Shroom2 OS=Rattus norvegicus GN=Shroom2 PE=2 SV=15 5 -0.087594 -0.287788 0.1097481 0.432025 0.2576368

sp|Q6AXQ0|SAE1_RAT SUMO-activating enzyme subunit 1 OS=Rattus norvegicus GN=Sae1 PE=2 SV=14 10 0.0943426 -0.177932 0.3636901 0.432125 0.2579618

sp|P62193|PRS4_RAT 26S protease regulatory subunit 4 OS=Rattus norvegicus GN=Psmc1 PE=2 SV=110 28 -0.077656 -0.170642 0.0148238 0.4328125 0.2582868

sp|P17046|LAMP2_RAT Lysosome-associated membrane glycoprotein 2 OS=Rattus norvegicus GN=Lamp2 PE=1 SV=22 3 0.1140846 -0.418724 0.6782407 0.4329875 0.2586109

sp|Q6B345|S10AB_RAT Protein S100-A11 OS=Rattus norvegicus GN=S100a11 PE=2 SV=14 10 -0.081358 -0.225591 0.0581775 0.4348125 0.2589372

sp|P15178|SYDC_RAT Aspartyl-tRNA synthetase, cytoplasmic OS=Rattus norvegicus GN=Dars PE=2 SV=118 57 -0.081191 -0.222457 0.0597596 0.4353125 0.2592632

sp|P16086|SPTA2_RAT Spectrin alpha chain, brain OS=Rattus norvegicus GN=Sptan1 PE=1 SV=243 100 0.078096 -0.026663 0.182262 0.4365375 0.2595903

sp|Q8CG45|ARK72_RAT Aflatoxin B1 aldehyde reductase member 2 OS=Rattus norvegicus GN=Akr7a2 PE=1 SV=25 16 -0.082985 -0.235828 0.0650919 0.436675 0.2599164

sp|Q9Z0U4|GABR1_RAT Gamma-aminobutyric acid type B receptor subunit 1 OS=Rattus norvegicus GN=Gabbr1 PE=1 SV=12 2 0.1136495 -0.48917 0.7259673 0.437175 0.2602422

sp|P0C1X8|AAK1_RAT AP2-associated protein kinase 1 OS=Rattus norvegicus GN=Aak1 PE=1 SV=16 8 0.095929 -0.176085 0.3905535 0.4372125 0.2605669

sp|Q5PQM2|KLC4_RAT Kinesin light chain 4 OS=Rattus norvegicus GN=Klc4 PE=2 SV=12 3 0.1086798 -0.48782 0.7150902 0.437725 0.2608914

sp|Q4KM74|SC22B_RAT Vesicle-trafficking protein SEC22b OS=Rattus norvegicus GN=Sec22b PE=1 SV=38 19 -0.078113 -0.177771 0.0220504 0.4388 0.2612167

sp|P17988|ST1A1_RAT Sulfotransferase 1A1 OS=Rattus norvegicus GN=Sult1a1 PE=1 SV=13 7 0.0955287 -0.249037 0.4399655 0.438825 0.2615408

sp|P45479|PPT1_RAT Palmitoyl-protein thioesterase 1 OS=Rattus norvegicus GN=Ppt1 PE=1 SV=15 19 0.0801858 -0.059051 0.21841 0.4388625 0.2618638

sp|Q8R500|MFN2_RAT Mitofusin-2 OS=Rattus norvegicus GN=Mfn2 PE=1 SV=14 4 0.0954923 -0.250723 0.4400451 0.439325 0.2621864

sp|P63331|PP2AA_RAT Serine/threonine-protein phosphatase 2A catalytic subunit alpha isoform OS=Rattus norvegicus GN=Ppp2ca PE=1 SV=11 2 0.0902599 -0.255519 0.4306997 0.4407125 0.2625104

sp|P19468|GSH1_RAT Glutamate--cysteine ligase catalytic subunit OS=Rattus norvegicus GN=Gclc PE=1 SV=21 5 0.0876702 -0.166845 0.3425251 0.441625 0.2628349

sp|P10252|CD48_RAT CD48 antigen OS=Rattus norvegicus GN=Cd48 PE=1 SV=15 20 0.0814484 -0.07956 0.2441103 0.442275 0.2631594

sp|O88350|RBBP9_RAT Putative hydrolase RBBP9 OS=Rattus norvegicus GN=Rbbp9 PE=1 SV=21 2 0.1066798 -0.364804 0.5823873 0.4422875 0.2634827

sp|Q5XI78|ODO1_RAT 2-oxoglutarate dehydrogenase, mitochondrial OS=Rattus norvegicus GN=Ogdh PE=1 SV=124 69 -0.074861 -0.148566 0.0002128 0.44325 0.2638066

sp|Q63754|SYUB_RAT Beta-synuclein OS=Rattus norvegicus GN=Sncb PE=1 SV=12 7 -0.08145 -0.26104 0.0905183 0.44395 0.2641306

sp|Q5U316|RAB35_RAT Ras-related protein Rab-35 OS=Rattus norvegicus GN=Rab35 PE=2 SV=12 5 0.0851895 -0.179465 0.3369233 0.4440625 0.2644537

sp|Q6MG55|ABHGA_RAT Abhydrolase domain-containing protein 16A OS=Rattus norvegicus GN=Abhd16a PE=2 SV=16 18 0.0814378 -0.087755 0.2470522 0.44445 0.2647762

sp|Q9JLA3|UGGG1_RAT UDP-glucose:glycoprotein glucosyltransferase 1 OS=Rattus norvegicus GN=Uggt1 PE=1 SV=220 34 -0.08014 -0.204999 0.0424582 0.44455 0.2650978

sp|P00787|CATB_RAT Cathepsin B OS=Rattus norvegicus GN=Ctsb PE=1 SV=29 45 0.0762038 -0.031 0.1819897 0.44585 0.2654206

sp|B0BNA7|EIF3I_RAT Eukaryotic translation initiation factor 3 subunit I OS=Rattus norvegicus GN=Eif3i PE=2 SV=13 3 -0.085581 -0.358747 0.2061294 0.4466125 0.2657436

sp|P40615|DKC1_RAT H/ACA ribonucleoprotein complex subunit 4 OS=Rattus norvegicus GN=Dkc1 PE=1 SV=42 3 -0.092637 -0.492654 0.3200217 0.446775 0.2660657
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sp|O55043|ARHG7_RAT Rho guanine nucleotide exchange factor 7 OS=Rattus norvegicus GN=Arhgef7 PE=1 SV=11 3 -0.089379 -0.396512 0.2212009 0.4468125 0.2663867

sp|Q64232|TECR_RAT Trans-2,3-enoyl-CoA reductase OS=Rattus norvegicus GN=Tecr PE=2 SV=18 22 -0.077872 -0.196828 0.0465203 0.4478 0.2667084

sp|Q63468|KPRA_RAT Phosphoribosyl pyrophosphate synthase-associated protein 1 OS=Rattus norvegicus GN=Prpsap1 PE=1 SV=12 2 0.1032356 -0.477826 0.7307241 0.4478625 0.267029

sp|P10760|SAHH_RAT Adenosylhomocysteinase OS=Rattus norvegicus GN=Ahcy PE=1 SV=314 71 -0.075988 -0.166221 0.0140222 0.4482875 0.2673493

sp|P36201|CRIP2_RAT Cysteine-rich protein 2 OS=Rattus norvegicus GN=Crip2 PE=2 SV=17 33 -0.075653 -0.166938 0.0207765 0.44865 0.267669

sp|Q02356|AMPD2_RAT AMP deaminase 2 OS=Rattus norvegicus GN=Ampd2 PE=2 SV=21 2 -0.101608 -0.692287 0.5235539 0.449425 0.267989

sp|P15943|APLP2_RAT Amyloid-like protein 2 OS=Rattus norvegicus GN=Aplp2 PE=2 SV=21 2 -0.106339 -0.731639 0.545595 0.4505875 0.2683099

sp|P69735|RB3GP_RAT Rab3 GTPase-activating protein catalytic subunit (Fragments) OS=Rattus norvegicus GN=Rab3gap1 PE=1 SV=22 4 0.0904199 -0.260963 0.4270224 0.45075 0.26863

sp|P37996|ARL3_RAT ADP-ribosylation factor-like protein 3 OS=Rattus norvegicus GN=Arl3 PE=1 SV=26 11 -0.083099 -0.326978 0.168118 0.4508 0.268949

sp|Q6AY20|MPRD_RAT Cation-dependent mannose-6-phosphate receptor OS=Rattus norvegicus GN=M6pr PE=2 SV=15 12 -0.079093 -0.221297 0.0569846 0.4511 0.2692675

sp|Q497B0|NIT2_RAT Omega-amidase NIT2 OS=Rattus norvegicus GN=Nit2 PE=1 SV=11 3 0.0870308 -0.179843 0.358717 0.4513375 0.2695852

sp|P02466|CO1A2_RAT Collagen alpha-2(I) chain OS=Rattus norvegicus GN=Col1a2 PE=1 SV=311 76 -0.10635 -0.723918 0.5319788 0.4514125 0.269902

sp|Q6PEB9|CC127_RAT Coiled-coil domain-containing protein 127 OS=Rattus norvegicus GN=Ccdc127 PE=2 SV=23 4 0.0913096 -0.313335 0.5066742 0.451925 0.2702186

sp|Q5XIU9|PGRC2_RAT Membrane-associated progesterone receptor component 2 OS=Rattus norvegicus GN=Pgrmc2 PE=1 SV=13 4 -0.08687 -0.377606 0.1975106 0.4519625 0.2705341

sp|P09811|PYGL_RAT Glycogen phosphorylase, liver form OS=Rattus norvegicus GN=Pygl PE=1 SV=54 8 0.0839987 -0.187216 0.3523669 0.4526375 0.2708497

sp|P61265|STX1B_RAT Syntaxin-1B OS=Rattus norvegicus GN=Stx1b PE=1 SV=12 6 0.0812512 -0.09579 0.2556436 0.453475 0.2711657

sp|P51111|HD_RAT Huntingtin OS=Rattus norvegicus GN=Htt PE=1 SV=12 5 0.0832028 -0.23191 0.372762 0.45355 0.2714807

sp|P07633|PCCB_RAT Propionyl-CoA carboxylase beta chain, mitochondrial OS=Rattus norvegicus GN=Pccb PE=2 SV=13 4 -0.094757 -0.631462 0.4659969 0.4554125 0.2717978

sp|P63031|BR44L_RAT Brain protein 44-like protein OS=Rattus norvegicus GN=Brp44l PE=2 SV=13 4 0.0836789 -0.166776 0.3352024 0.456225 0.2721152

sp|P61314|RL15_RAT 60S ribosomal protein L15 OS=Rattus norvegicus GN=Rpl15 PE=1 SV=28 25 -0.074431 -0.146027 -0.001293 0.4564875 0.272432

sp|Q5EGY4|YKT6_RAT Synaptobrevin homolog YKT6 OS=Rattus norvegicus GN=Ykt6 PE=1 SV=14 9 0.0762577 -0.047013 0.1994907 0.45715 0.2727488

sp|Q64578|AT2A1_RAT Sarcoplasmic/endoplasmic reticulum calcium ATPase 1 OS=Rattus norvegicus GN=Atp2a1 PE=2 SV=12 3 0.1536358 -2.089508 2.3750675 0.457375 0.273065

sp|Q6AYA1|GAR1_RAT H/ACA ribonucleoprotein complex subunit 1 OS=Rattus norvegicus GN=Gar1 PE=2 SV=13 4 -0.08434 -0.337763 0.1711077 0.4574 0.2733801

sp|P08934|KNG1_RAT Kininogen-1 OS=Rattus norvegicus GN=Kng1 PE=2 SV=11 2 0.0845442 -0.40052 0.5450896 0.4576 0.2736945

sp|Q6AYG5|ECHD1_RAT Enoyl-CoA hydratase domain-containing protein 1 OS=Rattus norvegicus GN=Echdc1 PE=1 SV=13 4 0.098509 -0.440149 0.647299 0.4578625 0.2740082

sp|P62912|RL32_RAT 60S ribosomal protein L32 OS=Rattus norvegicus GN=Rpl32 PE=1 SV=27 40 -0.075248 -0.194431 0.043676 0.4583625 0.2743217

sp|Q6IRK9|PGCP_RAT Plasma glutamate carboxypeptidase OS=Rattus norvegicus GN=Pgcp PE=1 SV=19 32 -0.076193 -0.189951 0.0327723 0.458825 0.274635

sp|P70619|GSHR_RAT Glutathione reductase (Fragment) OS=Rattus norvegicus GN=Gsr PE=2 SV=24 10 0.0806019 -0.147126 0.3024098 0.458925 0.2749473

sp|Q4TU93|MRC2_RAT C-type mannose receptor 2 OS=Rattus norvegicus GN=Mrc2 PE=1 SV=12 3 0.0910444 -0.357079 0.5470746 0.45995 0.2752604

sp|Q3T1K5|CAZA2_RAT F-actin-capping protein subunit alpha-2 OS=Rattus norvegicus GN=Capza2 PE=1 SV=12 6 -0.079642 -0.518941 0.3898964 0.460225 0.2755728

sp|P31044|PEBP1_RAT Phosphatidylethanolamine-binding protein 1 OS=Rattus norvegicus GN=Pebp1 PE=1 SV=312 78 0.0786699 -0.09731 0.2592244 0.46085 0.2758852

sp|P06866|HPT_RAT Haptoglobin OS=Rattus norvegicus GN=Hp PE=1 SV=310 26 0.1016196 -0.547779 0.7938595 0.4610125 0.2761969

sp|Q6AYI5|SHOC2_RAT Leucine-rich repeat protein SHOC-2 OS=Rattus norvegicus GN=Shoc2 PE=2 SV=15 9 0.0813107 -0.151652 0.314844 0.4610875 0.2765076

sp|Q06486|KC1D_RAT Casein kinase I isoform delta OS=Rattus norvegicus GN=Csnk1d PE=1 SV=24 4 -0.090546 -0.585872 0.3947038 0.4614625 0.276818

sp|Q9Z2Z8|DHCR7_RAT 7-dehydrocholesterol reductase OS=Rattus norvegicus GN=Dhcr7 PE=2 SV=11 2 -0.159918 -2.77159 2.4063628 0.4615125 0.2771273

sp|P61621|S61A1_RAT Protein transport protein Sec61 subunit alpha isoform 1 OS=Rattus norvegicus GN=Sec61a1 PE=2 SV=23 4 -0.091761 -0.453573 0.2553321 0.462075 0.2774366

sp|Q6JAM9|TMM35_RAT Transmembrane protein 35 OS=Rattus norvegicus GN=Tmem35 PE=1 SV=12 6 -0.078115 -0.279624 0.1280549 0.462525 0.2777456

sp|O88637|PCY2_RAT Ethanolamine-phosphate cytidylyltransferase OS=Rattus norvegicus GN=Pcyt2 PE=1 SV=12 3 0.08879 -0.427918 0.6116492 0.4628375 0.2783616

sp|Q9QZ76|MYG_RAT Myoglobin OS=Rattus norvegicus GN=Mb PE=1 SV=33 6 -0.109801 -1.235572 1.0463177 0.4628375 0.2780541

sp|P20070|NB5R3_RAT NADH-cytochrome b5 reductase 3 OS=Rattus norvegicus GN=Cyb5r3 PE=1 SV=29 22 0.0745846 -0.014396 0.1653837 0.4634125 0.278669

sp|Q4FZT0|STML2_RAT Stomatin-like protein 2 OS=Rattus norvegicus GN=Stoml2 PE=1 SV=14 6 0.0849394 -0.186787 0.3661339 0.46355 0.2789756

sp|Q63678|ZA2G_RAT Zinc-alpha-2-glycoprotein OS=Rattus norvegicus GN=Azgp1 PE=2 SV=12 2 0.1017302 -0.915604 1.0832964 0.4637 0.2792814

sp|Q5U2R7|MESD_RAT LDLR chaperone MESD OS=Rattus norvegicus GN=Mesdc2 PE=2 SV=16 28 -0.074251 -0.164825 0.0181945 0.464175 0.279587

sp|Q6PDU1|SRSF2_RAT Serine/arginine-rich splicing factor 2 OS=Rattus norvegicus GN=Srsf2 PE=1 SV=33 4 0.0757269 -0.063604 0.2158711 0.46425 0.2798917

sp|P12346|TRFE_RAT Serotransferrin OS=Rattus norvegicus GN=Tf PE=1 SV=328 100 -0.082161 -0.354923 0.1906149 0.4642625 0.2801955

sp|Q62736|CALD1_RAT Non-muscle caldesmon OS=Rattus norvegicus GN=Cald1 PE=1 SV=112 22 -0.076298 -0.210542 0.0577605 0.4653375 0.2805

sp|Q32PX2|AIMP2_RAT Aminoacyl tRNA synthase complex-interacting multifunctional protein 2 OS=Rattus norvegicus GN=Aimp2 PE=2 SV=18 24 -0.078073 -0.223762 0.0664536 0.4656 0.2808039
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sp|Q63421|PDE1C_RAT Calcium/calmodulin-dependent 3',5'-cyclic nucleotide phosphodiesterase 1C OS=Rattus norvegicus GN=Pde1c PE=2 SV=12 2 0.0924377 -0.510298 0.6918223 0.4656625 0.281107

sp|Q63228|GMFB_RAT Glia maturation factor beta OS=Rattus norvegicus GN=Gmfb PE=1 SV=24 14 -0.07749 -0.22569 0.067743 0.4658125 0.2814093

sp|P62749|HPCL1_RAT Hippocalcin-like protein 1 OS=Rattus norvegicus GN=Hpcal1 PE=1 SV=23 8 0.0745837 -0.031762 0.1770612 0.465875 0.2817107

sp|Q9QVC8|FKBP4_RAT Peptidyl-prolyl cis-trans isomerase FKBP4 OS=Rattus norvegicus GN=Fkbp4 PE=1 SV=310 27 -0.073994 -0.178563 0.0364178 0.466725 0.2820125

sp|P48500|TPIS_RAT Triosephosphate isomerase OS=Rattus norvegicus GN=Tpi1 PE=1 SV=216 100 0.0758559 -0.07764 0.2272481 0.4679625 0.2823154

sp|P06686|AT1A2_RAT Sodium/potassium-transporting ATPase subunit alpha-2 OS=Rattus norvegicus GN=Atp1a2 PE=1 SV=117 59 -0.074332 -0.172946 0.0211406 0.46805 0.2826174

sp|B5DEN9|VPS28_RAT Vacuolar protein sorting-associated protein 28 homolog OS=Rattus norvegicus GN=Vps28 PE=2 SV=11 2 0.0802899 -0.245991 0.3930456 0.4683125 0.2829188

sp|Q9JI66|S4A4_RAT Electrogenic sodium bicarbonate cotransporter 1 OS=Rattus norvegicus GN=Slc4a4 PE=1 SV=13 6 0.0812573 -0.243535 0.4130536 0.4684 0.2832194

sp|Q9WV25|PUF60_RAT Poly(U)-binding-splicing factor PUF60 OS=Rattus norvegicus GN=Puf60 PE=2 SV=23 3 -0.084339 -0.486193 0.3191797 0.468575 0.2835194

sp|P19356|HEM3_RAT Porphobilinogen deaminase OS=Rattus norvegicus GN=Hmbs PE=1 SV=22 3 0.0887804 -0.370496 0.5473724 0.4688375 0.2838187

sp|P08010|GSTM2_RAT Glutathione S-transferase Mu 2 OS=Rattus norvegicus GN=Gstm2 PE=1 SV=210 32 0.0761013 -0.080714 0.2385293 0.4692125 0.2841178

sp|Q9WVB1|RAB6A_RAT Ras-related protein Rab-6A OS=Rattus norvegicus GN=Rab6a PE=2 SV=27 14 -0.074451 -0.177946 0.0256963 0.4693 0.284416

sp|P19234|NDUV2_RAT NADH dehydrogenase [ubiquinone] flavoprotein 2, mitochondrial OS=Rattus norvegicus GN=Ndufv2 PE=1 SV=25 14 0.0766714 -0.092303 0.2483617 0.4696625 0.2847138

sp|Q62812|MYH9_RAT Myosin-9 OS=Rattus norvegicus GN=Myh9 PE=1 SV=337 100 -0.074877 -0.20253 0.0561821 0.47115 0.285013

sp|P50123|AMPE_RAT Glutamyl aminopeptidase OS=Rattus norvegicus GN=Enpep PE=1 SV=21 2 -0.109254 -1.48309 1.29397 0.4713125 0.2853116

sp|Q5U2U2|CRKL_RAT Crk-like protein OS=Rattus norvegicus GN=Crkl PE=1 SV=12 3 -0.075127 -0.282206 0.129017 0.4715 0.2856095

sp|Q6P7B0|SYWC_RAT Tryptophanyl-tRNA synthetase, cytoplasmic OS=Rattus norvegicus GN=Wars PE=1 SV=219 59 0.0732779 -0.038497 0.1848392 0.472 0.2859072

sp|P01946|HBA_RAT Hemoglobin subunit alpha-1/2 OS=Rattus norvegicus GN=Hba1 PE=1 SV=312 100 0.0903094 -0.549979 0.7163218 0.4723125 0.2862045

sp|B1WBW4|ARM10_RAT Armadillo repeat-containing protein 10 OS=Rattus norvegicus GN=Armc10 PE=2 SV=12 3 -0.08702 -0.606839 0.4205602 0.473 0.286502

sp|P31399|ATP5H_RAT ATP synthase subunit d, mitochondrial OS=Rattus norvegicus GN=Atp5h PE=1 SV=311 49 -0.072398 -0.132387 -0.013911 0.4734 0.2867991

sp|O88941|MOGS_RAT Mannosyl-oligosaccharide glucosidase OS=Rattus norvegicus GN=Mogs PE=1 SV=14 8 -0.077178 -0.293975 0.1397111 0.473425 0.2870954

sp|Q68FX1|MPI_RAT Mannose-6-phosphate isomerase OS=Rattus norvegicus GN=Mpi PE=2 SV=13 3 0.0837547 -0.290846 0.4728193 0.4736 0.2873909

sp|Q0VGK4|GDPD1_RAT Glycerophosphodiester phosphodiesterase domain-containing protein 1 OS=Rattus norvegicus GN=Gdpd1 PE=2 SV=11 2 0.0996951 -0.723797 0.906481 0.474575 0.2876871

sp|O35760|IDI1_RAT Isopentenyl-diphosphate Delta-isomerase 1 OS=Rattus norvegicus GN=Idi1 PE=2 SV=24 8 0.0779353 -0.152748 0.3055292 0.4745875 0.2879824

sp|Q6P6Q2|K2C5_RAT Keratin, type II cytoskeletal 5 OS=Rattus norvegicus GN=Krt5 PE=1 SV=12 6 -0.087409 -0.523482 0.3253907 0.4751875 0.2882776

sp|Q6AYK1|RNPS1_RAT RNA-binding protein with serine-rich domain 1 OS=Rattus norvegicus GN=Rnps1 PE=2 SV=13 6 0.0798935 -0.205698 0.3713378 0.4754875 0.2885725

sp|P23928|CRYAB_RAT Alpha-crystallin B chain OS=Rattus norvegicus GN=Cryab PE=1 SV=19 44 -0.078997 -0.384615 0.2270268 0.4756375 0.2888666

sp|Q1WIM2|CADM2_RAT Cell adhesion molecule 2 OS=Rattus norvegicus GN=Cadm2 PE=1 SV=21 2 -0.078018 -0.432882 0.2828584 0.475725 0.2891599

sp|P49242|RS3A_RAT 40S ribosomal protein S3a OS=Rattus norvegicus GN=Rps3a PE=1 SV=214 61 -0.072666 -0.175118 0.030626 0.475825 0.2894525

sp|P17764|THIL_RAT Acetyl-CoA acetyltransferase, mitochondrial OS=Rattus norvegicus GN=Acat1 PE=1 SV=114 54 -0.074245 -0.214299 0.0659266 0.4766125 0.2897454

sp|P23711|HMOX2_RAT Heme oxygenase 2 OS=Rattus norvegicus GN=Hmox2 PE=1 SV=14 9 -0.072191 -0.239167 0.1004224 0.4766375 0.2900374

sp|Q794E4|HNRPF_RAT Heterogeneous nuclear ribonucleoprotein F OS=Rattus norvegicus GN=Hnrnpf PE=1 SV=33 8 0.0749177 -0.085838 0.2372411 0.4767875 0.2903288

sp|P27139|CAH2_RAT Carbonic anhydrase 2 OS=Rattus norvegicus GN=Ca2 PE=1 SV=25 14 0.0843916 -0.361515 0.5562172 0.47825 0.2906215

sp|Q6AY86|VP26A_RAT Vacuolar protein sorting-associated protein 26A OS=Rattus norvegicus GN=Vps26a PE=2 SV=12 4 -0.072287 -0.524225 0.4102934 0.4791 0.2909146

sp|Q2TL32|UBR4_RAT E3 ubiquitin-protein ligase UBR4 OS=Rattus norvegicus GN=Ubr4 PE=2 SV=26 7 0.0778355 -0.206755 0.3675346 0.479125 0.2912069

sp|P17702|RL28_RAT 60S ribosomal protein L28 OS=Rattus norvegicus GN=Rpl28 PE=1 SV=45 12 -0.072188 -0.179524 0.0396467 0.4796125 0.291499

sp|Q7TPJ0|SSRA_RAT Translocon-associated protein subunit alpha OS=Rattus norvegicus GN=Ssr1 PE=2 SV=12 5 0.076558 -0.191462 0.3595315 0.4799375 0.2917907

sp|Q9R064|GORS2_RAT Golgi reassembly-stacking protein 2 OS=Rattus norvegicus GN=Gorasp2 PE=1 SV=33 3 -0.078531 -0.334438 0.1799065 0.4801 0.2920817

sp|P17077|RL9_RAT 60S ribosomal protein L9 OS=Rattus norvegicus GN=Rpl9 PE=1 SV=111 33 -0.073637 -0.180857 0.0373565 0.4802 0.292372

sp|Q5U2X6|CCD47_RAT Coiled-coil domain-containing protein 47 OS=Rattus norvegicus GN=Ccdc47 PE=2 SV=16 18 -0.075037 -0.235272 0.0843524 0.4803 0.2926616

sp|P53676|AP3M1_RAT AP-3 complex subunit mu-1 OS=Rattus norvegicus GN=Ap3m1 PE=2 SV=11 2 0.0784813 -0.377831 0.5440184 0.48055 0.2929506

sp|P62268|RS23_RAT 40S ribosomal protein S23 OS=Rattus norvegicus GN=Rps23 PE=2 SV=37 31 -0.072527 -0.178736 0.0295514 0.480775 0.2932392

sp|Q80X08|FAM21_RAT WASH complex subunit FAM21 OS=Rattus norvegicus GN=Fam21 PE=2 SV=16 6 -0.075754 -0.380881 0.2362695 0.480875 0.2935269

sp|O88761|PSMD1_RAT 26S proteasome non-ATPase regulatory subunit 1 OS=Rattus norvegicus GN=Psmd1 PE=2 SV=111 26 0.0756518 -0.058708 0.2212429 0.4827 0.2938166

sp|P07872|ACOX1_RAT Peroxisomal acyl-coenzyme A oxidase 1 OS=Rattus norvegicus GN=Acox1 PE=1 SV=15 5 -0.075083 -0.263187 0.1034376 0.483175 0.2941062

sp|Q9Z1Z3|EPN2_RAT Epsin-2 OS=Rattus norvegicus GN=Epn2 PE=1 SV=12 3 -0.082947 -0.581222 0.4089833 0.4832625 0.294395

sp|Q6DGG1|ABHEB_RAT Abhydrolase domain-containing protein 14B OS=Rattus norvegicus GN=Abhd14b PE=2 SV=11 3 0.0831157 -0.440133 0.6185959 0.48355 0.2946833
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sp|P08699|LEG3_RAT Galectin-3 OS=Rattus norvegicus GN=Lgals3 PE=1 SV=43 10 -0.073491 -0.266259 0.1228056 0.48405 0.2949715

sp|P16970|ABCD3_RAT ATP-binding cassette sub-family D member 3 OS=Rattus norvegicus GN=Abcd3 PE=1 SV=38 21 -0.071671 -0.170673 0.0258915 0.4840625 0.2952589

sp|Q62703|RCN2_RAT Reticulocalbin-2 OS=Rattus norvegicus GN=Rcn2 PE=1 SV=24 14 -0.073382 -0.221149 0.0801145 0.48415 0.2955455

sp|P06399|FIBA_RAT Fibrinogen alpha chain OS=Rattus norvegicus GN=Fga PE=1 SV=317 37 -0.078974 -0.563432 0.4035179 0.4842875 0.2958315

sp|P47727|CBR1_RAT Carbonyl reductase [NADPH] 1 OS=Rattus norvegicus GN=Cbr1 PE=1 SV=210 30 0.0743943 -0.117691 0.2717255 0.484475 0.2961169

sp|P35171|CX7A2_RAT Cytochrome c oxidase subunit 7A2, mitochondrial OS=Rattus norvegicus GN=Cox7a2 PE=1 SV=11 2 -0.073343 -0.35521 0.2229795 0.4847 0.2964018

sp|P36365|FMO1_RAT Dimethylaniline monooxygenase [N-oxide-forming] 1 OS=Rattus norvegicus GN=Fmo1 PE=1 SV=21 2 -0.082736 -0.706483 0.5293231 0.48515 0.2966865

sp|Q91V33|KHDR1_RAT KH domain-containing, RNA-binding, signal transduction-associated protein 1 OS=Rattus norvegicus GN=Khdrbs1 PE=1 SV=19 22 -0.071528 -0.183459 0.0465153 0.4852875 0.2969705

sp|Q9R0T4|CADH1_RAT Cadherin-1 OS=Rattus norvegicus GN=Cdh1 PE=2 SV=16 16 0.0750113 -0.099609 0.2599685 0.4862125 0.2972551

sp|P34064|PSA5_RAT Proteasome subunit alpha type-5 OS=Rattus norvegicus GN=Psma5 PE=2 SV=17 14 -0.072029 -0.204097 0.0636799 0.48655 0.2975393

sp|Q5U1X1|ORN_RAT Oligoribonuclease, mitochondrial OS=Rattus norvegicus GN=Rexo2 PE=2 SV=12 6 0.0722385 -0.173304 0.3229469 0.4871875 0.2978236

sp|P61805|DAD1_RAT Dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit DAD1 OS=Rattus norvegicus GN=Dad1 PE=2 SV=33 3 -0.071556 -0.303062 0.1684123 0.487225 0.2981072

sp|P12001|RL18_RAT 60S ribosomal protein L18 OS=Rattus norvegicus GN=Rpl18 PE=2 SV=211 54 -0.071761 -0.155614 0.0133937 0.4872625 0.2983899

sp|Q64566|AT2C1_RAT Calcium-transporting ATPase type 2C member 1 OS=Rattus norvegicus GN=Atp2c1 PE=2 SV=11 2 0.0762837 -0.181893 0.3308196 0.487425 0.2986721

sp|P62914|RL11_RAT 60S ribosomal protein L11 OS=Rattus norvegicus GN=Rpl11 PE=1 SV=24 12 -0.072201 -0.161925 0.0157422 0.489125 0.2989559

sp|P09216|KPCE_RAT Protein kinase C epsilon type OS=Rattus norvegicus GN=Prkce PE=1 SV=15 8 0.07698 -0.142134 0.3032398 0.490225 0.2992405

sp|Q99JE6|PLCB3_RAT 1-phosphatidylinositol-4,5-bisphosphate phosphodiesterase beta-3 OS=Rattus norvegicus GN=Plcb3 PE=1 SV=27 15 -0.074174 -0.255671 0.1050434 0.49025 0.2995243

sp|Q641Y8|DDX1_RAT ATP-dependent RNA helicase DDX1 OS=Rattus norvegicus GN=Ddx1 PE=2 SV=114 32 -0.072184 -0.179558 0.0292653 0.4902625 0.2998073

sp|Q5PQN0|NCALD_RAT Neurocalcin-delta OS=Rattus norvegicus GN=Ncald PE=1 SV=33 7 0.0724364 -0.113334 0.2496612 0.490425 0.3000897

sp|Q5HZV9|PP1R7_RAT Protein phosphatase 1 regulatory subunit 7 OS=Rattus norvegicus GN=Ppp1r7 PE=1 SV=15 9 -0.073236 -0.258375 0.1073218 0.490875 0.3003719

sp|P70541|EI2BG_RAT Translation initiation factor eIF-2B subunit gamma OS=Rattus norvegicus GN=Eif2b3 PE=2 SV=21 4 -0.06955 -0.387951 0.2607009 0.4919625 0.3006549

sp|P08009|GSTM4_RAT Glutathione S-transferase Yb-3 OS=Rattus norvegicus GN=Gstm3 PE=1 SV=26 17 0.0717459 -0.094857 0.2384007 0.492475 0.3009379

sp|P60901|PSA6_RAT Proteasome subunit alpha type-6 OS=Rattus norvegicus GN=Psma6 PE=1 SV=17 17 -0.073054 -0.224033 0.0713144 0.4927125 0.3012203

sp|Q62780|DDX46_RAT Probable ATP-dependent RNA helicase DDX46 OS=Rattus norvegicus GN=Ddx46 PE=1 SV=12 2 -0.072129 -0.34286 0.2064476 0.493225 0.3015027

sp|O08651|SERA_RAT D-3-phosphoglycerate dehydrogenase OS=Rattus norvegicus GN=Phgdh PE=1 SV=313 53 -0.071802 -0.267872 0.1193998 0.494125 0.3017855

sp|P61149|FGF1_RAT Heparin-binding growth factor 1 OS=Rattus norvegicus GN=Fgf1 PE=1 SV=15 15 0.0712401 -0.123777 0.2720836 0.494225 0.3020677

sp|Q62930|CO9_RAT Complement component C9 OS=Rattus norvegicus GN=C9 PE=2 SV=17 15 -0.073598 -0.289935 0.1300305 0.4943125 0.3023492

sp|Q923V4|FBX6_RAT F-box only protein 6 OS=Rattus norvegicus GN=Fbxo6 PE=2 SV=13 5 0.0711393 -0.159218 0.2967504 0.4943875 0.3026299

sp|P14480|FIBB_RAT Fibrinogen beta chain OS=Rattus norvegicus GN=Fgb PE=1 SV=410 26 -0.072423 -0.589925 0.4406822 0.4948125 0.3029105

sp|P85970|ARPC2_RAT Actin-related protein 2/3 complex subunit 2 OS=Rattus norvegicus GN=Arpc2 PE=1 SV=19 21 -0.071266 -0.176356 0.0371261 0.495625 0.3031914

sp|Q6IMX7|HPBP1_RAT Hsp70-binding protein 1 OS=Rattus norvegicus GN=Hspbp1 PE=2 SV=12 3 -0.071724 -0.482421 0.3612989 0.49565 0.3034715

sp|P49744|TSP4_RAT Thrombospondin-4 OS=Rattus norvegicus GN=Thbs4 PE=1 SV=12 3 0.074318 -0.288121 0.4371624 0.495875 0.3037512

sp|P37361|MT3_RAT Metallothionein-3 OS=Rattus norvegicus GN=Mt3 PE=2 SV=13 7 0.0717534 -0.128302 0.2808004 0.4962625 0.3040306

sp|Q4V8B7|HSDL1_RAT Inactive hydroxysteroid dehydrogenase-like protein 1 OS=Rattus norvegicus GN=Hsdl1 PE=2 SV=13 3 -0.073102 -0.425598 0.2845105 0.4967625 0.3043099

sp|Q921A4|CYGB_RAT Cytoglobin OS=Rattus norvegicus GN=Cygb PE=1 SV=12 5 -0.072388 -0.47101 0.3246564 0.4972 0.3045891

sp|Q62638|GSLG1_RAT Golgi apparatus protein 1 OS=Rattus norvegicus GN=Glg1 PE=1 SV=119 44 -0.07119 -0.18493 0.0453941 0.4974125 0.3048677

sp|P62744|AP2S1_RAT AP-2 complex subunit sigma OS=Rattus norvegicus GN=Ap2s1 PE=2 SV=12 4 -0.070897 -0.432244 0.2769963 0.497425 0.3051456

sp|Q8R491|EHD3_RAT EH domain-containing protein 3 OS=Rattus norvegicus GN=Ehd3 PE=1 SV=28 19 0.0709683 -0.059643 0.201921 0.49755 0.3054228

sp|Q6I7R3|ISOC1_RAT Isochorismatase domain-containing protein 1 OS=Rattus norvegicus GN=Isoc1 PE=2 SV=14 8 0.0706559 -0.13383 0.2822162 0.497875 0.3056997

sp|P51146|RAB4B_RAT Ras-related protein Rab-4B OS=Rattus norvegicus GN=Rab4b PE=2 SV=13 6 -0.068816 -0.325847 0.190293 0.4979 0.3059759

sp|P11275|KCC2A_RAT Calcium/calmodulin-dependent protein kinase type II subunit alpha OS=Rattus norvegicus GN=Camk2a PE=1 SV=12 3 -0.065194 -0.477468 0.3790707 0.498575 0.3062522

sp|P53042|PPP5_RAT Serine/threonine-protein phosphatase 5 OS=Rattus norvegicus GN=Ppp5c PE=2 SV=15 10 -0.070498 -0.252793 0.1218897 0.499175 0.3065286

sp|O35094|TIM44_RAT Mitochondrial import inner membrane translocase subunit TIM44 OS=Rattus norvegicus GN=Timm44 PE=2 SV=15 14 -0.069929 -0.215016 0.0784766 0.4992 0.3068042

sp|Q80W98|SGTB_RAT Small glutamine-rich tetratricopeptide repeat-containing protein beta OS=Rattus norvegicus GN=Sgtb PE=1 SV=12 2 0.0707594 -0.603598 0.7166414 0.499675 0.3070798

sp|P07323|ENOG_RAT Gamma-enolase OS=Rattus norvegicus GN=Eno2 PE=1 SV=215 83 0.0706736 -0.070153 0.2067662 0.5000875 0.3073551

sp|D4ABP9|FBX3_RAT F-box only protein 3 OS=Rattus norvegicus GN=Fbxo3 PE=3 SV=11 2 0.0697044 -0.362187 0.5001921 0.501625 0.3076318

sp|Q9JI03|CO5A1_RAT Collagen alpha-1(V) chain OS=Rattus norvegicus GN=Col5a1 PE=1 SV=14 14 -0.071134 -0.6279 0.4892655 0.501825 0.3079081
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sp|O88267|ACOT1_RAT Acyl-coenzyme A thioesterase 1 OS=Rattus norvegicus GN=Acot1 PE=1 SV=13 5 0.0695373 -0.133945 0.2780524 0.502175 0.308184

sp|P04906|GSTP1_RAT Glutathione S-transferase P OS=Rattus norvegicus GN=Gstp1 PE=1 SV=210 58 0.0699986 -0.066327 0.2057402 0.50265 0.3084599

sp|Q711G3|IAH1_RAT Isoamyl acetate-hydrolyzing esterase 1 homolog OS=Rattus norvegicus GN=Iah1 PE=2 SV=23 10 -0.069195 -0.236112 0.0942487 0.503375 0.3087359

sp|Q29RW1|MYH4_RAT Myosin-4 OS=Rattus norvegicus GN=Myh4 PE=2 SV=121 48 0.0654831 -1.697381 1.8566173 0.50365 0.3090116

sp|Q566C7|NUDT3_RAT Diphosphoinositol polyphosphate phosphohydrolase 1 OS=Rattus norvegicus GN=Nudt3 PE=1 SV=14 4 0.0728573 -0.154429 0.3104025 0.503925 0.3092869

sp|Q8K3X8|HSBP1_RAT Heat shock factor-binding protein 1 OS=Rattus norvegicus GN=Hsbp1 PE=3 SV=13 8 -0.063301 -0.485286 0.3963392 0.5041625 0.3095618

sp|P11240|COX5A_RAT Cytochrome c oxidase subunit 5A, mitochondrial OS=Rattus norvegicus GN=Cox5a PE=1 SV=19 54 0.069959 -0.003484 0.1429597 0.5046125 0.3098365

sp|P19139|CSK21_RAT Casein kinase II subunit alpha OS=Rattus norvegicus GN=Csnk2a1 PE=1 SV=23 8 0.0693269 -0.118598 0.2575736 0.5051375 0.3101112

sp|Q66HC5|NUP93_RAT Nuclear pore complex protein Nup93 OS=Rattus norvegicus GN=Nup93 PE=2 SV=12 2 -0.068515 -0.68545 0.563541 0.5051375 0.3103851

sp|Q66H80|COPD_RAT Coatomer subunit delta OS=Rattus norvegicus GN=Arcn1 PE=2 SV=18 16 -0.069033 -0.201007 0.065558 0.505525 0.3106588

sp|P0C644|VIP1_RAT Inositol hexakisphosphate and diphosphoinositol-pentakisphosphate kinase 1 OS=Rattus norvegicus GN=Ppip5k1 PE=1 SV=12 2 -0.027289 -1.526015 1.2046315 0.5056125 0.3109318

sp|Q64119|MYL6_RAT Myosin light polypeptide 6 OS=Rattus norvegicus GN=Myl6 PE=1 SV=38 40 -0.069061 -0.214327 0.0710499 0.5068375 0.3112058

sp|Q5PPJ9|SHLB2_RAT Endophilin-B2 OS=Rattus norvegicus GN=Sh3glb2 PE=2 SV=27 18 0.0701358 -0.054676 0.1966128 0.5071625 0.3114795

sp|Q4FZX7|SRPRB_RAT Signal recognition particle receptor subunit beta OS=Rattus norvegicus GN=Srprb PE=2 SV=13 4 -0.066212 -0.351417 0.2285349 0.5075125 0.3117529

sp|Q5PQL2|RCD1_RAT Cell differentiation protein RCD1 homolog OS=Rattus norvegicus GN=Rqcd1 PE=1 SV=11 2 -0.069405 -0.517639 0.3619246 0.5076875 0.3120258

sp|P70473|AMACR_RAT Alpha-methylacyl-CoA racemase OS=Rattus norvegicus GN=Amacr PE=1 SV=31 2 0.061544 -0.974845 1.1192541 0.508 0.3122984

sp|Q925N3|PEX5R_RAT PEX5-related protein OS=Rattus norvegicus GN=Pex5l PE=1 SV=12 2 -0.066873 -0.471049 0.3267637 0.5090125 0.3125716

sp|P02688|MBP_RAT Myelin basic protein S OS=Rattus norvegicus GN=Mbp PE=1 SV=311 100 0.0649734 -0.318661 0.4582625 0.5092875 0.3128444

sp|P54275|MSH2_RAT DNA mismatch repair protein Msh2 OS=Rattus norvegicus GN=Msh2 PE=2 SV=11 2 0.0620822 -0.470059 0.604357 0.5096 0.3131169

sp|Q4FZY0|EFHD2_RAT EF-hand domain-containing protein D2 OS=Rattus norvegicus GN=Efhd2 PE=1 SV=13 7 -0.062804 -0.412196 0.2810698 0.509625 0.3133887

sp|P62902|RL31_RAT 60S ribosomal protein L31 OS=Rattus norvegicus GN=Rpl31 PE=2 SV=16 23 -0.069103 -0.156695 0.0152669 0.510325 0.3136608

sp|Q9JHL4|DBNL_RAT Drebrin-like protein OS=Rattus norvegicus GN=Dbnl PE=1 SV=16 19 -0.068268 -0.198231 0.0590357 0.5116875 0.3139339

sp|Q7TT49|MRCKB_RAT Serine/threonine-protein kinase MRCK beta OS=Rattus norvegicus GN=Cdc42bpb PE=1 SV=11 2 0.0657646 -0.472472 0.6011272 0.5119125 0.3142066

sp|Q5U1Z2|TPPC3_RAT Trafficking protein particle complex subunit 3 OS=Rattus norvegicus GN=Trappc3 PE=2 SV=13 4 0.0670933 -0.258924 0.405005 0.51225 0.314479

sp|P85972|VINC_RAT Vinculin OS=Rattus norvegicus GN=Vcl PE=1 SV=141 100 -0.068955 -0.159999 0.0201958 0.5123875 0.3147509

sp|Q9ERE4|GOLP3_RAT Golgi phosphoprotein 3 OS=Rattus norvegicus GN=Golph3 PE=1 SV=14 6 -0.063697 -0.377181 0.253875 0.512425 0.315022

sp|P97687|ENTP1_RAT Ectonucleoside triphosphate diphosphohydrolase 1 OS=Rattus norvegicus GN=Entpd1 PE=1 SV=11 4 -0.064163 -0.401997 0.2712729 0.512475 0.3152925

sp|Q7M0E3|DEST_RAT Destrin OS=Rattus norvegicus GN=Dstn PE=1 SV=312 50 -0.068817 -0.185853 0.0455295 0.51265 0.3155625

sp|P30713|GSTT2_RAT Glutathione S-transferase theta-2 OS=Rattus norvegicus GN=Gstt2 PE=1 SV=35 15 0.067884 -0.087787 0.2254152 0.513575 0.315833

sp|P43138|APEX1_RAT DNA-(apurinic or apyrimidinic site) lyase OS=Rattus norvegicus GN=Apex1 PE=1 SV=24 9 -0.068547 -0.272501 0.1425448 0.5141375 0.3161035

sp|Q8K3P6|SCMC2_RAT Calcium-binding mitochondrial carrier protein SCaMC-2 OS=Rattus norvegicus GN=Slc25a25 PE=1 SV=12 4 -0.066667 -0.35604 0.2165091 0.5156375 0.3163754

sp|B2GUZ5|CAZA1_RAT F-actin-capping protein subunit alpha-1 OS=Rattus norvegicus GN=Capza1 PE=1 SV=12 5 -0.067872 -0.34304 0.2138636 0.5158875 0.3166468

sp|Q68FW9|CSN3_RAT COP9 signalosome complex subunit 3 OS=Rattus norvegicus GN=Cops3 PE=2 SV=15 5 0.0642654 -0.143938 0.269824 0.5172875 0.3169194

sp|B5DFC9|NID2_RAT Nidogen-2 OS=Rattus norvegicus GN=Nid2 PE=2 SV=118 79 0.06584 -0.147095 0.2899963 0.5179 0.3171921

sp|P20650|PPM1A_RAT Protein phosphatase 1A OS=Rattus norvegicus GN=Ppm1a PE=1 SV=13 8 0.0656313 -0.132112 0.2570143 0.5183125 0.3174647

sp|P04916|RET4_RAT Retinol-binding protein 4 OS=Rattus norvegicus GN=Rbp4 PE=1 SV=11 3 0.0544666 -0.770988 0.859336 0.5184875 0.3177367

sp|P85973|PNPH_RAT Purine nucleoside phosphorylase OS=Rattus norvegicus GN=Pnp PE=1 SV=19 26 -0.066838 -0.22518 0.0887722 0.5189 0.3180085

sp|P11507|AT2A2_RAT Sarcoplasmic/endoplasmic reticulum calcium ATPase 2 OS=Rattus norvegicus GN=Atp2a2 PE=1 SV=114 36 -0.068726 -0.153 0.0141557 0.5195875 0.3182805

sp|O55166|VPS52_RAT Vacuolar protein sorting-associated protein 52 homolog OS=Rattus norvegicus GN=Vps52 PE=2 SV=22 2 -0.053914 -0.679442 0.6100262 0.520425 0.318553

sp|P82995|HS90A_RAT Heat shock protein HSP 90-alpha OS=Rattus norvegicus GN=Hsp90aa1 PE=1 SV=322 100 -0.069031 -0.130773 -0.009603 0.52155 0.3188262

sp|P63324|RS12_RAT 40S ribosomal protein S12 OS=Rattus norvegicus GN=Rps12 PE=1 SV=25 21 -0.065214 -0.202528 0.0803288 0.521775 0.319099

sp|P41777|NOLC1_RAT Nucleolar and coiled-body phosphoprotein 1 OS=Rattus norvegicus GN=Nolc1 PE=1 SV=13 6 -0.062691 -0.347066 0.2138104 0.5228 0.3193724

sp|Q924C3|ENPP1_RAT Ectonucleotide pyrophosphatase/phosphodiesterase family member 1 OS=Rattus norvegicus GN=Enpp1 PE=2 SV=22 5 0.0640142 -0.219005 0.3522721 0.5229375 0.3196453

sp|Q6IUR5|NENF_RAT Neudesin OS=Rattus norvegicus GN=Nenf PE=2 SV=12 3 0.0621952 -0.227545 0.3688728 0.523575 0.3199183

sp|P21670|PSA4_RAT Proteasome subunit alpha type-4 OS=Rattus norvegicus GN=Psma4 PE=1 SV=15 11 -0.067834 -0.300516 0.1529078 0.5249375 0.3201924

sp|O08816|WASL_RAT Neural Wiskott-Aldrich syndrome protein OS=Rattus norvegicus GN=Wasl PE=1 SV=22 4 0.0591095 -0.23657 0.3360861 0.5250125 0.3204658

sp|Q6XUX2|DUSTY_RAT Dual serine/threonine and tyrosine protein kinase OS=Rattus norvegicus GN=Dstyk PE=2 SV=12 2 0.0614212 -0.207274 0.3190375 0.5260375 0.3207399
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sp|Q5FWT1|FA98A_RAT Protein FAM98A OS=Rattus norvegicus GN=Fam98a PE=2 SV=12 3 -0.061039 -0.312086 0.1831747 0.5260625 0.3210133

sp|P80067|CATC_RAT Dipeptidyl peptidase 1 OS=Rattus norvegicus GN=Ctsc PE=1 SV=33 3 0.0585145 -0.371245 0.4732127 0.526275 0.3212863

sp|Q99M64|P4K2A_RAT Phosphatidylinositol 4-kinase type 2-alpha OS=Rattus norvegicus GN=Pi4k2a PE=1 SV=12 6 0.0707713 -0.383729 0.5611081 0.5263 0.3215585

sp|P35745|ACYP2_RAT Acylphosphatase-2 OS=Rattus norvegicus GN=Acyp2 PE=1 SV=24 8 0.066089 -0.070996 0.2046769 0.5265625 0.3218304

sp|P18886|CPT2_RAT Carnitine O-palmitoyltransferase 2, mitochondrial OS=Rattus norvegicus GN=Cpt2 PE=1 SV=13 4 0.0664985 -0.238928 0.3937437 0.5267375 0.3221018

sp|O09175|AMPB_RAT Aminopeptidase B OS=Rattus norvegicus GN=Rnpep PE=1 SV=21 2 -0.04831 -0.842592 0.7702351 0.5269375 0.3223728

sp|P0CC09|H2A2A_RAT Histone H2A type 2-A OS=Rattus norvegicus GN=Hist2h2aa3 PE=1 SV=14 15 -0.066517 -0.328813 0.1911367 0.5275 0.3226437

sp|P27653|C1TC_RAT C-1-tetrahydrofolate synthase, cytoplasmic OS=Rattus norvegicus GN=Mthfd1 PE=1 SV=34 9 0.061598 -0.194867 0.3111063 0.528625 0.3229155

sp|Q5U301|AKAP2_RAT A-kinase anchor protein 2 OS=Rattus norvegicus GN=Akap2 PE=2 SV=12 4 0.0638231 -0.182899 0.3176838 0.5295375 0.3231877

sp|P11497|ACACA_RAT Acetyl-CoA carboxylase 1 OS=Rattus norvegicus GN=Acaca PE=1 SV=14 8 -0.061848 -0.276308 0.1490113 0.5296125 0.3234593

sp|O35889|AFAD_RAT Afadin OS=Rattus norvegicus GN=Mllt4 PE=1 SV=13 4 -0.051517 -0.353834 0.2707615 0.529875 0.3237306

sp|P63074|IF4E_RAT Eukaryotic translation initiation factor 4E OS=Rattus norvegicus GN=Eif4e PE=1 SV=14 9 0.0621867 -0.156702 0.2756341 0.5300125 0.3240013

sp|A0JPQ9|CHID1_RAT Chitinase domain-containing protein 1 OS=Rattus norvegicus GN=Chid1 PE=2 SV=26 19 -0.065683 -0.197211 0.0658872 0.5301125 0.3242714

sp|Q60587|ECHB_RAT Trifunctional enzyme subunit beta, mitochondrial OS=Rattus norvegicus GN=Hadhb PE=1 SV=117 65 -0.068297 -0.124012 -0.013468 0.530325 0.3245411

sp|Q5M9F8|NTKL_RAT N-terminal kinase-like protein OS=Rattus norvegicus GN=Scyl1 PE=2 SV=12 2 -0.034699 -0.959638 0.9109024 0.5310125 0.324811

sp|Q9ESS6|BCAM_RAT Basal cell adhesion molecule OS=Rattus norvegicus GN=Bcam PE=2 SV=18 13 -0.063806 -0.218763 0.0971261 0.531125 0.3250804

sp|P49797|RGS3_RAT Regulator of G-protein signaling 3 OS=Rattus norvegicus GN=Rgs3 PE=1 SV=25 5 -0.057553 -0.375423 0.2692973 0.5312125 0.3253491

sp|B2GUZ1|UBP4_RAT Ubiquitin carboxyl-terminal hydrolase 4 OS=Rattus norvegicus GN=Usp4 PE=1 SV=12 5 -0.059836 -0.349568 0.2220453 0.5318875 0.325618

sp|P14942|GSTA4_RAT Glutathione S-transferase alpha-4 OS=Rattus norvegicus GN=Gsta4 PE=1 SV=28 28 -0.064696 -0.221183 0.0919971 0.532675 0.3258873

sp|Q01129|PGS2_RAT Decorin OS=Rattus norvegicus GN=Dcn PE=1 SV=115 100 -0.057633 -0.388899 0.2965779 0.5326875 0.3261559

sp|P09812|PYGM_RAT Glycogen phosphorylase, muscle form OS=Rattus norvegicus GN=Pygm PE=2 SV=55 10 -0.051734 -0.600638 0.479967 0.5331875 0.3264244

sp|Q66HG3|CNDP1_RAT Beta-Ala-His dipeptidase OS=Rattus norvegicus GN=Cndp1 PE=2 SV=11 2 0.0580067 -0.273578 0.3818457 0.5333375 0.3266924

sp|Q63524|TMED2_RAT Transmembrane emp24 domain-containing protein 2 OS=Rattus norvegicus GN=Tmed2 PE=1 SV=14 19 -0.063879 -0.225799 0.0885764 0.5333875 0.3269598

sp|Q5XI83|CP062_RAT UPF0505 protein C16orf62 homolog OS=Rattus norvegicus PE=2 SV=13 4 0.0600199 -0.261059 0.3748199 0.5334375 0.3272266

sp|P53987|MOT1_RAT Monocarboxylate transporter 1 OS=Rattus norvegicus GN=Slc16a1 PE=1 SV=12 3 0.0622721 -0.147336 0.2753837 0.5336375 0.3274929

sp|O35763|MOES_RAT Moesin OS=Rattus norvegicus GN=Msn PE=1 SV=321 69 -0.066688 -0.159665 0.0274188 0.5338 0.3277588

sp|Q63358|MYO9B_RAT Myosin-IXb OS=Rattus norvegicus GN=Myo9b PE=1 SV=14 5 -0.061793 -0.347021 0.2232446 0.5338 0.3280239

sp|Q5FVQ8|NLRX1_RAT NLR family member X1 OS=Rattus norvegicus GN=Nlrx1 PE=2 SV=12 3 -0.061105 -0.29126 0.1685346 0.5338 0.3282884

sp|P46413|GSHB_RAT Glutathione synthetase OS=Rattus norvegicus GN=Gss PE=1 SV=15 6 0.0630512 -0.168808 0.3083992 0.5338875 0.3285524

sp|P35572|IBP6_RAT Insulin-like growth factor-binding protein 6 OS=Rattus norvegicus GN=Igfbp6 PE=1 SV=11 2 0.0491878 -0.607269 0.7054486 0.534325 0.3288162

sp|P97544|LPP3_RAT Lipid phosphate phosphohydrolase 3 OS=Rattus norvegicus GN=Ppap2b PE=1 SV=12 5 0.0562388 -0.262633 0.380461 0.535275 0.3290805

sp|Q5FWT7|UBCP1_RAT Ubiquitin-like domain-containing CTD phosphatase 1 OS=Rattus norvegicus GN=Ublcp1 PE=2 SV=14 11 0.0643125 -0.095483 0.2226546 0.535575 0.329608

sp|P04466|MLRS_RAT Myosin regulatory light chain 2, skeletal muscle isoform OS=Rattus norvegicus GN=Mylpf PE=2 SV=27 16 -0.001542 -1.488715 1.5113883 0.535575 0.3293446

sp|Q5U2N3|PITM1_RAT Membrane-associated phosphatidylinositol transfer protein 1 OS=Rattus norvegicus GN=Pitpnm1 PE=2 SV=11 2 -0.0494 -0.950452 0.8121197 0.536 0.3298712

sp|Q63009|ANM1_RAT Protein arginine N-methyltransferase 1 OS=Rattus norvegicus GN=Prmt1 PE=1 SV=12 2 -0.024841 -1.190678 1.1354369 0.536575 0.3301345

sp|Q5U2U7|MCES_RAT mRNA cap guanine-N7 methyltransferase OS=Rattus norvegicus GN=Rnmt PE=2 SV=11 2 -0.050209 -0.465695 0.3647966 0.536825 0.3303975

sp|Q62799|ERBB3_RAT Receptor tyrosine-protein kinase erbB-3 OS=Rattus norvegicus GN=Erbb3 PE=2 SV=32 6 0.0556524 -0.287874 0.4018996 0.537425 0.3306606

sp|Q80W57|ABCG2_RAT ATP-binding cassette sub-family G member 2 OS=Rattus norvegicus GN=Abcg2 PE=1 SV=11 2 -0.052683 -0.414806 0.3187313 0.537625 0.3309232

sp|Q64649|KPB1_RAT Phosphorylase b kinase regulatory subunit alpha, skeletal muscle isoform OS=Rattus norvegicus GN=Phka1 PE=2 SV=21 2 -0.057096 -0.38314 0.272511 0.53835 0.3311861

sp|P05964|S10A6_RAT Protein S100-A6 OS=Rattus norvegicus GN=S100a6 PE=1 SV=39 70 0.0625826 -0.116021 0.2412582 0.53855 0.3314486

sp|Q03555|GEPH_RAT Gephyrin OS=Rattus norvegicus GN=Gphn PE=1 SV=33 3 0.0728156 -0.138243 0.3240545 0.538725 0.3317106

sp|P11762|LEG1_RAT Galectin-1 OS=Rattus norvegicus GN=Lgals1 PE=1 SV=29 97 0.0626283 -0.088846 0.2178564 0.539875 0.3319735

sp|Q63945|SET_RAT Protein SET OS=Rattus norvegicus GN=Set PE=1 SV=26 23 -0.064316 -0.175752 0.0504785 0.540075 0.3322359

sp|Q5I0D1|GLOD4_RAT Glyoxalase domain-containing protein 4 OS=Rattus norvegicus GN=Glod4 PE=1 SV=114 48 0.0603617 -0.147636 0.2702252 0.5409125 0.3324987

sp|P22062|PIMT_RAT Protein-L-isoaspartate(D-aspartate) O-methyltransferase OS=Rattus norvegicus GN=Pcmt1 PE=1 SV=29 31 0.0639763 -0.064378 0.1887434 0.5409375 0.3327609

sp|Q91XU8|CDS2_RAT Phosphatidate cytidylyltransferase 2 OS=Rattus norvegicus GN=Cds2 PE=2 SV=14 9 -0.058795 -0.274526 0.1579539 0.5409875 0.3330225

sp|P07943|ALDR_RAT Aldose reductase OS=Rattus norvegicus GN=Akr1b1 PE=1 SV=323 100 0.0587978 -0.176921 0.2880038 0.5417375 0.3332844
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sp|Q62632|FSTL1_RAT Follistatin-related protein 1 OS=Rattus norvegicus GN=Fstl1 PE=1 SV=14 10 -0.063821 -0.221954 0.0893176 0.5425375 0.3335466

sp|P54290|CA2D1_RAT Voltage-dependent calcium channel subunit alpha-2/delta-1 OS=Rattus norvegicus GN=Cacna2d1 PE=1 SV=12 2 0.067382 -0.266095 0.4427196 0.542825 0.3338085

sp|Q8R424|STABP_RAT STAM-binding protein OS=Rattus norvegicus GN=Stambp PE=2 SV=11 2 0.0449519 -0.49938 0.5845504 0.54395 0.3340712

sp|P62752|RL23A_RAT 60S ribosomal protein L23a OS=Rattus norvegicus GN=Rpl23a PE=2 SV=113 42 -0.064023 -0.186569 0.0593169 0.5442 0.3343335

sp|P15650|ACADL_RAT Long-chain specific acyl-CoA dehydrogenase, mitochondrial OS=Rattus norvegicus GN=Acadl PE=1 SV=112 36 -0.065696 -0.134754 0.0065882 0.5442 0.3345952

sp|P70567|TMOD1_RAT Tropomodulin-1 OS=Rattus norvegicus GN=Tmod1 PE=2 SV=14 7 0.0553494 -0.194291 0.3110195 0.5454 0.3348577

sp|P63142|KCNA2_RAT Potassium voltage-gated channel subfamily A member 2 OS=Rattus norvegicus GN=Kcna2 PE=1 SV=12 2 0.0489701 -0.393274 0.4805578 0.5454875 0.3351197

sp|P10536|RAB1B_RAT Ras-related protein Rab-1B OS=Rattus norvegicus GN=Rab1b PE=1 SV=13 12 -0.063838 -0.17701 0.0526982 0.5458625 0.3353815

sp|P27952|RS2_RAT 40S ribosomal protein S2 OS=Rattus norvegicus GN=Rps2 PE=1 SV=121 77 -0.064571 -0.172702 0.0434952 0.5460375 0.3356429

sp|P97526|NF1_RAT Neurofibromin OS=Rattus norvegicus GN=Nf1 PE=1 SV=11 2 0.0611267 -0.116356 0.2301019 0.54605 0.3359036

sp|Q6AXS3|DEK_RAT Protein DEK OS=Rattus norvegicus GN=Dek PE=2 SV=12 2 -0.045092 -0.550826 0.4573824 0.5462 0.3361638

sp|P21818|STMN2_RAT Stathmin-2 OS=Rattus norvegicus GN=Stmn2 PE=2 SV=23 4 -0.057011 -0.302272 0.19254 0.5469625 0.3366837

sp|P0C0A1|VPS25_RAT Vacuolar protein-sorting-associated protein 25 OS=Rattus norvegicus GN=Vps25 PE=1 SV=11 2 0.0465165 -0.466499 0.5614184 0.5475125 0.3369436

sp|P62074|TIM10_RAT Mitochondrial import inner membrane translocase subunit Tim10 OS=Rattus norvegicus GN=Timm10 PE=2 SV=11 2 -0.042241 -0.583867 0.5128143 0.5479875 0.3372036

sp|Q8R4C0|CAN5_RAT Calpain-5 OS=Rattus norvegicus GN=Capn5 PE=1 SV=13 4 0.052633 -0.25082 0.3605057 0.54815 0.337463

sp|P37199|NU155_RAT Nuclear pore complex protein Nup155 OS=Rattus norvegicus GN=Nup155 PE=1 SV=12 2 -0.030116 -0.518835 0.4960614 0.5483125 0.3377221

sp|Q9ESV1|LUZP1_RAT Leucine zipper protein 1 OS=Rattus norvegicus GN=Luzp1 PE=2 SV=13 3 -0.044869 -0.543497 0.4619477 0.549175 0.3379815

sp|P27615|SCRB2_RAT Lysosome membrane protein 2 OS=Rattus norvegicus GN=Scarb2 PE=1 SV=23 3 -0.05713 -0.309394 0.1920609 0.5493125 0.3382405

sp|P11506|AT2B2_RAT Plasma membrane calcium-transporting ATPase 2 OS=Rattus norvegicus GN=Atp2b2 PE=2 SV=23 3 -0.045863 -0.433481 0.3411849 0.549725 0.3384993

sp|P05942|S10A4_RAT Protein S100-A4 OS=Rattus norvegicus GN=S100a4 PE=2 SV=18 26 0.0627717 -0.078556 0.202305 0.549925 0.3387578

sp|Q5HZY2|SAR1B_RAT GTP-binding protein SAR1b OS=Rattus norvegicus GN=Sar1b PE=2 SV=13 8 -0.059764 -0.236312 0.1134379 0.5514125 0.3390175

sp|P08033|CXB1_RAT Gap junction beta-1 protein OS=Rattus norvegicus GN=Gjb1 PE=1 SV=12 2 0.0361644 -0.590426 0.690006 0.5519375 0.3392771

sp|Q924S1|PLCD_RAT 1-acyl-sn-glycerol-3-phosphate acyltransferase delta OS=Rattus norvegicus GN=Agpat4 PE=2 SV=12 2 -0.040737 -0.582017 0.5083836 0.552125 0.3395364

sp|P17164|FUCO_RAT Tissue alpha-L-fucosidase OS=Rattus norvegicus GN=Fuca1 PE=1 SV=12 7 0.0457061 -0.364268 0.4674763 0.552875 0.3397959

sp|P04797|G3P_RAT Glyceraldehyde-3-phosphate dehydrogenase OS=Rattus norvegicus GN=Gapdh PE=1 SV=320 100 0.0623936 -0.06362 0.1886801 0.5531375 0.3400551

sp|Q66H15|RMD3_RAT Regulator of microtubule dynamics protein 3 OS=Rattus norvegicus GN=Fam82a2 PE=2 SV=12 3 0.0439433 -0.482814 0.5793864 0.5534375 0.3403141

sp|P22509|FBRL_RAT rRNA 2'-O-methyltransferase fibrillarin OS=Rattus norvegicus GN=Fbl PE=1 SV=22 3 -0.054936 -0.37281 0.2579735 0.553575 0.3405726

sp|P84850|D2HDH_RAT D-2-hydroxyglutarate dehydrogenase, mitochondrial OS=Rattus norvegicus GN=D2hgdh PE=3 SV=12 2 -0.03735 -0.620982 0.5208791 0.5540375 0.340831

sp|P05369|FPPS_RAT Farnesyl pyrophosphate synthase OS=Rattus norvegicus GN=Fdps PE=2 SV=212 32 -0.065061 -0.142393 0.0139369 0.5564 0.3410917

sp|Q6UPR8|ERMP1_RAT Endoplasmic reticulum metallopeptidase 1 OS=Rattus norvegicus GN=Ermp1 PE=1 SV=13 3 -0.053863 -0.319767 0.2147239 0.5564875 0.3413518

sp|Q3ZU82|GOGA5_RAT Golgin subfamily A member 5 OS=Rattus norvegicus GN=Golga5 PE=1 SV=14 6 -0.043818 -0.35658 0.2797727 0.556825 0.3416117

sp|Q925S8|YMEL1_RAT ATP-dependent zinc metalloprotease YME1L1 OS=Rattus norvegicus GN=Yme1l1 PE=2 SV=12 2 0.0118332 -0.739469 0.7195921 0.55695 0.3418712

sp|Q63450|KCC1A_RAT Calcium/calmodulin-dependent protein kinase type 1 OS=Rattus norvegicus GN=Camk1 PE=1 SV=22 4 0.0378083 -0.359582 0.4060792 0.5578125 0.342131

sp|O55165|KIF3C_RAT Kinesin-like protein KIF3C OS=Rattus norvegicus GN=Kif3c PE=2 SV=13 5 -0.052475 -0.343286 0.2261414 0.55825 0.3423908

sp|Q99NA5|IDH3A_RAT Isocitrate dehydrogenase [NAD] subunit alpha, mitochondrial OS=Rattus norvegicus GN=Idh3a PE=1 SV=111 44 -0.064268 -0.150508 0.0239872 0.5589375 0.3426508

sp|Q8K4V4|SNX27_RAT Sorting nexin-27 OS=Rattus norvegicus GN=Snx27 PE=2 SV=21 2 -0.046646 -0.400084 0.3222816 0.558975 0.3429101

sp|Q8CF97|VCIP1_RAT Deubiquitinating protein VCIP135 OS=Rattus norvegicus GN=Vcpip1 PE=1 SV=22 3 -0.040621 -0.49443 0.4286543 0.559875 0.34317

sp|Q9WTV5|PSMD9_RAT 26S proteasome non-ATPase regulatory subunit 9 OS=Rattus norvegicus GN=Psmd9 PE=1 SV=13 17 0.0593357 -0.090771 0.2048215 0.5603375 0.3434298

sp|Q64654|CP51A_RAT Lanosterol 14-alpha demethylase OS=Rattus norvegicus GN=Cyp51a1 PE=2 SV=13 4 -0.045617 -0.367381 0.281902 0.5609 0.3436896

sp|P48450|ERG7_RAT Lanosterol synthase OS=Rattus norvegicus GN=Lss PE=1 SV=22 2 0.036463 -0.918827 1.0693757 0.5612625 0.3439492

sp|P50430|ARSB_RAT Arylsulfatase B OS=Rattus norvegicus GN=Arsb PE=2 SV=23 3 -0.048763 -0.297546 0.2239574 0.56235 0.3442095

sp|Q9R1T1|BAF_RAT Barrier-to-autointegration factor OS=Rattus norvegicus GN=Banf1 PE=1 SV=16 27 0.0611726 -0.064804 0.1792215 0.5626875 0.3444696

sp|P30904|MIF_RAT Macrophage migration inhibitory factor OS=Rattus norvegicus GN=Mif PE=1 SV=43 25 -0.054291 -0.250931 0.1475582 0.56285 0.3447293

sp|P35815|PPM1B_RAT Protein phosphatase 1B OS=Rattus norvegicus GN=Ppm1b PE=2 SV=12 2 -0.011682 -0.862832 0.907246 0.5631125 0.3449886

sp|Q5PQJ7|TBCEL_RAT Tubulin-specific chaperone cofactor E-like protein OS=Rattus norvegicus GN=Tbcel PE=2 SV=12 3 0.0343119 -0.437013 0.502635 0.5637875 0.3452482

sp|P61515|RL37A_RAT 60S ribosomal protein L37a OS=Rattus norvegicus GN=Rpl37a PE=1 SV=23 4 -0.057292 -0.252639 0.1346065 0.563925 0.3455073

sp|Q6P4Z9|CSN8_RAT COP9 signalosome complex subunit 8 OS=Rattus norvegicus GN=Cops8 PE=2 SV=13 4 0.0388532 -0.352818 0.4305906 0.563975 0.3457658
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sp|P23764|GPX3_RAT Glutathione peroxidase 3 OS=Rattus norvegicus GN=Gpx3 PE=2 SV=25 20 -0.045979 -0.359271 0.278781 0.5645125 0.3460244

sp|Q8K1P7|SMCA4_RAT Transcription activator BRG1 OS=Rattus norvegicus GN=Smarca4 PE=1 SV=15 6 0.0531776 -0.188908 0.3001254 0.564725 0.3462826

sp|P0C0R5|PI3R4_RAT Phosphoinositide 3-kinase regulatory subunit 4 OS=Rattus norvegicus GN=Pik3r4 PE=3 SV=22 4 -0.016275 -0.986144 0.8581995 0.5648625 0.3465404

sp|Q5HZA6|PPCEL_RAT Prolyl endopeptidase-like OS=Rattus norvegicus GN=Prepl PE=2 SV=210 27 0.0615604 -0.053518 0.1788155 0.5649 0.3467976

sp|Q63692|CDC37_RAT Hsp90 co-chaperone Cdc37 OS=Rattus norvegicus GN=Cdc37 PE=1 SV=26 20 0.0629799 -0.070709 0.2080533 0.5652 0.3470545

sp|D4A4T9|CHRD1_RAT Cysteine and histidine-rich domain-containing protein 1 OS=Rattus norvegicus GN=Chordc1 PE=3 SV=12 4 0.0482125 -0.212283 0.2988292 0.5654 0.3473111

sp|P35559|IDE_RAT Insulin-degrading enzyme OS=Rattus norvegicus GN=Ide PE=1 SV=11 2 -0.04567 -0.422068 0.3175591 0.565575 0.3475673

sp|Q4QQV8|CHMP5_RAT Charged multivesicular body protein 5 OS=Rattus norvegicus GN=Chmp5 PE=2 SV=14 8 0.0532006 -0.174545 0.2780181 0.5659625 0.3478233

sp|P43245|MDR1_RAT Multidrug resistance protein 1 OS=Rattus norvegicus GN=Abcb1 PE=2 SV=13 5 0.0473424 -0.344443 0.4615819 0.566275 0.3483341

sp|Q04462|SYVC_RAT Valyl-tRNA synthetase OS=Rattus norvegicus GN=Vars PE=2 SV=230 100 -0.063565 -0.154039 0.0266763 0.5665375 0.348589

sp|Q63356|MYO1E_RAT Myosin-Ie OS=Rattus norvegicus GN=Myo1e PE=2 SV=14 5 -0.035125 -0.409324 0.3499538 0.566825 0.3488437

sp|Q9Z142|TMM33_RAT Transmembrane protein 33 OS=Rattus norvegicus GN=Tmem33 PE=2 SV=12 8 -0.046133 -0.358653 0.2622328 0.5669375 0.3490978

sp|Q9EQP5|PRELP_RAT Prolargin OS=Rattus norvegicus GN=Prelp PE=2 SV=120 100 -0.052337 -0.289347 0.1715322 0.567125 0.3493517

sp|Q6TEK3|VKORL_RAT Vitamin K epoxide reductase complex subunit 1-like protein 1 OS=Rattus norvegicus GN=Vkorc1l1 PE=2 SV=11 2 -0.018986 -0.854825 0.7995096 0.5677 0.3496056

sp|P04644|RS17_RAT 40S ribosomal protein S17 OS=Rattus norvegicus GN=Rps17 PE=2 SV=36 22 -0.062751 -0.156984 0.0313261 0.5679875 0.3498592

sp|P20717|PADI2_RAT Protein-arginine deiminase type-2 OS=Rattus norvegicus GN=Padi2 PE=1 SV=18 13 -0.055817 -0.227686 0.1131614 0.5681875 0.3501125

sp|Q5BK81|PTGR2_RAT Prostaglandin reductase 2 OS=Rattus norvegicus GN=Ptgr2 PE=2 SV=23 7 -0.051374 -0.283842 0.1786707 0.5684 0.3503654

sp|P97846|CNTP1_RAT Contactin-associated protein 1 OS=Rattus norvegicus GN=Cntnap1 PE=1 SV=15 15 0.0520011 -0.206284 0.3199177 0.5695 0.350619

sp|P62994|GRB2_RAT Growth factor receptor-bound protein 2 OS=Rattus norvegicus GN=Grb2 PE=1 SV=16 18 0.0607001 -0.051589 0.1711237 0.5699875 0.3508726

sp|P60522|GBRL2_RAT Gamma-aminobutyric acid receptor-associated protein-like 2 OS=Rattus norvegicus GN=Gabarapl2 PE=2 SV=13 8 -0.012361 -0.736799 0.7392106 0.570075 0.3511258

sp|P61023|CHP1_RAT Calcium-binding protein p22 OS=Rattus norvegicus GN=Chp PE=1 SV=23 6 0.0471191 -0.229678 0.3192 0.5701 0.3513783

sp|Q5RJR2|TWF1_RAT Twinfilin-1 OS=Rattus norvegicus GN=Twf1 PE=2 SV=12 3 0.0423686 -0.434166 0.5300827 0.570625 0.3516309

sp|Q4V8C3|EMAL1_RAT Echinoderm microtubule-associated protein-like 1 OS=Rattus norvegicus GN=Eml1 PE=2 SV=25 18 0.057231 -0.093191 0.2024206 0.57125 0.3518836

sp|Q63060|GLPK_RAT Glycerol kinase OS=Rattus norvegicus GN=Gk PE=2 SV=14 5 0.0384578 -0.335497 0.3996569 0.5714 0.352136

sp|P15800|LAMB2_RAT Laminin subunit beta-2 OS=Rattus norvegicus GN=Lamb2 PE=2 SV=135 100 0.0425253 -0.284433 0.3712998 0.572025 0.3523884

sp|Q9JMJ4|PRP19_RAT Pre-mRNA-processing factor 19 OS=Rattus norvegicus GN=Prpf19 PE=2 SV=23 4 0.0503443 -0.180031 0.2809161 0.5724375 0.3526408

sp|Q9JHZ4|GRAP1_RAT GRIP1-associated protein 1 OS=Rattus norvegicus GN=Gripap1 PE=1 SV=15 7 -0.048894 -0.290475 0.179143 0.5738 0.3528941

sp|P47971|NPTX1_RAT Neuronal pentraxin-1 OS=Rattus norvegicus GN=Nptx1 PE=1 SV=12 4 0.0360372 -0.333683 0.405446 0.574375 0.3531475

sp|Q9WVH8|FBLN5_RAT Fibulin-5 OS=Rattus norvegicus GN=Fbln5 PE=2 SV=110 36 0.0473886 -0.23076 0.313885 0.57445 0.3534004

sp|Q9Z1B2|GSTM5_RAT Glutathione S-transferase Mu 5 OS=Rattus norvegicus GN=Gstm5 PE=1 SV=36 16 -0.05853 -0.185151 0.0682929 0.5746375 0.353653

sp|Q5XIA9|KLD8B_RAT Kelch domain-containing protein 8B OS=Rattus norvegicus GN=Klhdc8b PE=2 SV=12 2 0.0017241 -0.932209 0.9872591 0.5747875 0.3539051

sp|P05943|S10AA_RAT Protein S100-A10 OS=Rattus norvegicus GN=S100a10 PE=1 SV=24 42 0.0554927 -0.113809 0.2226062 0.5750125 0.354157

sp|Q5XIA8|GHITM_RAT Growth hormone-inducible transmembrane protein OS=Rattus norvegicus GN=Ghitm PE=2 SV=12 4 -0.054924 -0.212949 0.1108047 0.5760375 0.3544094

sp|Q62915|CSKP_RAT Peripheral plasma membrane protein CASK OS=Rattus norvegicus GN=Cask PE=1 SV=14 7 0.0455103 -0.207687 0.3148558 0.576875 0.3549144

sp|Q63584|TMEDA_RAT Transmembrane emp24 domain-containing protein 10 OS=Rattus norvegicus GN=Tmed10 PE=1 SV=26 28 -0.056213 -0.211426 0.0961678 0.577675 0.355167

sp|Q8K4T4|FLIP1_RAT Filamin-A-interacting protein 1 OS=Rattus norvegicus GN=Filip1 PE=1 SV=14 6 0.0417652 -0.281867 0.3665385 0.577875 0.3554192

sp|P05539|CO2A1_RAT Collagen alpha-1(II) chain OS=Rattus norvegicus GN=Col2a1 PE=2 SV=24 9 -0.052283 -0.29252 0.2024503 0.5782125 0.3556712

sp|P97839|DLGP4_RAT Disks large-associated protein 4 OS=Rattus norvegicus GN=Dlgap4 PE=2 SV=12 3 0.0153543 -0.555484 0.6165448 0.5782375 0.3559227

sp|Q8VBU2|NDRG2_RAT Protein NDRG2 OS=Rattus norvegicus GN=Ndrg2 PE=1 SV=18 18 -0.056159 -0.210362 0.104497 0.578425 0.3561738

sp|Q5XIM5|CDV3_RAT Protein CDV3 homolog OS=Rattus norvegicus GN=Cdv3 PE=2 SV=16 8 -0.049939 -0.258425 0.1583425 0.578425 0.3564244

sp|Q7TSA0|MIRO2_RAT Mitochondrial Rho GTPase 2 OS=Rattus norvegicus GN=Rhot2 PE=2 SV=12 7 -0.044514 -0.316841 0.2325686 0.5789125 0.3566749

sp|P35738|ODBB_RAT 2-oxoisovalerate dehydrogenase subunit beta, mitochondrial OS=Rattus norvegicus GN=Bckdhb PE=1 SV=31 3 -0.057281 -0.19164 0.0786552 0.579075 0.3569251

sp|P84060|DTNB_RAT Dystrobrevin beta OS=Rattus norvegicus GN=Dtnb PE=1 SV=23 6 0.0469685 -0.20461 0.3012598 0.5798 0.3571755

sp|P50408|VATF_RAT V-type proton ATPase subunit F OS=Rattus norvegicus GN=Atp6v1f PE=1 SV=14 9 -0.051469 -0.24438 0.1449568 0.5798375 0.3574254

sp|Q5XIT9|MCCB_RAT Methylcrotonoyl-CoA carboxylase beta chain, mitochondrial OS=Rattus norvegicus GN=Mccc2 PE=2 SV=12 3 0.0349608 -0.355712 0.4158928 0.5806875 0.3576757

sp|P61751|ARF4_RAT ADP-ribosylation factor 4 OS=Rattus norvegicus GN=Arf4 PE=2 SV=25 11 0.0582459 -0.070802 0.191403 0.5812125 0.3581755

sp|O08875|DCLK1_RAT Serine/threonine-protein kinase DCLK1 OS=Rattus norvegicus GN=Dclk1 PE=2 SV=12 2 0.007829 -0.698011 0.7684506 0.58155 0.3584251
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sp|Q5XIA1|NCLN_RAT Nicalin OS=Rattus norvegicus GN=Ncln PE=2 SV=15 11 -0.049651 -0.252757 0.1521883 0.5817 0.3586743

sp|Q4KLH4|PSPC1_RAT Paraspeckle component 1 OS=Rattus norvegicus GN=Pspc1 PE=2 SV=14 7 0.0458938 -0.175729 0.2675105 0.5819625 0.3589232

sp|P48675|DESM_RAT Desmin OS=Rattus norvegicus GN=Des PE=2 SV=22 3 -0.018954 -0.566946 0.5253219 0.58205 0.3591717

sp|P51792|CLCN3_RAT H(+)/Cl(-) exchange transporter 3 OS=Rattus norvegicus GN=Clcn3 PE=2 SV=23 3 -0.036938 -0.390003 0.3185777 0.5824875 0.3594201

sp|O08836|IGBP1_RAT Immunoglobulin-binding protein 1 OS=Rattus norvegicus GN=Igbp1 PE=2 SV=21 2 -0.003906 -0.613598 0.6253361 0.5827625 0.3596682

sp|Q6AY09|HNRH2_RAT Heterogeneous nuclear ribonucleoprotein H2 OS=Rattus norvegicus GN=Hnrnph2 PE=1 SV=14 12 -0.054486 -0.219643 0.1141792 0.583475 0.3599166

sp|Q5PPN5|TPPP3_RAT Tubulin polymerization-promoting protein family member 3 OS=Rattus norvegicus GN=Tppp3 PE=2 SV=113 55 -0.060915 -0.159031 0.0329896 0.5836375 0.3601646

sp|P18163|ACSL1_RAT Long-chain-fatty-acid--CoA ligase 1 OS=Rattus norvegicus GN=Acsl1 PE=1 SV=13 4 -0.037675 -0.451276 0.3605907 0.5837 0.3604122

sp|P47820|ACE_RAT Angiotensin-converting enzyme OS=Rattus norvegicus GN=Ace PE=2 SV=11 2 0.0407152 -0.293773 0.3660631 0.5838125 0.3606593

sp|Q9ES21|SAC1_RAT Phosphatidylinositide phosphatase SAC1 OS=Rattus norvegicus GN=Sacm1l PE=1 SV=17 20 -0.057912 -0.191483 0.0707983 0.5838375 0.3609059

sp|Q6AXM8|PON2_RAT Serum paraoxonase/arylesterase 2 OS=Rattus norvegicus GN=Pon2 PE=2 SV=13 5 0.0388938 -0.385105 0.4990306 0.5840875 0.3611523

sp|Q6P747|HP1B3_RAT Heterochromatin protein 1-binding protein 3 OS=Rattus norvegicus GN=Hp1bp3 PE=2 SV=19 27 0.0611588 -0.030543 0.1510281 0.584175 0.3613982

sp|O55148|GAS7_RAT Growth arrest-specific protein 7 OS=Rattus norvegicus GN=Gas7 PE=2 SV=22 3 -0.029848 -0.507706 0.4433152 0.5856625 0.3616451

sp|P18292|THRB_RAT Prothrombin OS=Rattus norvegicus GN=F2 PE=1 SV=15 7 0.045349 -0.204197 0.2837084 0.5858625 0.3618918

sp|Q9QYL8|LYPA2_RAT Acyl-protein thioesterase 2 OS=Rattus norvegicus GN=Lypla2 PE=1 SV=12 2 -0.009826 -0.705835 0.6823592 0.5860375 0.3623838

sp|Q6AZ50|ATG3_RAT Ubiquitin-like-conjugating enzyme ATG3 OS=Rattus norvegicus GN=Atg3 PE=2 SV=12 3 -0.039516 -0.334461 0.2622636 0.586475 0.3626295

sp|P97690|SMC3_RAT Structural maintenance of chromosomes protein 3 OS=Rattus norvegicus GN=Smc3 PE=1 SV=12 3 -0.012727 -0.602657 0.6386767 0.58665 0.3628749

sp|P13437|THIM_RAT 3-ketoacyl-CoA thiolase, mitochondrial OS=Rattus norvegicus GN=Acaa2 PE=1 SV=116 77 -0.056479 -0.187819 0.0741102 0.586825 0.3631199

sp|P62762|VISL1_RAT Visinin-like protein 1 OS=Rattus norvegicus GN=Vsnl1 PE=1 SV=210 37 0.0598182 -0.045045 0.1664682 0.587 0.3633646

sp|Q63347|PRS7_RAT 26S protease regulatory subunit 7 OS=Rattus norvegicus GN=Psmc2 PE=1 SV=314 39 0.0611949 -0.020147 0.1450547 0.5871875 0.3636089

sp|P52944|PDLI1_RAT PDZ and LIM domain protein 1 OS=Rattus norvegicus GN=Pdlim1 PE=2 SV=42 2 -0.035543 -0.411953 0.3438003 0.58745 0.363853

sp|Q63016|LAT1_RAT Large neutral amino acids transporter small subunit 1 OS=Rattus norvegicus GN=Slc7a5 PE=1 SV=22 5 0.0455941 -0.182355 0.2816861 0.5876125 0.3640968

sp|P83888|TBG1_RAT Tubulin gamma-1 chain OS=Rattus norvegicus GN=Tubg1 PE=2 SV=11 3 0.0364818 -0.276547 0.3732964 0.587675 0.3643401

sp|P40307|PSB2_RAT Proteasome subunit beta type-2 OS=Rattus norvegicus GN=Psmb2 PE=1 SV=15 13 -0.060601 -0.154688 0.030621 0.587875 0.364583

sp|Q66HG9|MAVS_RAT Mitochondrial antiviral-signaling protein OS=Rattus norvegicus GN=Mavs PE=1 SV=11 2 -0.008325 -0.789851 0.7932629 0.5880375 0.3648257

sp|Q4V8H8|EHD2_RAT EH domain-containing protein 2 OS=Rattus norvegicus GN=Ehd2 PE=1 SV=119 69 -0.057927 -0.177948 0.0631966 0.5885375 0.3650683

sp|P97849|S27A1_RAT Long-chain fatty acid transport protein 1 OS=Rattus norvegicus GN=Slc27a1 PE=2 SV=18 30 0.0596292 -0.039893 0.1566184 0.589525 0.3655534

sp|P47987|PLLP_RAT Plasmolipin OS=Rattus norvegicus GN=Pllp PE=1 SV=22 5 0.0407078 -0.259348 0.3424786 0.589775 0.3657958

sp|Q8K1Q0|NMT1_RAT Glycylpeptide N-tetradecanoyltransferase 1 OS=Rattus norvegicus GN=Nmt1 PE=2 SV=18 15 -0.051756 -0.211391 0.1140254 0.5898375 0.3660377

sp|Q63186|EI2BD_RAT Translation initiation factor eIF-2B subunit delta OS=Rattus norvegicus GN=Eif2b4 PE=2 SV=12 2 -0.013711 -0.585633 0.570681 0.5898625 0.3662792

sp|P84100|RL19_RAT 60S ribosomal protein L19 OS=Rattus norvegicus GN=Rpl19 PE=1 SV=19 46 -0.062307 -0.138492 0.0125934 0.589975 0.3665202

sp|P97700|M2OM_RAT Mitochondrial 2-oxoglutarate/malate carrier protein OS=Rattus norvegicus GN=Slc25a11 PE=2 SV=312 27 -0.060486 -0.146817 0.0288416 0.5901375 0.3667609

sp|P63312|TYB10_RAT Thymosin beta-10 OS=Rattus norvegicus GN=Tmsb10 PE=2 SV=21 3 -0.050009 -0.270139 0.1701849 0.5902625 0.3670013

sp|P11608|ATP8_RAT ATP synthase protein 8 OS=Rattus norvegicus GN=Mt-atp8 PE=1 SV=12 3 -0.048069 -0.320641 0.2313819 0.5902875 0.3672411

sp|P68101|IF2A_RAT Eukaryotic translation initiation factor 2 subunit 1 OS=Rattus norvegicus GN=Eif2s1 PE=1 SV=27 10 -0.045728 -0.256376 0.1573787 0.590675 0.3677197

sp|Q505J9|ATAD1_RAT ATPase family AAA domain-containing protein 1 OS=Rattus norvegicus GN=Atad1 PE=2 SV=12 4 -0.034176 -0.319103 0.2631812 0.5908375 0.3679586

sp|Q5XID7|ARMX3_RAT Armadillo repeat-containing X-linked protein 3 OS=Rattus norvegicus GN=Armcx3 PE=2 SV=12 2 0.0095961 -0.684259 0.6913716 0.5911 0.3681973

sp|Q9WU68|PKHB1_RAT Pleckstrin homology domain-containing family B member 1 OS=Rattus norvegicus GN=Plekhb1 PE=2 SV=14 10 0.0432492 -0.221528 0.3074307 0.5912875 0.3684356

sp|Q91Z79|LIPA3_RAT Liprin-alpha-3 OS=Rattus norvegicus GN=Ppfia3 PE=1 SV=23 5 0.0347407 -0.302032 0.3792367 0.591425 0.3686736

sp|Q80Z29|NAMPT_RAT Nicotinamide phosphoribosyltransferase OS=Rattus norvegicus GN=Nampt PE=1 SV=12 3 -0.036383 -0.392716 0.3083621 0.5927875 0.3691503

sp|P20651|PP2BB_RAT Serine/threonine-protein phosphatase 2B catalytic subunit beta isoform OS=Rattus norvegicus GN=Ppp3cb PE=2 SV=11 2 0.0135293 -0.481232 0.5244792 0.593275 0.3693888

sp|P14740|DPP4_RAT Dipeptidyl peptidase 4 OS=Rattus norvegicus GN=Dpp4 PE=1 SV=22 2 -0.025348 -0.367308 0.3454988 0.5934875 0.3696269

sp|P18484|AP2A2_RAT AP-2 complex subunit alpha-2 OS=Rattus norvegicus GN=Ap2a2 PE=1 SV=324 60 -0.06214 -0.133449 0.0097075 0.5938375 0.3698649

sp|Q9EST6|AN32B_RAT Acidic leucine-rich nuclear phosphoprotein 32 family member B OS=Rattus norvegicus GN=Anp32b PE=2 SV=12 5 -0.046117 -0.278662 0.1861237 0.593925 0.3701025

sp|B2GV38|UBL4A_RAT Ubiquitin-like protein 4A OS=Rattus norvegicus GN=Ubl4a PE=2 SV=12 5 0.0393763 -0.226044 0.2999768 0.5945125 0.3703403

sp|Q5I0M2|NADC_RAT Nicotinate-nucleotide pyrophosphorylase [carboxylating] OS=Rattus norvegicus GN=Qprt PE=2 SV=13 3 -0.040532 -0.34213 0.2611915 0.5945625 0.3705775

sp|P70627|FOLH1_RAT Glutamate carboxypeptidase 2 OS=Rattus norvegicus GN=Folh1 PE=2 SV=15 8 -0.046344 -0.26245 0.170021 0.595025 0.3708148
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sp|Q6AYB5|SRP54_RAT Signal recognition particle 54 kDa protein OS=Rattus norvegicus GN=Srp54 PE=2 SV=12 3 -0.031702 -0.357442 0.2982357 0.5950375 0.3710516

sp|P62907|RL10A_RAT 60S ribosomal protein L10a OS=Rattus norvegicus GN=Rpl10a PE=1 SV=211 40 -0.060589 -0.152786 0.0317704 0.5957 0.3712885

sp|A2RUW1|TOLIP_RAT Toll-interacting protein OS=Rattus norvegicus GN=Tollip PE=2 SV=16 13 0.0548733 -0.078186 0.1902484 0.5957125 0.371525

sp|Q6P4Z6|LCMT1_RAT Leucine carboxyl methyltransferase 1 OS=Rattus norvegicus GN=Lcmt1 PE=2 SV=11 2 -0.024972 -0.503372 0.4279268 0.5960125 0.3717613

sp|P85108|TBB2A_RAT Tubulin beta-2A chain OS=Rattus norvegicus GN=Tubb2a PE=1 SV=11 6 0.0447057 -0.180983 0.2707329 0.5963875 0.3719975

sp|Q6NX65|PDC10_RAT Programmed cell death protein 10 OS=Rattus norvegicus GN=Pdcd10 PE=2 SV=11 2 0.0303848 -0.366332 0.4186399 0.5964125 0.3724685

sp|P55053|FABP5_RAT Fatty acid-binding protein, epidermal OS=Rattus norvegicus GN=Fabp5 PE=1 SV=38 37 -0.043122 -0.29258 0.2008916 0.5964125 0.3722333

sp|P61227|RAP2B_RAT Ras-related protein Rap-2b OS=Rattus norvegicus GN=Rap2b PE=2 SV=11 2 0.00058 -0.670691 0.6687064 0.5964625 0.3727033

sp|Q63537|SYN2_RAT Synapsin-2 OS=Rattus norvegicus GN=Syn2 PE=1 SV=14 5 -0.039346 -0.291783 0.2115784 0.5971125 0.3729383

sp|P85125|PTRF_RAT Polymerase I and transcript release factor OS=Rattus norvegicus GN=Ptrf PE=1 SV=119 75 0.0533446 -0.093965 0.1962685 0.5973625 0.373173

sp|O54783|CHKB_RAT Choline/ethanolamine kinase OS=Rattus norvegicus GN=Chkb PE=1 SV=32 2 -0.011279 -0.584653 0.5912486 0.5976375 0.3734076

sp|B0BNF1|SEPT8_RAT Septin-8 OS=Rattus norvegicus GN=Sept8 PE=1 SV=18 15 -0.054849 -0.192581 0.0807953 0.598325 0.3741093

sp|P27791|KAPCA_RAT cAMP-dependent protein kinase catalytic subunit alpha OS=Rattus norvegicus GN=Prkaca PE=1 SV=22 3 -0.035594 -0.365315 0.2925234 0.5985625 0.3743429

sp|P70623|FABP4_RAT Fatty acid-binding protein, adipocyte OS=Rattus norvegicus GN=Fabp4 PE=1 SV=31 4 0.028987 -0.348083 0.3933672 0.5995625 0.374577

sp|P11250|RL34_RAT 60S ribosomal protein L34 OS=Rattus norvegicus GN=Rpl34 PE=1 SV=33 5 -0.057243 -0.277324 0.133274 0.5996125 0.3748107

sp|Q8K4F7|DCPS_RAT Scavenger mRNA-decapping enzyme DcpS OS=Rattus norvegicus GN=Dcps PE=2 SV=15 7 -0.045919 -0.234292 0.1491982 0.5999625 0.3750442

sp|Q6AY12|NB5R2_RAT NADH-cytochrome b5 reductase 2 OS=Rattus norvegicus GN=Cyb5r2 PE=2 SV=17 15 0.0439658 -0.182765 0.2796038 0.6007875 0.3752782

sp|P84586|HNRPG_RAT Heterogeneous nuclear ribonucleoprotein G OS=Rattus norvegicus GN=Rbmx PE=1 SV=110 19 -0.055113 -0.187539 0.0780629 0.6015125 0.3755124

sp|Q02589|ADPRH_RAT [Protein ADP-ribosylarginine] hydrolase OS=Rattus norvegicus GN=Adprh PE=1 SV=23 4 -0.046094 -0.240645 0.1519525 0.601925 0.3757465

sp|B0BNA5|COTL1_RAT Coactosin-like protein OS=Rattus norvegicus GN=Cotl1 PE=1 SV=18 18 -0.056665 -0.173481 0.0577368 0.6019625 0.3759802

sp|P62890|RL30_RAT 60S ribosomal protein L30 OS=Rattus norvegicus GN=Rpl30 PE=3 SV=25 16 -0.052656 -0.195796 0.0954369 0.6029625 0.3762144

sp|Q62967|MVD1_RAT Diphosphomevalonate decarboxylase OS=Rattus norvegicus GN=Mvd PE=2 SV=12 4 0.0245162 -0.345752 0.3954465 0.603325 0.3764486

sp|Q63531|KS6A1_RAT Ribosomal protein S6 kinase alpha-1 OS=Rattus norvegicus GN=Rps6ka1 PE=2 SV=12 5 -0.02658 -0.371117 0.3257826 0.603425 0.3766823

sp|P04692|TPM1_RAT Tropomyosin alpha-1 chain OS=Rattus norvegicus GN=Tpm1 PE=1 SV=36 23 -0.030077 -0.36096 0.2999871 0.60395 0.3769161

sp|Q4KLG2|GIMA8_RAT GTPase IMAP family member 8 OS=Rattus norvegicus GN=Gimap8 PE=2 SV=12 6 -0.037902 -0.274647 0.2072034 0.604075 0.3771496

sp|P63012|RAB3A_RAT Ras-related protein Rab-3A OS=Rattus norvegicus GN=Rab3a PE=1 SV=15 15 -0.052649 -0.190522 0.0883431 0.6044125 0.3773829

sp|Q6DGG0|PPID_RAT Peptidyl-prolyl cis-trans isomerase D OS=Rattus norvegicus GN=Ppid PE=1 SV=36 17 0.0520267 -0.086426 0.1901614 0.6052875 0.3776167

sp|Q7TNY6|GCP60_RAT Golgi resident protein GCP60 OS=Rattus norvegicus GN=Acbd3 PE=2 SV=33 6 -0.047304 -0.222248 0.1231217 0.6056875 0.3778504

sp|P13668|STMN1_RAT Stathmin OS=Rattus norvegicus GN=Stmn1 PE=1 SV=211 45 0.0470966 -0.135745 0.2367507 0.605775 0.3783164

sp|B1WBU8|U639_RAT UPF0639 protein OS=Rattus norvegicus PE=2 SV=12 3 -0.002884 -0.626421 0.6266782 0.6067875 0.3785498

sp|Q9ESR9|ABCA2_RAT ATP-binding cassette sub-family A member 2 OS=Rattus norvegicus GN=Abca2 PE=1 SV=13 7 -0.042281 -0.238802 0.1567119 0.609075 0.3790186

sp|Q66H98|SDPR_RAT Serum deprivation-response protein OS=Rattus norvegicus GN=Sdpr PE=1 SV=36 27 -0.045448 -0.243092 0.1514899 0.609175 0.3792529

sp|P06687|AT1A3_RAT Sodium/potassium-transporting ATPase subunit alpha-3 OS=Rattus norvegicus GN=Atp1a3 PE=1 SV=214 43 0.053646 -0.07568 0.185076 0.6093875 0.379487

sp|P69682|NECP1_RAT Adaptin ear-binding coat-associated protein 1 OS=Rattus norvegicus GN=Necap1 PE=1 SV=12 4 0.0323277 -0.293837 0.3571839 0.610125 0.3797214

sp|Q9Z1I6|ARHG1_RAT Rho guanine nucleotide exchange factor 1 OS=Rattus norvegicus GN=Arhgef1 PE=1 SV=11 2 -0.017992 -0.514099 0.4451957 0.610225 0.3799554

sp|Q4AEF8|COPG_RAT Coatomer subunit gamma OS=Rattus norvegicus GN=Copg PE=2 SV=114 30 0.0544041 -0.063607 0.1693984 0.6104125 0.3801892

sp|P62963|PROF1_RAT Profilin-1 OS=Rattus norvegicus GN=Pfn1 PE=1 SV=29 41 -0.058842 -0.14956 0.0314482 0.6108125 0.3806558

sp|P06907|MYP0_RAT Myelin protein P0 OS=Rattus norvegicus GN=Mpz PE=1 SV=18 100 0.0397752 -0.190814 0.2790483 0.6109875 0.3808887

sp|O35568|FBLN3_RAT EGF-containing fibulin-like extracellular matrix protein 1 OS=Rattus norvegicus GN=Efemp1 PE=1 SV=11 3 0.0077361 -0.46785 0.4469229 0.6109875 0.3811211

sp|Q04631|FNTA_RAT Protein farnesyltransferase/geranylgeranyltransferase type-1 subunit alpha OS=Rattus norvegicus GN=Fnta PE=1 SV=13 5 -0.03155 -0.317144 0.2433584 0.61105 0.3813532

sp|O08838|AMPH_RAT Amphiphysin OS=Rattus norvegicus GN=Amph PE=1 SV=19 23 0.0530172 -0.070727 0.1848858 0.6111375 0.3815848

sp|P54311|GBB1_RAT Guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-1 OS=Rattus norvegicus GN=Gnb1 PE=1 SV=46 21 0.0532852 -0.067979 0.1741804 0.611425 0.3820472

sp|P04904|GSTA3_RAT Glutathione S-transferase alpha-3 OS=Rattus norvegicus GN=Gsta3 PE=1 SV=314 48 0.0527432 -0.079039 0.1880754 0.6115375 0.3822779

sp|Q5NDF0|AGO61_RAT Uncharacterized glycosyltransferase AGO61 OS=Rattus norvegicus GN=Ago61 PE=2 SV=13 4 -0.01321 -0.507835 0.4805162 0.611975 0.3825085

sp|B2RYW9|FAHD2_RAT Fumarylacetoacetate hydrolase domain-containing protein 2 OS=Rattus norvegicus GN=Fahd2 PE=1 SV=15 7 -0.042421 -0.260772 0.1674272 0.6120875 0.3827387

sp|Q499N5|ACSF2_RAT Acyl-CoA synthetase family member 2, mitochondrial OS=Rattus norvegicus GN=Acsf2 PE=2 SV=15 14 -0.046801 -0.218241 0.1246949 0.612725 0.3829692

sp|Q641X3|HEXA_RAT Beta-hexosaminidase subunit alpha OS=Rattus norvegicus GN=Hexa PE=2 SV=13 6 0.0371729 -0.203691 0.2747928 0.6129 0.3831993
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sp|P52632|STA5B_RAT Signal transducer and activator of transcription 5B OS=Rattus norvegicus GN=Stat5b PE=2 SV=12 3 -0.044335 -0.234303 0.146296 0.6133875 0.3834295

sp|B0BN56|RT31_RAT 28S ribosomal protein S31, mitochondrial OS=Rattus norvegicus GN=Mrps31 PE=2 SV=11 2 -0.012794 -0.517008 0.4735414 0.6139625 0.384347

sp|Q4FZT6|H2A3_RAT Histone H2A type 3 OS=Rattus norvegicus PE=2 SV=31 2 -0.024418 -0.426414 0.4061106 0.6141 0.3845757

sp|P51871|CP4F6_RAT Cytochrome P450 4F6 OS=Rattus norvegicus GN=Cyp4f6 PE=2 SV=11 2 0.0438113 -0.154498 0.2541042 0.6141375 0.3848039

sp|Q5I0D5|LHPP_RAT Phospholysine phosphohistidine inorganic pyrophosphate phosphatase OS=Rattus norvegicus GN=Lhpp PE=2 SV=14 7 0.0385303 -0.201424 0.2896231 0.6141625 0.3850316

sp|Q5U2R3|FRMD8_RAT FERM domain-containing protein 8 OS=Rattus norvegicus GN=Frmd8 PE=2 SV=13 7 0.0034607 -0.495913 0.5223032 0.614375 0.3852591

sp|P31000|VIME_RAT Vimentin OS=Rattus norvegicus GN=Vim PE=1 SV=222 100 -0.055131 -0.170655 0.0562845 0.6144 0.3854862

sp|Q4V8E4|CC104_RAT Coiled-coil domain-containing protein 104 OS=Rattus norvegicus GN=Ccdc104 PE=2 SV=12 3 0.0129766 -0.441179 0.4744431 0.6145 0.385713

sp|Q5U211|SNX3_RAT Sorting nexin-3 OS=Rattus norvegicus GN=Snx3 PE=1 SV=17 16 -0.055871 -0.164741 0.0561206 0.614575 0.3859394

sp|Q9EQN5|SMBP2_RAT DNA-binding protein SMUBP-2 OS=Rattus norvegicus GN=Ighmbp2 PE=1 SV=16 8 0.0383063 -0.192285 0.2623169 0.6147625 0.3861655

sp|P12007|IVD_RAT Isovaleryl-CoA dehydrogenase, mitochondrial OS=Rattus norvegicus GN=Ivd PE=1 SV=27 13 -0.053381 -0.182194 0.071027 0.615475 0.3863918

sp|P38656|LA_RAT Lupus La protein homolog OS=Rattus norvegicus GN=Ssb PE=2 SV=19 16 -0.045028 -0.230619 0.1358971 0.615925 0.3866182

sp|P39069|KAD1_RAT Adenylate kinase isoenzyme 1 OS=Rattus norvegicus GN=Ak1 PE=1 SV=39 34 0.0398759 -0.180905 0.2591317 0.616125 0.3868443

sp|P13852|PRIO_RAT Major prion protein OS=Rattus norvegicus GN=Prnp PE=1 SV=22 2 -0.014608 -0.494974 0.4411887 0.6165875 0.3872957

sp|Q9WV97|TIM9_RAT Mitochondrial import inner membrane translocase subunit Tim9 OS=Rattus norvegicus GN=Timm9 PE=1 SV=32 3 -0.039159 -0.254035 0.1800817 0.6191875 0.3879762

sp|Q9JHW0|PSB7_RAT Proteasome subunit beta type-7 OS=Rattus norvegicus GN=Psmb7 PE=1 SV=14 13 -0.052196 -0.177421 0.0737215 0.6194 0.3882029

sp|Q641Y2|NDUS2_RAT NADH dehydrogenase [ubiquinone] iron-sulfur protein 2, mitochondrial OS=Rattus norvegicus GN=Ndufs2 PE=1 SV=19 16 0.0476047 -0.103915 0.1954882 0.619625 0.3884293

sp|Q9Z254|GIPC1_RAT PDZ domain-containing protein GIPC1 OS=Rattus norvegicus GN=Gipc1 PE=1 SV=23 6 0.032784 -0.224372 0.2773334 0.6202375 0.3886559

sp|P11505|AT2B1_RAT Plasma membrane calcium-transporting ATPase 1 OS=Rattus norvegicus GN=Atp2b1 PE=2 SV=25 10 -0.0473 -0.219696 0.1296294 0.620275 0.3888821

sp|Q07266|DREB_RAT Drebrin OS=Rattus norvegicus GN=Dbn1 PE=2 SV=311 29 0.0564961 -0.040188 0.1586526 0.6205375 0.3891081

sp|P25304|AGRIN_RAT Agrin OS=Rattus norvegicus GN=Agrn PE=1 SV=26 7 0.0185353 -0.329573 0.3698894 0.6210625 0.3893342

sp|Q4V8C7|PRKRA_RAT Interferon-inducible double stranded RNA-dependent protein kinase activator A OS=Rattus norvegicus GN=Prkra PE=1 SV=15 13 0.0355609 -0.19281 0.2651398 0.6214 0.3895601

sp|P13233|CN37_RAT 2',3'-cyclic-nucleotide 3'-phosphodiesterase OS=Rattus norvegicus GN=Cnp PE=1 SV=225 100 0.0538341 -0.060581 0.1703062 0.6217375 0.389786

sp|P41498|PPAC_RAT Low molecular weight phosphotyrosine protein phosphatase OS=Rattus norvegicus GN=Acp1 PE=1 SV=36 13 0.0485247 -0.102263 0.1938726 0.6219625 0.3900116

sp|Q08420|SODE_RAT Extracellular superoxide dismutase [Cu-Zn] OS=Rattus norvegicus GN=Sod3 PE=1 SV=22 4 -0.00604 -0.469562 0.4644407 0.623275 0.3904638

sp|P14841|CYTC_RAT Cystatin-C OS=Rattus norvegicus GN=Cst3 PE=1 SV=24 11 0.0405007 -0.163863 0.2523732 0.62335 0.3906895

sp|Q0ZCA7|CLC2L_RAT C-type lectin domain family 2 member L OS=Rattus norvegicus GN=Clec2l PE=2 SV=24 13 0.0498047 -0.09234 0.1912215 0.623825 0.3911404

sp|Q5FVK6|C2D1B_RAT Coiled-coil and C2 domain-containing protein 1B OS=Rattus norvegicus GN=Cc2d1b PE=2 SV=24 5 -0.033467 -0.30926 0.2436169 0.6246375 0.391366

sp|Q68FR6|EF1G_RAT Elongation factor 1-gamma OS=Rattus norvegicus GN=Eef1g PE=1 SV=323 100 -0.051904 -0.177048 0.0739619 0.6246625 0.3915912

sp|Q9WVS2|OSGEP_RAT Probable O-sialoglycoprotein endopeptidase (Fragment) OS=Rattus norvegicus GN=Osgep PE=2 SV=12 2 0.0021511 -0.46349 0.4845331 0.6252375 0.3920411

sp|B2GUV7|IF2P_RAT Eukaryotic translation initiation factor 5B OS=Rattus norvegicus GN=Eif5b PE=1 SV=12 2 -0.027973 -0.31958 0.2701481 0.62705 0.3922673

sp|Q5PPH0|ENOPH_RAT Enolase-phosphatase E1 OS=Rattus norvegicus GN=Enoph1 PE=2 SV=15 18 -0.040059 -0.254386 0.1648623 0.6273375 0.3924934

sp|P30835|K6PL_RAT 6-phosphofructokinase, liver type OS=Rattus norvegicus GN=Pfkl PE=2 SV=34 7 0.0356885 -0.181395 0.2556944 0.6275375 0.3927191

sp|Q9Z339|GSTO1_RAT Glutathione S-transferase omega-1 OS=Rattus norvegicus GN=Gsto1 PE=1 SV=23 4 0.0362423 -0.204442 0.2894659 0.6275625 0.3929445

sp|Q62824|EXOC4_RAT Exocyst complex component 4 OS=Rattus norvegicus GN=Exoc4 PE=2 SV=14 5 0.0256784 -0.296916 0.3632177 0.6279 0.3933945

sp|P0C0S7|H2AZ_RAT Histone H2A.Z OS=Rattus norvegicus GN=H2afz PE=1 SV=23 25 -0.04048 -0.239137 0.1565531 0.6279125 0.3936189

sp|P43244|MATR3_RAT Matrin-3 OS=Rattus norvegicus GN=Matr3 PE=1 SV=210 32 -0.042626 -0.225487 0.1361434 0.628075 0.3938431

sp|Q64428|ECHA_RAT Trifunctional enzyme subunit alpha, mitochondrial OS=Rattus norvegicus GN=Hadha PE=1 SV=224 85 -0.061876 -0.120637 -0.001894 0.6281625 0.3940669

sp|P84245|H33_RAT Histone H3.3 OS=Rattus norvegicus GN=H3f3b PE=1 SV=24 24 0.0301056 -0.227419 0.2967846 0.6282625 0.3942904

sp|P32577|CSK_RAT Tyrosine-protein kinase CSK OS=Rattus norvegicus GN=Csk PE=1 SV=13 4 -0.015999 -0.405668 0.3742974 0.628475 0.3945136

sp|P85971|6PGL_RAT 6-phosphogluconolactonase OS=Rattus norvegicus GN=Pgls PE=1 SV=13 8 0.0408023 -0.149226 0.2286868 0.6290625 0.3951818

sp|P30349|LKHA4_RAT Leukotriene A-4 hydrolase OS=Rattus norvegicus GN=Lta4h PE=2 SV=210 18 -0.050097 -0.185702 0.0795044 0.6293625 0.3954042

sp|O35142|COPB2_RAT Coatomer subunit beta' OS=Rattus norvegicus GN=Copb2 PE=1 SV=315 34 -0.04969 -0.182986 0.0818945 0.63025 0.395627

sp|Q5XIF6|TBA4A_RAT Tubulin alpha-4A chain OS=Rattus norvegicus GN=Tuba4a PE=2 SV=14 25 0.0493768 -0.101924 0.1985755 0.6304875 0.3958496

sp|P70483|STRN_RAT Striatin OS=Rattus norvegicus GN=Strn PE=1 SV=12 3 -0.008741 -0.400822 0.3679265 0.6305 0.3960718

sp|P39052|DYN2_RAT Dynamin-2 OS=Rattus norvegicus GN=Dnm2 PE=1 SV=14 7 0.0217986 -0.305662 0.3558214 0.6308625 0.396294

sp|Q9Z1E1|FLOT1_RAT Flotillin-1 OS=Rattus norvegicus GN=Flot1 PE=2 SV=217 38 0.0537527 -0.052814 0.1579025 0.631125 0.3965159
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sp|Q5BJT2|UBL3_RAT Ubiquitin-like protein 3 OS=Rattus norvegicus GN=Ubl3 PE=2 SV=12 4 0.0109494 -0.381224 0.3914866 0.6321875 0.397403

sp|Q9JMI1|AACS_RAT Acetoacetyl-CoA synthetase OS=Rattus norvegicus GN=Aacs PE=1 SV=12 3 0.006249 -0.387107 0.4166464 0.6322625 0.3976239

sp|P28075|PSB5_RAT Proteasome subunit beta type-5 OS=Rattus norvegicus GN=Psmb5 PE=1 SV=33 5 0.0351984 -0.178327 0.2552789 0.63245 0.3978446

sp|Q68FR9|EF1D_RAT Elongation factor 1-delta OS=Rattus norvegicus GN=Eef1d PE=1 SV=211 51 -0.055817 -0.146908 0.0395467 0.632575 0.398065

sp|P24050|RS5_RAT 40S ribosomal protein S5 OS=Rattus norvegicus GN=Rps5 PE=2 SV=38 31 -0.059207 -0.130268 0.0087736 0.6328375 0.3982853

sp|Q561S0|NDUAA_RAT NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 10, mitochondrial OS=Rattus norvegicus GN=Ndufa10 PE=1 SV=18 17 -0.048597 -0.180724 0.0825606 0.6329375 0.3985052

sp|P0C5W1|MAP1S_RAT Microtubule-associated protein 1S OS=Rattus norvegicus GN=Map1s PE=1 SV=14 6 0.0312673 -0.210465 0.2680389 0.6335125 0.3989448

sp|O35828|CORO7_RAT Coronin-7 (Fragment) OS=Rattus norvegicus GN=Coro7 PE=2 SV=14 8 0.0366519 -0.167087 0.2423275 0.633675 0.3991642

sp|Q64559|BACH_RAT Cytosolic acyl coenzyme A thioester hydrolase OS=Rattus norvegicus GN=Acot7 PE=1 SV=413 42 -0.057934 -0.137902 0.0180509 0.6336875 0.3993832

sp|P97629|LCAP_RAT Leucyl-cystinyl aminopeptidase OS=Rattus norvegicus GN=Lnpep PE=1 SV=15 15 0.0249676 -0.258412 0.2996808 0.6337 0.3996017

sp|Q6AY84|SCRN1_RAT Secernin-1 OS=Rattus norvegicus GN=Scrn1 PE=1 SV=114 44 0.027201 -0.238356 0.309074 0.6337375 0.3998199

sp|Q99PF5|FUBP2_RAT Far upstream element-binding protein 2 OS=Rattus norvegicus GN=Khsrp PE=1 SV=16 16 -0.050394 -0.172321 0.0693372 0.6342625 0.4000382

sp|P63322|RALA_RAT Ras-related protein Ral-A OS=Rattus norvegicus GN=Rala PE=1 SV=18 27 0.0570669 -0.027423 0.1408247 0.6347 0.4002565

sp|P17955|NUP62_RAT Nuclear pore glycoprotein p62 OS=Rattus norvegicus GN=Nup62 PE=1 SV=11 3 0.0158988 -0.314164 0.3555692 0.6351875 0.4004749

sp|Q9QXU9|PCSK1_RAT ProSAAS OS=Rattus norvegicus GN=Pcsk1n PE=1 SV=12 4 -0.006926 -0.379621 0.3443655 0.6362125 0.4006937

sp|Q9R1T5|ACY2_RAT Aspartoacylase OS=Rattus norvegicus GN=Aspa PE=1 SV=212 35 0.033134 -0.200027 0.2698015 0.6363375 0.4009123

sp|Q9JIH7|WNK1_RAT Serine/threonine-protein kinase WNK1 OS=Rattus norvegicus GN=Wnk1 PE=1 SV=22 3 0.0088435 -0.39676 0.4204176 0.6367625 0.401349

sp|Q00657|CSPG4_RAT Chondroitin sulfate proteoglycan 4 OS=Rattus norvegicus GN=Cspg4 PE=1 SV=24 10 -0.041143 -0.215751 0.129155 0.636975 0.401567

sp|P62959|HINT1_RAT Histidine triad nucleotide-binding protein 1 OS=Rattus norvegicus GN=Hint1 PE=1 SV=54 11 -0.019728 -0.323539 0.2940359 0.63735 0.4017849

sp|P62944|AP2B1_RAT AP-2 complex subunit beta OS=Rattus norvegicus GN=Ap2b1 PE=1 SV=113 32 -0.057243 -0.1325 0.0179755 0.63805 0.4022204

sp|P63041|CPLX1_RAT Complexin-1 OS=Rattus norvegicus GN=Cplx1 PE=1 SV=14 14 0.0455042 -0.105273 0.1925445 0.63835 0.402438

sp|Q5I0P2|GCSH_RAT Glycine cleavage system H protein, mitochondrial OS=Rattus norvegicus GN=Gcsh PE=2 SV=13 9 -0.03986 -0.222912 0.1471919 0.6388875 0.4026557

sp|P84903|STIM1_RAT Stromal interaction molecule 1 OS=Rattus norvegicus GN=Stim1 PE=1 SV=12 5 -0.024671 -0.298753 0.236997 0.63985 0.4030916

sp|Q8R478|WBP2_RAT WW domain-binding protein 2 OS=Rattus norvegicus GN=Wbp2 PE=1 SV=15 19 0.0413661 -0.142824 0.2239767 0.64055 0.4033096

sp|P54690|BCAT1_RAT Branched-chain-amino-acid aminotransferase, cytosolic OS=Rattus norvegicus GN=Bcat1 PE=1 SV=113 44 0.0504605 -0.072107 0.1725019 0.6405625 0.4035273

sp|Q99MS0|S14L2_RAT SEC14-like protein 2 OS=Rattus norvegicus GN=Sec14l2 PE=1 SV=12 3 -0.015901 -0.320157 0.2833289 0.6406875 0.4037446

sp|Q02874|H2AY_RAT Core histone macro-H2A.1 OS=Rattus norvegicus GN=H2afy PE=1 SV=48 44 -0.049564 -0.172507 0.0739696 0.6409375 0.4039619

sp|Q6AYR6|HDHD2_RAT Haloacid dehalogenase-like hydrolase domain-containing protein 2 OS=Rattus norvegicus GN=Hdhd2 PE=2 SV=13 5 -0.020416 -0.296665 0.2679396 0.6409875 0.4041787

sp|P09215|KPCD_RAT Protein kinase C delta type OS=Rattus norvegicus GN=Prkcd PE=1 SV=12 2 -0.021192 -0.309829 0.2672737 0.641025 0.4043952

sp|P12749|RL26_RAT 60S ribosomal protein L26 OS=Rattus norvegicus GN=Rpl26 PE=1 SV=110 22 -0.055255 -0.144778 0.0359993 0.6416625 0.4046119

sp|Q920A6|RISC_RAT Retinoid-inducible serine carboxypeptidase OS=Rattus norvegicus GN=Scpep1 PE=2 SV=17 16 -0.044334 -0.192184 0.109961 0.6422125 0.4050449

sp|Q64303|PAK2_RAT Serine/threonine-protein kinase PAK 2 OS=Rattus norvegicus GN=Pak2 PE=1 SV=15 9 -0.030559 -0.266505 0.1997018 0.6426875 0.4052614

sp|O08700|VPS45_RAT Vacuolar protein sorting-associated protein 45 OS=Rattus norvegicus GN=Vps45 PE=2 SV=12 4 -0.022937 -0.305465 0.2541311 0.64405 0.4054786

sp|Q5XID1|CPIN1_RAT Anamorsin OS=Rattus norvegicus GN=Ciapin1 PE=2 SV=14 5 0.0008596 -0.385331 0.398315 0.6443625 0.4056958

sp|Q4V8B0|OXR1_RAT Oxidation resistance protein 1 OS=Rattus norvegicus GN=Oxr1 PE=1 SV=37 12 -0.043202 -0.194571 0.1059269 0.6452 0.4059133

sp|O35112|CD166_RAT CD166 antigen OS=Rattus norvegicus GN=Alcam PE=1 SV=17 20 -0.044879 -0.19109 0.0983932 0.64535 0.4061306

sp|P29975|AQP1_RAT Aquaporin-1 OS=Rattus norvegicus GN=Aqp1 PE=2 SV=42 3 0.0098744 -0.397952 0.4185443 0.646 0.4063481

sp|P29314|RS9_RAT 40S ribosomal protein S9 OS=Rattus norvegicus GN=Rps9 PE=1 SV=417 61 -0.053603 -0.152368 0.0432002 0.6464 0.4065655

sp|P82471|GNAQ_RAT Guanine nucleotide-binding protein G(q) subunit alpha OS=Rattus norvegicus GN=Gnaq PE=1 SV=27 15 0.0398488 -0.127261 0.2012031 0.6467375 0.4067829

sp|Q6PEC0|AP4A_RAT Bis(5'-nucleosyl)-tetraphosphatase [asymmetrical] OS=Rattus norvegicus GN=Nudt2 PE=2 SV=35 8 -0.016974 -0.308828 0.2752711 0.646775 0.4069999

sp|P21533|RL6_RAT 60S ribosomal protein L6 OS=Rattus norvegicus GN=Rpl6 PE=1 SV=517 76 -0.054992 -0.143017 0.0317462 0.64755 0.4072172

sp|Q924S5|LONM_RAT Lon protease homolog, mitochondrial OS=Rattus norvegicus GN=Lonp1 PE=2 SV=18 20 -0.045615 -0.180755 0.094943 0.647775 0.4074343

sp|Q9Z2L9|NDRG4_RAT Protein NDRG4 OS=Rattus norvegicus GN=Ndrg4 PE=2 SV=13 4 0.0142675 -0.326431 0.3503261 0.6482 0.4076514

sp|Q9R1Z0|VDAC3_RAT Voltage-dependent anion-selective channel protein 3 OS=Rattus norvegicus GN=Vdac3 PE=1 SV=28 20 -0.048852 -0.170515 0.0726591 0.648275 0.4078681

sp|P13084|NPM_RAT Nucleophosmin OS=Rattus norvegicus GN=Npm1 PE=1 SV=19 23 -0.052703 -0.156252 0.0522105 0.648775 0.408085

sp|Q5XHY7|STAM2_RAT Signal transducing adapter molecule 2 OS=Rattus norvegicus GN=Stam2 PE=2 SV=12 5 -0.011997 -0.335689 0.3209321 0.6488875 0.4083015

sp|P62278|RS13_RAT 40S ribosomal protein S13 OS=Rattus norvegicus GN=Rps13 PE=2 SV=212 68 -0.04969 -0.164131 0.0670396 0.6490375 0.4085178
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sp|P04631|S100B_RAT Protein S100-B OS=Rattus norvegicus GN=S100b PE=1 SV=27 55 -0.032458 -0.24597 0.1862159 0.6492375 0.4087339

sp|P26817|ARBK1_RAT Beta-adrenergic receptor kinase 1 OS=Rattus norvegicus GN=Adrbk1 PE=2 SV=11 3 0.0045898 -0.338444 0.3416825 0.650125 0.4089504

sp|Q62733|LAP2_RAT Lamina-associated polypeptide 2, isoform beta OS=Rattus norvegicus GN=Tmpo PE=1 SV=38 13 0.0455662 -0.085862 0.1770439 0.650375 0.4091667

sp|P56571|ES1_RAT ES1 protein homolog, mitochondrial OS=Rattus norvegicus PE=1 SV=212 50 -0.05724 -0.128957 0.0149912 0.650825 0.4093831

sp|Q5FVM6|MTMRC_RAT Myotubularin-related protein 12 OS=Rattus norvegicus GN=Mtmr12 PE=2 SV=22 2 0.0178691 -0.298407 0.3267598 0.6519125 0.4096

sp|Q811U3|RB6I2_RAT ELKS/Rab6-interacting/CAST family member 1 OS=Rattus norvegicus GN=Erc1 PE=1 SV=13 4 -0.004393 -0.364814 0.3614523 0.6534375 0.4098179

sp|P50554|GABT_RAT 4-aminobutyrate aminotransferase, mitochondrial OS=Rattus norvegicus GN=Abat PE=1 SV=315 41 -0.047771 -0.170004 0.073432 0.65585 0.4109075

sp|P06685|AT1A1_RAT Sodium/potassium-transporting ATPase subunit alpha-1 OS=Rattus norvegicus GN=Atp1a1 PE=1 SV=121 100 0.0505224 -0.056179 0.1584508 0.656 0.4111253

sp|Q6PST4|ATLA1_RAT Atlastin-1 OS=Rattus norvegicus GN=Atl1 PE=1 SV=111 20 -0.040352 -0.200423 0.1196994 0.6574125 0.4115618

sp|Q6MG61|CLIC1_RAT Chloride intracellular channel protein 1 OS=Rattus norvegicus GN=Clic1 PE=1 SV=13 6 0.0263995 -0.201848 0.2546464 0.6579375 0.4117802

sp|P29410|KAD2_RAT Adenylate kinase 2, mitochondrial OS=Rattus norvegicus GN=Ak2 PE=2 SV=24 12 -0.032796 -0.22871 0.1552071 0.6591625 0.4119993

sp|P38718|BR44_RAT Brain protein 44 OS=Rattus norvegicus GN=Brp44 PE=2 SV=13 7 -0.02622 -0.255837 0.2036453 0.659175 0.412218

sp|P51673|RABP2_RAT Cellular retinoic acid-binding protein 2 OS=Rattus norvegicus GN=Crabp2 PE=2 SV=22 7 -0.029227 -0.242488 0.1810005 0.65935 0.4124365

sp|P85845|FSCN1_RAT Fascin OS=Rattus norvegicus GN=Fscn1 PE=1 SV=211 32 -0.035886 -0.212608 0.1458045 0.6594625 0.4126548

sp|P16446|PIPNA_RAT Phosphatidylinositol transfer protein alpha isoform OS=Rattus norvegicus GN=Pitpna PE=1 SV=28 19 -0.039048 -0.20744 0.1231801 0.6602125 0.4128733

sp|O35244|PRDX6_RAT Peroxiredoxin-6 OS=Rattus norvegicus GN=Prdx6 PE=1 SV=314 47 -0.043976 -0.183478 0.0927147 0.66055 0.4133094

sp|P97532|THTM_RAT 3-mercaptopyruvate sulfurtransferase OS=Rattus norvegicus GN=Mpst PE=1 SV=35 8 0.0301841 -0.164193 0.2286538 0.661425 0.4135278

sp|Q63965|SFXN1_RAT Sideroflexin-1 OS=Rattus norvegicus GN=Sfxn1 PE=2 SV=43 7 -0.028616 -0.233256 0.1763531 0.6621125 0.4139642

sp|P09456|KAP0_RAT cAMP-dependent protein kinase type I-alpha regulatory subunit OS=Rattus norvegicus GN=Prkar1a PE=2 SV=26 11 0.0305169 -0.16886 0.2312015 0.66285 0.4141828

sp|P61959|SUMO2_RAT Small ubiquitin-related modifier 2 OS=Rattus norvegicus GN=Sumo2 PE=1 SV=11 4 0.0358406 -0.143151 0.2125781 0.6635625 0.4144015

sp|Q5M9I5|QCR6_RAT Cytochrome b-c1 complex subunit 6, mitochondrial OS=Rattus norvegicus GN=Uqcrh PE=2 SV=11 3 0.0266104 -0.24412 0.3044642 0.6638 0.4146201

sp|Q704S8|CACP_RAT Carnitine O-acetyltransferase OS=Rattus norvegicus GN=Crat PE=1 SV=16 8 0.0292394 -0.171063 0.2313401 0.6648125 0.4148392

sp|Q9JJ50|HGS_RAT Hepatocyte growth factor-regulated tyrosine kinase substrate OS=Rattus norvegicus GN=Hgs PE=1 SV=14 10 -0.002588 -0.433027 0.4032849 0.6650625 0.4150581

sp|B0BN18|PFD2_RAT Prefoldin subunit 2 OS=Rattus norvegicus GN=Pfdn2 PE=2 SV=14 9 -0.041788 -0.183091 0.0943762 0.6659 0.4152774

sp|P09414|NFIA_RAT Nuclear factor 1 A-type OS=Rattus norvegicus GN=Nfia PE=1 SV=21 3 0.0298185 -0.165615 0.230735 0.666075 0.4154964

sp|Q91Y81|SEPT2_RAT Septin-2 OS=Rattus norvegicus GN=Sept2 PE=1 SV=113 46 -0.051228 -0.149804 0.0459091 0.6666625 0.4159341

sp|Q642A6|VWA1_RAT von Willebrand factor A domain-containing protein 1 OS=Rattus norvegicus GN=Vwa1 PE=2 SV=111 44 0.0349166 -0.141913 0.2117071 0.66705 0.4163709

sp|P35467|S10A1_RAT Protein S100-A1 OS=Rattus norvegicus GN=S100a1 PE=1 SV=31 4 -0.029226 -0.236435 0.1750932 0.6674125 0.4165892

sp|O88658|KIF1B_RAT Kinesin-like protein KIF1B OS=Rattus norvegicus GN=Kif1b PE=1 SV=24 6 0.0105444 -0.27192 0.3076478 0.6678375 0.4170252

sp|P38062|AMPM2_RAT Methionine aminopeptidase 2 OS=Rattus norvegicus GN=Metap2 PE=2 SV=27 10 0.0423122 -0.091697 0.1733671 0.6684 0.4172432

sp|P50398|GDIA_RAT Rab GDP dissociation inhibitor alpha OS=Rattus norvegicus GN=Gdi1 PE=1 SV=119 80 0.0563568 -0.016039 0.1276994 0.66875 0.4176785

sp|P97534|FKB1B_RAT Peptidyl-prolyl cis-trans isomerase FKBP1B OS=Rattus norvegicus GN=Fkbp1b PE=2 SV=32 7 0.0399509 -0.102942 0.1856453 0.668875 0.4178958

sp|Q5M7U6|ARP2_RAT Actin-related protein 2 OS=Rattus norvegicus GN=Actr2 PE=1 SV=16 15 -0.034971 -0.205434 0.1360014 0.669225 0.418113

sp|P48508|GSH0_RAT Glutamate--cysteine ligase regulatory subunit OS=Rattus norvegicus GN=Gclm PE=1 SV=13 8 -0.035137 -0.190404 0.1268396 0.66925 0.4183298

sp|Q6MG08|ABCF1_RAT ATP-binding cassette sub-family F member 1 OS=Rattus norvegicus GN=Abcf1 PE=1 SV=17 13 -0.029343 -0.213512 0.1560062 0.670325 0.4194116

sp|P61972|NTF2_RAT Nuclear transport factor 2 OS=Rattus norvegicus GN=Nutf2 PE=1 SV=15 15 -0.028099 -0.228261 0.178954 0.6712 0.4196279

sp|P24473|GSTK1_RAT Glutathione S-transferase kappa 1 OS=Rattus norvegicus GN=Gstk1 PE=1 SV=36 8 -0.030784 -0.212327 0.1497074 0.67125 0.4198439

sp|P32198|CPT1A_RAT Carnitine O-palmitoyltransferase 1, liver isoform OS=Rattus norvegicus GN=Cpt1a PE=1 SV=26 15 0.0233141 -0.219773 0.274706 0.6719 0.4200601

sp|Q5HZE4|MTNA_RAT Methylthioribose-1-phosphate isomerase OS=Rattus norvegicus GN=Mri1 PE=2 SV=13 5 0.0146832 -0.244712 0.2764575 0.6719 0.4202759

sp|P35571|GPDM_RAT Glycerol-3-phosphate dehydrogenase, mitochondrial OS=Rattus norvegicus GN=Gpd2 PE=1 SV=19 17 0.0290705 -0.162639 0.2240098 0.67215 0.4204915

sp|P22734|COMT_RAT Catechol O-methyltransferase OS=Rattus norvegicus GN=Comt PE=1 SV=27 17 -0.031122 -0.216317 0.1599895 0.672325 0.420707

sp|Q68FS2|CSN4_RAT COP9 signalosome complex subunit 4 OS=Rattus norvegicus GN=Cops4 PE=2 SV=17 19 -0.046477 -0.152684 0.0613325 0.6727625 0.4211374

sp|Q8VHK7|HDGF_RAT Hepatoma-derived growth factor OS=Rattus norvegicus GN=Hdgf PE=1 SV=23 8 -0.044602 -0.15993 0.0708888 0.67285 0.4213522

sp|P23965|D3D2_RAT 3,2-trans-enoyl-CoA isomerase, mitochondrial OS=Rattus norvegicus GN=Dci PE=1 SV=19 34 -0.044473 -0.16998 0.0792121 0.67355 0.4219954

sp|P35213|1433B_RAT 14-3-3 protein beta/alpha OS=Rattus norvegicus GN=Ywhab PE=1 SV=34 7 -0.026023 -0.23794 0.1940412 0.6737125 0.4222095

sp|Q5FVL2|CX4NB_RAT Neighbor of COX4 OS=Rattus norvegicus GN=Cox4nb PE=2 SV=13 6 -0.011011 -0.277524 0.2647224 0.6740375 0.4224234

sp|Q62835|RABE2_RAT Rab GTPase-binding effector protein 2 OS=Rattus norvegicus GN=Rabep2 PE=2 SV=12 5 0.0053009 -0.306701 0.3039993 0.6748125 0.4228513
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sp|P08649|CO4_RAT Complement C4 OS=Rattus norvegicus GN=C4 PE=1 SV=39 14 -0.025372 -0.232316 0.1774956 0.675325 0.4232787

sp|P24329|THTR_RAT Thiosulfate sulfurtransferase OS=Rattus norvegicus GN=Tst PE=1 SV=311 26 0.04869 -0.048573 0.1425197 0.6758125 0.4234924

sp|P19944|RLA1_RAT 60S acidic ribosomal protein P1 OS=Rattus norvegicus GN=Rplp1 PE=3 SV=12 11 0.0170399 -0.232748 0.2751857 0.6761375 0.4237059

sp|P97615|THIOM_RAT Thioredoxin, mitochondrial OS=Rattus norvegicus GN=Txn2 PE=2 SV=12 5 -0.023361 -0.242117 0.197856 0.676575 0.4239195

sp|Q5U2Q3|CK054_RAT Ester hydrolase C11orf54 homolog OS=Rattus norvegicus PE=1 SV=14 5 0.0157002 -0.238782 0.2759203 0.6765875 0.4241327

sp|P42123|LDHB_RAT L-lactate dehydrogenase B chain OS=Rattus norvegicus GN=Ldhb PE=1 SV=220 100 0.0442959 -0.074902 0.1703209 0.676625 0.4243456

sp|P55161|NCKP1_RAT Nck-associated protein 1 OS=Rattus norvegicus GN=Nckap1 PE=2 SV=16 9 0.0227056 -0.186589 0.229327 0.6779875 0.4245593

sp|B0BN85|SUGT1_RAT Suppressor of G2 allele of SKP1 homolog OS=Rattus norvegicus GN=Sugt1 PE=2 SV=15 11 0.0325646 -0.134638 0.2099736 0.6782125 0.4247728

sp|Q9ES53|UFD1_RAT Ubiquitin fusion degradation protein 1 homolog OS=Rattus norvegicus GN=Ufd1l PE=1 SV=13 6 -0.010309 -0.281692 0.2625362 0.6792625 0.426049

sp|O08837|CDC5L_RAT Cell division cycle 5-related protein OS=Rattus norvegicus GN=Cdc5l PE=1 SV=25 6 -0.014281 -0.268979 0.2425006 0.68 0.4262615

sp|Q63798|PSME2_RAT Proteasome activator complex subunit 2 OS=Rattus norvegicus GN=Psme2 PE=2 SV=36 9 -0.02712 -0.225392 0.1676664 0.6804625 0.426686

sp|Q9Z2Q1|SC31A_RAT Protein transport protein Sec31A OS=Rattus norvegicus GN=Sec31a PE=1 SV=217 41 -0.051444 -0.135341 0.0303546 0.6813125 0.4268985

sp|Q63569|PRS6A_RAT 26S protease regulatory subunit 6A OS=Rattus norvegicus GN=Psmc3 PE=2 SV=113 44 -0.05041 -0.135862 0.0379349 0.681625 0.427111

sp|P41499|PTN11_RAT Tyrosine-protein phosphatase non-receptor type 11 OS=Rattus norvegicus GN=Ptpn11 PE=1 SV=47 8 -0.016186 -0.267708 0.2348216 0.6823875 0.427959

sp|Q27W01|RBM8A_RAT RNA-binding protein 8A OS=Rattus norvegicus GN=Rbm8a PE=2 SV=12 6 0.0371085 -0.107921 0.1767747 0.6825125 0.4281704

sp|P12368|KAP2_RAT cAMP-dependent protein kinase type II-alpha regulatory subunit OS=Rattus norvegicus GN=Prkar2a PE=1 SV=37 12 0.0355483 -0.121336 0.1921368 0.683425 0.4283822

sp|Q63258|ITA7_RAT Integrin alpha-7 OS=Rattus norvegicus GN=Itga7 PE=1 SV=215 35 0.053148 -0.024552 0.1294594 0.6837375 0.428594

sp|P54319|PLAP_RAT Phospholipase A-2-activating protein OS=Rattus norvegicus GN=Plaa PE=2 SV=36 11 0.0350608 -0.119177 0.1842193 0.6840375 0.4288056

sp|P24090|FETUA_RAT Alpha-2-HS-glycoprotein OS=Rattus norvegicus GN=Ahsg PE=1 SV=214 82 0.0099838 -0.257773 0.2781764 0.68525 0.4292296

sp|P47875|CSRP1_RAT Cysteine and glycine-rich protein 1 OS=Rattus norvegicus GN=Csrp1 PE=2 SV=213 37 -0.045893 -0.156148 0.0617565 0.685425 0.4294414

sp|Q9ESH6|GLRX1_RAT Glutaredoxin-1 OS=Rattus norvegicus GN=Glrx PE=2 SV=34 13 -0.026203 -0.216809 0.1641408 0.6857625 0.429653

sp|Q00438|PTBP1_RAT Polypyrimidine tract-binding protein 1 OS=Rattus norvegicus GN=Ptbp1 PE=1 SV=14 7 -0.033288 -0.193678 0.129226 0.6862875 0.4298648

sp|P34067|PSB4_RAT Proteasome subunit beta type-4 OS=Rattus norvegicus GN=Psmb4 PE=1 SV=24 17 -0.041439 -0.16696 0.0812451 0.6875 0.4304994

sp|P04764|ENOA_RAT Alpha-enolase OS=Rattus norvegicus GN=Eno1 PE=1 SV=418 91 0.053723 -0.02015 0.1254327 0.68785 0.4307111

sp|Q8R431|MGLL_RAT Monoglyceride lipase OS=Rattus norvegicus GN=Mgll PE=1 SV=112 41 -0.031791 -0.195827 0.1348502 0.6895 0.431556

sp|Q62645|NMDE4_RAT Glutamate [NMDA] receptor subunit epsilon-4 OS=Rattus norvegicus GN=Grin2d PE=1 SV=22 6 0.0326576 -0.125499 0.1895223 0.6899625 0.4317676

sp|P04897|GNAI2_RAT Guanine nucleotide-binding protein G(i) subunit alpha-2 OS=Rattus norvegicus GN=Gnai2 PE=1 SV=37 30 0.0400547 -0.08181 0.1688979 0.69 0.4319789

sp|P04256|ROA1_RAT Heterogeneous nuclear ribonucleoprotein A1 OS=Rattus norvegicus GN=Hnrnpa1 PE=1 SV=38 30 -0.0501 -0.133136 0.03393 0.6909625 0.4324015

sp|O88989|MDHC_RAT Malate dehydrogenase, cytoplasmic OS=Rattus norvegicus GN=Mdh1 PE=1 SV=321 80 0.0509089 -0.033842 0.1334882 0.6910375 0.4326126

sp|Q8CH84|ELAV2_RAT ELAV-like protein 2 OS=Rattus norvegicus GN=Elavl2 PE=2 SV=12 5 -0.016827 -0.2451 0.2069975 0.6911875 0.4328235

sp|P51886|LUM_RAT Lumican OS=Rattus norvegicus GN=Lum PE=2 SV=113 100 -0.014275 -0.259723 0.2130243 0.6924625 0.4332454

sp|O35095|NCDN_RAT Neurochondrin OS=Rattus norvegicus GN=Ncdn PE=1 SV=216 33 -0.047466 -0.140251 0.0462145 0.6924625 0.4334563

sp|Q5U2V8|TM111_RAT Transmembrane protein 111 OS=Rattus norvegicus GN=Tmem111 PE=2 SV=33 4 0.0120165 -0.238253 0.2670051 0.692575 0.433667

sp|P08460|NID1_RAT Nidogen-1 (Fragment) OS=Rattus norvegicus GN=Nid1 PE=2 SV=27 40 0.0069928 -0.258098 0.2739261 0.6931625 0.4338778

sp|Q5FVI6|VATC1_RAT V-type proton ATPase subunit C 1 OS=Rattus norvegicus GN=Atp6v1c1 PE=2 SV=19 19 -0.043372 -0.147662 0.0638834 0.6934375 0.4340885

sp|Q923S8|PANK4_RAT Pantothenate kinase 4 OS=Rattus norvegicus GN=Pank4 PE=1 SV=12 4 0.0266769 -0.205781 0.2906929 0.69395 0.4342992

sp|P62332|ARF6_RAT ADP-ribosylation factor 6 OS=Rattus norvegicus GN=Arf6 PE=1 SV=22 8 0.0145515 -0.227512 0.2585964 0.6941375 0.4345098

sp|P01041|CYTB_RAT Cystatin-B OS=Rattus norvegicus GN=Cstb PE=1 SV=14 10 -0.029742 -0.196689 0.1378633 0.6952625 0.434721

sp|P39032|RL36_RAT 60S ribosomal protein L36 OS=Rattus norvegicus GN=Rpl36 PE=1 SV=25 18 -0.048454 -0.144146 0.0495298 0.6952875 0.4349318

sp|Q63413|UAP56_RAT Spliceosome RNA helicase Bat1 OS=Rattus norvegicus GN=Bat1 PE=1 SV=315 26 -0.049617 -0.136486 0.034444 0.6955625 0.4351425

sp|P35565|CALX_RAT Calnexin OS=Rattus norvegicus GN=Canx PE=1 SV=122 85 -0.050937 -0.132247 0.031273 0.6956 0.4353528

sp|P97521|MCAT_RAT Mitochondrial carnitine/acylcarnitine carrier protein OS=Rattus norvegicus GN=Slc25a20 PE=1 SV=13 5 0.0189261 -0.187654 0.2279718 0.696675 0.4357741

sp|Q794F9|4F2_RAT 4F2 cell-surface antigen heavy chain OS=Rattus norvegicus GN=Slc3a2 PE=1 SV=18 24 0.0421886 -0.075447 0.1617739 0.6967 0.4359844

sp|P21263|NEST_RAT Nestin OS=Rattus norvegicus GN=Nes PE=1 SV=240 98 -0.014814 -0.247488 0.2147174 0.6975875 0.436195

sp|Q5U2Z3|NP1L4_RAT Nucleosome assembly protein 1-like 4 OS=Rattus norvegicus GN=Nap1l4 PE=2 SV=18 20 0.0350747 -0.108313 0.1752958 0.6979125 0.4366157

sp|Q4QQT4|2AAB_RAT Serine/threonine-protein phosphatase 2A 65 kDa regulatory subunit A beta isoform OS=Rattus norvegicus GN=Ppp2r1b PE=2 SV=15 18 0.0386905 -0.088713 0.1653147 0.698125 0.4368257

sp|Q4V7D2|ROGDI_RAT Protein rogdi homolog OS=Rattus norvegicus GN=Rogdi PE=2 SV=12 2 -0.014662 -0.246482 0.2270832 0.69875 0.4372457
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sp|P14882|PCCA_RAT Propionyl-CoA carboxylase alpha chain, mitochondrial OS=Rattus norvegicus GN=Pcca PE=1 SV=36 18 -0.036549 -0.170413 0.0967876 0.699425 0.437665

sp|P11348|DHPR_RAT Dihydropteridine reductase OS=Rattus norvegicus GN=Qdpr PE=1 SV=17 24 -0.046216 -0.148936 0.0521366 0.6995125 0.4378745

sp|P97834|CSN1_RAT COP9 signalosome complex subunit 1 OS=Rattus norvegicus GN=Gps1 PE=1 SV=15 8 -0.026614 -0.202247 0.1485418 0.6996125 0.4380837

sp|Q66HF9|LRRF1_RAT Leucine-rich repeat flightless-interacting protein 1 OS=Rattus norvegicus GN=Lrrfip1 PE=1 SV=11 2 -0.000778 -0.335392 0.3442653 0.7002 0.4382931

sp|Q63081|PDIA6_RAT Protein disulfide-isomerase A6 OS=Rattus norvegicus GN=Pdia6 PE=1 SV=214 58 -0.052795 -0.126253 0.0211666 0.7003875 0.4385022

sp|P07151|B2MG_RAT Beta-2-microglobulin OS=Rattus norvegicus GN=B2m PE=1 SV=13 8 0.0262854 -0.149905 0.1974612 0.7006 0.4389199

sp|Q5XII0|EPDR1_RAT Mammalian ependymin-related protein 1 OS=Rattus norvegicus GN=Epdr1 PE=2 SV=110 30 -0.030525 -0.191589 0.1283687 0.7006 0.4387112

sp|P54645|AAPK1_RAT 5'-AMP-activated protein kinase catalytic subunit alpha-1 OS=Rattus norvegicus GN=Prkaa1 PE=1 SV=26 7 0.0167791 -0.189695 0.2312225 0.7015375 0.439129

sp|Q68FT9|SCLY_RAT Selenocysteine lyase OS=Rattus norvegicus GN=Scly PE=1 SV=13 5 -0.008394 -0.251431 0.2351265 0.7018125 0.439338

sp|Q99JD4|CLAP2_RAT CLIP-associating protein 2 OS=Rattus norvegicus GN=Clasp2 PE=2 SV=19 16 -0.034284 -0.16997 0.1031079 0.7018625 0.4395467

sp|Q6P686|OSTF1_RAT Osteoclast-stimulating factor 1 OS=Rattus norvegicus GN=Ostf1 PE=1 SV=19 29 0.0443738 -0.055483 0.1496841 0.7022875 0.4401716

sp|Q9EPB1|DPP2_RAT Dipeptidyl peptidase 2 OS=Rattus norvegicus GN=Dpp7 PE=1 SV=13 9 0.0062647 -0.249873 0.2613104 0.7036125 0.4405884

sp|P13221|AATC_RAT Aspartate aminotransferase, cytoplasmic OS=Rattus norvegicus GN=Got1 PE=1 SV=320 81 0.0365797 -0.096447 0.1696607 0.7048 0.4414204

sp|P02564|MYH7_RAT Myosin-7 OS=Rattus norvegicus GN=Myh7 PE=2 SV=22 3 0.0009668 -0.26623 0.2938336 0.7058625 0.442252

sp|Q7TP47|HNRPQ_RAT Heterogeneous nuclear ribonucleoprotein Q OS=Rattus norvegicus GN=Syncrip PE=2 SV=114 41 -0.043988 -0.147523 0.0610757 0.7066125 0.4426668

sp|Q5RKH0|GLYR1_RAT Putative oxidoreductase GLYR1 OS=Rattus norvegicus GN=Glyr1 PE=2 SV=12 5 0.0107232 -0.214981 0.2399595 0.7085 0.4430823

sp|P10688|PLCD1_RAT 1-phosphatidylinositol-4,5-bisphosphate phosphodiesterase delta-1 OS=Rattus norvegicus GN=Plcd1 PE=1 SV=15 11 0.0192739 -0.17331 0.2061083 0.708975 0.4437063

sp|Q5U318|PEA15_RAT Astrocytic phosphoprotein PEA-15 OS=Rattus norvegicus GN=Pea15 PE=1 SV=110 41 0.0137358 -0.205847 0.2314932 0.7090625 0.4439138

sp|Q00981|UCHL1_RAT Ubiquitin carboxyl-terminal hydrolase isozyme L1 OS=Rattus norvegicus GN=Uchl1 PE=1 SV=217 100 0.0375822 -0.090405 0.1663115 0.709075 0.4441209

sp|P07335|KCRB_RAT Creatine kinase B-type OS=Rattus norvegicus GN=Ckb PE=1 SV=219 100 -0.041789 -0.154201 0.0717942 0.709425 0.444328

sp|Q99ML5|PCYOX_RAT Prenylcysteine oxidase OS=Rattus norvegicus GN=Pcyox1 PE=1 SV=16 18 -0.036644 -0.161844 0.0884888 0.7101875 0.4449486

sp|Q4V7C7|ARP3_RAT Actin-related protein 3 OS=Rattus norvegicus GN=Actr3 PE=1 SV=115 50 -0.052815 -0.121865 0.0161484 0.7104875 0.4451552

sp|Q9EQR2|ADAS_RAT Alkyldihydroxyacetonephosphate synthase, peroxisomal OS=Rattus norvegicus GN=Agps PE=2 SV=14 8 -0.00391 -0.240967 0.2505224 0.7105125 0.4453616

sp|Q62991|SCFD1_RAT Sec1 family domain-containing protein 1 OS=Rattus norvegicus GN=Scfd1 PE=1 SV=17 11 -0.018613 -0.209745 0.1720692 0.7107375 0.4455678

sp|Q62625|MLP3B_RAT Microtubule-associated proteins 1A/1B light chain 3B OS=Rattus norvegicus GN=Map1lc3b PE=1 SV=32 9 0.0196275 -0.172194 0.2152548 0.7114875 0.4459798

sp|P21775|THIKA_RAT 3-ketoacyl-CoA thiolase A, peroxisomal OS=Rattus norvegicus GN=Acaa1a PE=2 SV=210 33 -0.018762 -0.215801 0.1823609 0.7127375 0.4461866

sp|Q9QX69|LANC1_RAT LanC-like protein 1 OS=Rattus norvegicus GN=Lancl1 PE=2 SV=28 14 0.039544 -0.07461 0.1586834 0.7128875 0.4463932

sp|Q91Y78|UCHL3_RAT Ubiquitin carboxyl-terminal hydrolase isozyme L3 OS=Rattus norvegicus GN=Uchl3 PE=1 SV=13 8 0.0202563 -0.171772 0.210979 0.7134875 0.4468061

sp|Q5XIE0|AN32E_RAT Acidic leucine-rich nuclear phosphoprotein 32 family member E OS=Rattus norvegicus GN=Anp32e PE=2 SV=12 5 -0.001603 -0.287264 0.3103601 0.7136375 0.4472181

sp|P41123|RL13_RAT 60S ribosomal protein L13 OS=Rattus norvegicus GN=Rpl13 PE=1 SV=28 32 -0.043147 -0.149939 0.0588772 0.7137125 0.4474238

sp|P48679|LMNA_RAT Prelamin-A/C OS=Rattus norvegicus GN=Lmna PE=1 SV=128 100 -0.038291 -0.156635 0.0855732 0.713825 0.4476292

sp|P52590|NU107_RAT Nuclear pore complex protein Nup107 OS=Rattus norvegicus GN=Nup107 PE=1 SV=14 5 0.0113618 -0.219811 0.2233096 0.713925 0.4478343

sp|P86252|PURA_RAT Transcriptional activator protein Pur-alpha (Fragments) OS=Rattus norvegicus GN=Pura PE=1 SV=19 56 -0.052363 -0.117277 0.0140026 0.715175 0.4480401

sp|P85969|SNAB_RAT Beta-soluble NSF attachment protein OS=Rattus norvegicus GN=Napb PE=1 SV=17 14 -0.019327 -0.20424 0.1647319 0.7152 0.4482456

sp|Q9JLZ1|GLRX3_RAT Glutaredoxin-3 OS=Rattus norvegicus GN=Glrx3 PE=1 SV=212 33 -0.042951 -0.141134 0.0559562 0.715575 0.4486561

sp|P97697|IMPA1_RAT Inositol monophosphatase 1 OS=Rattus norvegicus GN=Impa1 PE=1 SV=28 22 -0.039579 -0.149033 0.0745248 0.715925 0.4488612

sp|Q6P9T8|TBB2C_RAT Tubulin beta-2C chain OS=Rattus norvegicus GN=Tubb2c PE=1 SV=12 19 -0.025215 -0.191692 0.1447837 0.716575 0.4490665

sp|P62260|1433E_RAT 14-3-3 protein epsilon OS=Rattus norvegicus GN=Ywhae PE=1 SV=116 63 -0.055142 -0.109071 0.0014595 0.7168125 0.4492717

sp|Q5BJS0|DHX30_RAT Putative ATP-dependent RNA helicase DHX30 OS=Rattus norvegicus GN=Dhx30 PE=2 SV=14 5 0.009862 -0.21307 0.2446898 0.7175375 0.4496816

sp|Q6JE36|NDRG1_RAT Protein NDRG1 OS=Rattus norvegicus GN=Ndrg1 PE=1 SV=114 61 -0.026808 -0.193718 0.1326407 0.71835 0.4500915

sp|Q62818|EI2BB_RAT Translation initiation factor eIF-2B subunit beta OS=Rattus norvegicus GN=Eif2b2 PE=2 SV=13 9 0.0090723 -0.206616 0.2309203 0.71855 0.4502965

sp|Q9EPF2|MUC18_RAT Cell surface glycoprotein MUC18 OS=Rattus norvegicus GN=Mcam PE=1 SV=29 26 0.0340963 -0.100099 0.1744273 0.7192625 0.4505016

sp|Q05096|MYO1B_RAT Myosin-Ib OS=Rattus norvegicus GN=Myo1b PE=2 SV=111 24 0.0318578 -0.101646 0.1748266 0.720075 0.4509122

sp|Q6AXM7|HBS1L_RAT HBS1-like protein OS=Rattus norvegicus GN=Hbs1l PE=2 SV=13 7 -0.016021 -0.208472 0.1722853 0.7206375 0.4513223

sp|A1L1J9|LMF2_RAT Lipase maturation factor 2 OS=Rattus norvegicus GN=Lmf2 PE=2 SV=12 5 -0.020836 -0.303489 0.2275161 0.7208625 0.4515271

sp|B5DEH2|ERLN2_RAT Erlin-2 OS=Rattus norvegicus GN=Erlin2 PE=1 SV=18 14 0.0301256 -0.109861 0.166753 0.72135 0.451732

sp|Q4QQW8|PLBL2_RAT Putative phospholipase B-like 2 OS=Rattus norvegicus GN=Plbd2 PE=1 SV=27 20 0.02361 -0.144928 0.1904105 0.7226625 0.4523466

Page 208 of 255Diabetes



sp|O35952|GLO2_RAT Hydroxyacylglutathione hydrolase, mitochondrial OS=Rattus norvegicus GN=Hagh PE=1 SV=25 10 -0.03032 -0.168107 0.1090207 0.7238 0.4529619

sp|P62329|TYB4_RAT Thymosin beta-4 OS=Rattus norvegicus GN=Tmsb4x PE=1 SV=22 9 -0.020164 -0.201293 0.1561628 0.7242375 0.4531667

sp|Q63768|CRK_RAT Adapter molecule crk OS=Rattus norvegicus GN=Crk PE=1 SV=16 16 -0.030203 -0.168444 0.1078646 0.7242875 0.4535756

sp|P84817|FIS1_RAT Mitochondrial fission 1 protein OS=Rattus norvegicus GN=Fis1 PE=1 SV=14 7 0.0103015 -0.213096 0.2337157 0.72455 0.4541871

sp|P16036|MPCP_RAT Phosphate carrier protein, mitochondrial OS=Rattus norvegicus GN=Slc25a3 PE=1 SV=112 39 -0.04904 -0.127936 0.0290923 0.72465 0.4545935

sp|P29419|ATP5I_RAT ATP synthase subunit e, mitochondrial OS=Rattus norvegicus GN=Atp5i PE=1 SV=35 23 -0.041405 -0.138963 0.0566234 0.72475 0.4547963

sp|Q5XI81|FXR1_RAT Fragile X mental retardation syndrome-related protein 1 OS=Rattus norvegicus GN=Fxr1 PE=2 SV=19 22 -0.032184 -0.158538 0.0962953 0.7261625 0.4554051

sp|O35795|ENTP2_RAT Ectonucleoside triphosphate diphosphohydrolase 2 OS=Rattus norvegicus GN=Entpd2 PE=1 SV=17 15 -0.009454 -0.232163 0.2080445 0.726475 0.455608

sp|Q63270|ACOC_RAT Cytoplasmic aconitate hydratase OS=Rattus norvegicus GN=Aco1 PE=1 SV=19 13 -0.012246 -0.211275 0.1906744 0.7267875 0.4558108

sp|P15865|H12_RAT Histone H1.2 OS=Rattus norvegicus GN=Hist1h1c PE=1 SV=315 100 0.0186228 -0.163367 0.2048547 0.727025 0.4560135

sp|P27867|DHSO_RAT Sorbitol dehydrogenase OS=Rattus norvegicus GN=Sord PE=1 SV=44 13 0.0357594 -0.088227 0.1554444 0.728575 0.4572288

sp|P13676|ACPH_RAT Acylamino-acid-releasing enzyme OS=Rattus norvegicus GN=Apeh PE=1 SV=14 10 -0.000158 -0.2338 0.2341698 0.7288625 0.4576323

sp|P20294|CNTF_RAT Ciliary neurotrophic factor OS=Rattus norvegicus GN=Cntf PE=1 SV=16 13 0.0058487 -0.222753 0.2421544 0.7293625 0.457834

sp|Q4KLF8|ARPC5_RAT Actin-related protein 2/3 complex subunit 5 OS=Rattus norvegicus GN=Arpc5 PE=1 SV=32 8 -0.001778 -0.272272 0.240795 0.729375 0.4580355

sp|Q63610|TPM3_RAT Tropomyosin alpha-3 chain OS=Rattus norvegicus GN=Tpm3 PE=1 SV=28 36 0.0303895 -0.108037 0.170777 0.7303625 0.4588396

sp|P41350|CAV1_RAT Caveolin-1 OS=Rattus norvegicus GN=Cav1 PE=1 SV=39 32 0.0218798 -0.147676 0.1885657 0.7304125 0.4592407

sp|Q3SWU3|HNRDL_RAT Heterogeneous nuclear ribonucleoprotein D-like OS=Rattus norvegicus GN=Hnrpdl PE=2 SV=15 16 -0.026733 -0.172961 0.1162299 0.7319375 0.4604416

sp|Q68FT1|COQ9_RAT Ubiquinone biosynthesis protein COQ9, mitochondrial OS=Rattus norvegicus GN=Coq9 PE=2 SV=23 5 -0.010865 -0.207928 0.1949306 0.73215 0.4608405

sp|P30839|AL3A2_RAT Fatty aldehyde dehydrogenase OS=Rattus norvegicus GN=Aldh3a2 PE=1 SV=16 21 0.0318688 -0.096089 0.1636366 0.7342875 0.4622356

sp|Q9WV63|KIF2A_RAT Kinesin-like protein KIF2A OS=Rattus norvegicus GN=Kif2a PE=2 SV=22 7 -0.013199 -0.204218 0.1797687 0.734775 0.4624345

sp|P63036|DNJA1_RAT DnaJ homolog subfamily A member 1 OS=Rattus norvegicus GN=Dnaja1 PE=2 SV=17 18 -0.03633 -0.15143 0.0811227 0.735 0.4630299

sp|Q9Z270|VAPA_RAT Vesicle-associated membrane protein-associated protein A OS=Rattus norvegicus GN=Vapa PE=1 SV=38 30 -0.051372 -0.11484 0.0118447 0.7359 0.463624

sp|O35783|CALU_RAT Calumenin OS=Rattus norvegicus GN=Calu PE=1 SV=16 18 -0.031534 -0.168063 0.0992779 0.737025 0.4642177

sp|Q63525|NUDC_RAT Nuclear migration protein nudC OS=Rattus norvegicus GN=Nudc PE=1 SV=18 16 0.0303362 -0.111603 0.1797707 0.7373625 0.4646131

sp|Q9JI85|NUCB2_RAT Nucleobindin-2 OS=Rattus norvegicus GN=Nucb2 PE=2 SV=15 8 0.0031486 -0.208129 0.2199642 0.7381625 0.465402

sp|Q9WVR7|PPM1F_RAT Protein phosphatase 1F OS=Rattus norvegicus GN=Ppm1f PE=2 SV=15 13 0.0020229 -0.215993 0.231554 0.7381875 0.4655988

sp|P62919|RL8_RAT 60S ribosomal protein L8 OS=Rattus norvegicus GN=Rpl8 PE=2 SV=217 76 -0.045864 -0.131997 0.03612 0.7382 0.4657953

sp|P13697|MAOX_RAT NADP-dependent malic enzyme OS=Rattus norvegicus GN=Me1 PE=1 SV=28 22 -0.038994 -0.141143 0.0619886 0.73825 0.4661876

sp|P04041|GPX1_RAT Glutathione peroxidase 1 OS=Rattus norvegicus GN=Gpx1 PE=1 SV=46 21 0.0165401 -0.160355 0.1932668 0.7388875 0.4663838

sp|P08644|RASK_RAT GTPase KRas OS=Rattus norvegicus GN=Kras PE=1 SV=35 8 -0.015791 -0.198679 0.1696362 0.7393375 0.4667759

sp|Q66HG5|TM9S2_RAT Transmembrane 9 superfamily member 2 OS=Rattus norvegicus GN=Tm9sf2 PE=2 SV=14 9 0.0139535 -0.165833 0.1921383 0.740325 0.4669723

sp|Q3B8Q0|MARE2_RAT Microtubule-associated protein RP/EB family member 2 OS=Rattus norvegicus GN=Mapre2 PE=2 SV=16 16 -0.027014 -0.167545 0.1135893 0.7412125 0.4673651

sp|P84092|AP2M1_RAT AP-2 complex subunit mu OS=Rattus norvegicus GN=Ap2m1 PE=1 SV=110 25 0.0436993 -0.042089 0.1301511 0.741625 0.4677577

sp|P62138|PP1A_RAT Serine/threonine-protein phosphatase PP1-alpha catalytic subunit OS=Rattus norvegicus GN=Ppp1ca PE=1 SV=13 4 -0.001929 -0.241049 0.2313614 0.7418875 0.4679537

sp|P61078|UB2D3_RAT Ubiquitin-conjugating enzyme E2 D3 OS=Rattus norvegicus GN=Ube2d3 PE=2 SV=12 9 -0.036532 -0.144317 0.0714967 0.742125 0.4681497

sp|O35796|C1QBP_RAT Complement component 1 Q subcomponent-binding protein, mitochondrial OS=Rattus norvegicus GN=C1qbp PE=1 SV=26 19 -0.02961 -0.16233 0.104425 0.74245 0.4685412

sp|Q62745|CD81_RAT CD81 antigen OS=Rattus norvegicus GN=Cd81 PE=1 SV=14 21 0.0019374 -0.221404 0.2290551 0.742825 0.4687368

sp|O35303|DNM1L_RAT Dynamin-1-like protein OS=Rattus norvegicus GN=Dnm1l PE=1 SV=121 56 -0.04377 -0.127461 0.0436421 0.742975 0.4689323

sp|P51583|PUR6_RAT Multifunctional protein ADE2 OS=Rattus norvegicus GN=Paics PE=2 SV=35 6 -8.25E-05 -0.219398 0.2246716 0.7442125 0.4695193

sp|P14562|LAMP1_RAT Lysosome-associated membrane glycoprotein 1 OS=Rattus norvegicus GN=Lamp1 PE=1 SV=12 5 0.0100594 -0.183464 0.1979144 0.74425 0.4699096

sp|Q5PQN7|LZIC_RAT Protein LZIC OS=Rattus norvegicus GN=Lzic PE=2 SV=13 10 -0.011394 -0.19786 0.1704442 0.7443125 0.4701043

sp|P67874|CSK2B_RAT Casein kinase II subunit beta OS=Rattus norvegicus GN=Csnk2b PE=1 SV=13 12 0.0164054 -0.152129 0.1960495 0.7454125 0.470883

sp|P27605|HPRT_RAT Hypoxanthine-guanine phosphoribosyltransferase OS=Rattus norvegicus GN=Hprt1 PE=1 SV=19 31 0.0264575 -0.116585 0.1658489 0.74765 0.4716624

sp|P11232|THIO_RAT Thioredoxin OS=Rattus norvegicus GN=Txn PE=1 SV=210 66 0.0096932 -0.175971 0.2037746 0.7486125 0.4720521

sp|P49911|AN32A_RAT Acidic leucine-rich nuclear phosphoprotein 32 family member A OS=Rattus norvegicus GN=Anp32a PE=2 SV=15 15 -0.016093 -0.178152 0.1461644 0.7492875 0.4722473

sp|Q9Z1H9|PRDBP_RAT Protein kinase C delta-binding protein OS=Rattus norvegicus GN=Prkcdbp PE=1 SV=16 17 0.0248359 -0.115957 0.1645705 0.749375 0.4724423

sp|Q01177|PLMN_RAT Plasminogen OS=Rattus norvegicus GN=Plg PE=2 SV=210 25 0.0133677 -0.164632 0.1917047 0.7503625 0.4728325
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sp|Q9WVK7|HCDH_RAT Hydroxyacyl-coenzyme A dehydrogenase, mitochondrial OS=Rattus norvegicus GN=Hadh PE=2 SV=111 38 -0.048794 -0.11658 0.0175184 0.750775 0.4730277

sp|P70500|CDIPT_RAT CDP-diacylglycerol--inositol 3-phosphatidyltransferase OS=Rattus norvegicus GN=Cdipt PE=1 SV=13 8 -0.008872 -0.19437 0.1918389 0.751075 0.4734175

sp|P70645|BLMH_RAT Bleomycin hydrolase OS=Rattus norvegicus GN=Blmh PE=1 SV=12 9 0.0105883 -0.172247 0.1999017 0.7512 0.4736121

sp|Q6IRE4|TS101_RAT Tumor susceptibility gene 101 protein OS=Rattus norvegicus GN=Tsg101 PE=1 SV=15 14 0.0175796 -0.140134 0.1768416 0.7522 0.474196

sp|P60881|SNP25_RAT Synaptosomal-associated protein 25 OS=Rattus norvegicus GN=Snap25 PE=1 SV=14 9 0.0172003 -0.149471 0.1734994 0.7529125 0.474973

sp|P50503|F10A1_RAT Hsc70-interacting protein OS=Rattus norvegicus GN=St13 PE=1 SV=114 65 -0.043428 -0.127265 0.0397364 0.7529125 0.4747791

sp|Q75WE7|VWA5A_RAT von Willebrand factor A domain-containing protein 5A OS=Rattus norvegicus GN=Vwa5a PE=2 SV=110 23 0.0299777 -0.092861 0.1518244 0.753125 0.4753604

sp|P24155|THOP1_RAT Thimet oligopeptidase OS=Rattus norvegicus GN=Thop1 PE=1 SV=411 16 -0.024105 -0.164698 0.1100653 0.75325 0.4755537

sp|P62775|MTPN_RAT Myotrophin OS=Rattus norvegicus GN=Mtpn PE=1 SV=22 13 -0.01612 -0.186805 0.1545541 0.754025 0.4757474

sp|Q5FVJ0|RUFY3_RAT Protein RUFY3 OS=Rattus norvegicus GN=Rufy3 PE=1 SV=122 66 0.0320746 -0.085353 0.1543157 0.7547375 0.4763276

sp|Q80U96|XPO1_RAT Exportin-1 OS=Rattus norvegicus GN=Xpo1 PE=2 SV=110 21 -0.026367 -0.160083 0.1000171 0.7583125 0.4774921

sp|Q9QXJ0|TTL_RAT Tubulin--tyrosine ligase OS=Rattus norvegicus GN=Ttl PE=2 SV=12 8 -0.007643 -0.189327 0.1766199 0.7585125 0.4776861

sp|P05197|EF2_RAT Elongation factor 2 OS=Rattus norvegicus GN=Eef2 PE=1 SV=429 100 -0.051844 -0.107492 0.0053069 0.7586875 0.4778801

sp|Q62698|DC1L2_RAT Cytoplasmic dynein 1 light intermediate chain 2 OS=Rattus norvegicus GN=Dync1li2 PE=1 SV=18 11 0.0205663 -0.125668 0.1693254 0.759475 0.4788475

sp|Q5XFX0|TAGL2_RAT Transgelin-2 OS=Rattus norvegicus GN=Tagln2 PE=1 SV=112 45 -0.033859 -0.145628 0.0770972 0.7597375 0.4794256

sp|Q05140|AP180_RAT Clathrin coat assembly protein AP180 OS=Rattus norvegicus GN=Snap91 PE=1 SV=15 13 -0.005842 -0.189405 0.18681 0.7601625 0.4798103

sp|P62898|CYC_RAT Cytochrome c, somatic OS=Rattus norvegicus GN=Cycs PE=1 SV=210 55 -0.040107 -0.135061 0.0517142 0.760475 0.4800026

sp|P52303|AP1B1_RAT AP-1 complex subunit beta-1 OS=Rattus norvegicus GN=Ap1b1 PE=1 SV=19 16 -0.024537 -0.154261 0.1063573 0.7605375 0.4801946

sp|P17074|RS19_RAT 40S ribosomal protein S19 OS=Rattus norvegicus GN=Rps19 PE=2 SV=313 57 -0.042775 -0.126699 0.0389458 0.7617375 0.4809623

sp|Q6AXV4|SAM50_RAT Sorting and assembly machinery component 50 homolog OS=Rattus norvegicus GN=Samm50 PE=1 SV=17 20 -0.022418 -0.165869 0.1208008 0.7618125 0.4811539

sp|Q6URK4|ROA3_RAT Heterogeneous nuclear ribonucleoprotein A3 OS=Rattus norvegicus GN=Hnrnpa3 PE=1 SV=111 31 -0.038652 -0.133438 0.0572639 0.76215 0.4819182

sp|Q641Y0|OST48_RAT Dolichyl-diphosphooligosaccharide--protein glycosyltransferase 48 kDa subunit OS=Rattus norvegicus GN=Ddost PE=2 SV=113 45 -0.03745 -0.137415 0.0606212 0.7625 0.482109

sp|Q68FP1|GELS_RAT Gelsolin OS=Rattus norvegicus GN=Gsn PE=1 SV=128 100 0.0331124 -0.076761 0.1438217 0.7631 0.4826804

sp|Q6PCU2|VATE1_RAT V-type proton ATPase subunit E 1 OS=Rattus norvegicus GN=Atp6v1e1 PE=1 SV=18 24 0.0414061 -0.040098 0.1275898 0.763775 0.483061

sp|Q9WTP0|E41L1_RAT Band 4.1-like protein 1 OS=Rattus norvegicus GN=Epb41l1 PE=1 SV=17 18 -0.021702 -0.161476 0.1197167 0.7638125 0.483251

sp|Q03114|CDK5_RAT Cyclin-dependent kinase 5 OS=Rattus norvegicus GN=Cdk5 PE=1 SV=15 10 0.0012067 -0.200234 0.2019695 0.76405 0.483441

sp|Q9R063|PRDX5_RAT Peroxiredoxin-5, mitochondrial OS=Rattus norvegicus GN=Prdx5 PE=1 SV=112 63 0.045626 -0.028706 0.1187445 0.7644375 0.483631

sp|P25886|RL29_RAT 60S ribosomal protein L29 OS=Rattus norvegicus GN=Rpl29 PE=1 SV=36 37 -0.027179 -0.155609 0.0975563 0.764525 0.4838208

sp|Q64640|ADK_RAT Adenosine kinase OS=Rattus norvegicus GN=Adk PE=1 SV=36 21 -0.03455 -0.134629 0.065433 0.7648625 0.4840106

sp|P21913|DHSB_RAT Succinate dehydrogenase [ubiquinone] iron-sulfur subunit, mitochondrial OS=Rattus norvegicus GN=Sdhb PE=2 SV=28 21 0.0358661 -0.061205 0.1322145 0.76535 0.4845789

sp|P40329|SYRC_RAT Arginyl-tRNA synthetase, cytoplasmic OS=Rattus norvegicus GN=Rars PE=1 SV=232 96 -0.03239 -0.14218 0.0777214 0.766475 0.4849576

sp|Q5XIU5|PSMF1_RAT Proteasome inhibitor PI31 subunit OS=Rattus norvegicus GN=Psmf1 PE=2 SV=13 10 0.0099747 -0.159396 0.1879284 0.7698 0.486098

sp|P50399|GDIB_RAT Rab GDP dissociation inhibitor beta OS=Rattus norvegicus GN=Gdi2 PE=1 SV=220 70 -0.048502 -0.109382 0.012467 0.7702375 0.4864782

sp|Q5M7W5|MAP4_RAT Microtubule-associated protein 4 OS=Rattus norvegicus GN=Map4 PE=1 SV=134 100 0.0206089 -0.117453 0.1687176 0.770575 0.4866682

sp|Q66H76|PAXI_RAT Paxillin OS=Rattus norvegicus GN=Pxn PE=1 SV=12 4 -0.002165 -0.195164 0.1879342 0.7706 0.486858

sp|Q80Z70|SE1L1_RAT Protein sel-1 homolog 1 OS=Rattus norvegicus GN=Sel1l PE=2 SV=26 10 0.0014827 -0.198444 0.1955559 0.7707 0.4870476

sp|Q64380|SARDH_RAT Sarcosine dehydrogenase, mitochondrial OS=Rattus norvegicus GN=Sardh PE=1 SV=23 7 -0.003798 -0.184961 0.1836637 0.7709 0.4876151

sp|P04550|PTMS_RAT Parathymosin OS=Rattus norvegicus GN=Ptms PE=1 SV=22 13 0.0257398 -0.098995 0.1504496 0.7717375 0.4881819

sp|Q62636|RAP1B_RAT Ras-related protein Rap-1b OS=Rattus norvegicus GN=Rap1b PE=2 SV=26 10 -0.02811 -0.150947 0.0932623 0.771875 0.4885588

sp|Q08877|DYN3_RAT Dynamin-3 OS=Rattus norvegicus GN=Dnm3 PE=1 SV=211 26 0.0204141 -0.122502 0.1646548 0.772 0.488747

sp|P10111|PPIA_RAT Peptidyl-prolyl cis-trans isomerase A OS=Rattus norvegicus GN=Ppia PE=1 SV=213 95 0.0378024 -0.055568 0.1308387 0.772025 0.488935

sp|Q7M767|UB2V2_RAT Ubiquitin-conjugating enzyme E2 variant 2 OS=Rattus norvegicus GN=Ube2v2 PE=1 SV=36 18 -0.015497 -0.170764 0.1403326 0.77215 0.4891228

sp|Q9JHY2|SFXN3_RAT Sideroflexin-3 OS=Rattus norvegicus GN=Sfxn3 PE=2 SV=19 21 0.0360746 -0.056894 0.1323074 0.772675 0.4896852

sp|Q32Q06|AP1M1_RAT AP-1 complex subunit mu-1 OS=Rattus norvegicus GN=Ap1m1 PE=1 SV=35 9 0.0161437 -0.131652 0.1649372 0.7730875 0.4904331

sp|Q642G4|PEX14_RAT Peroxisomal membrane protein PEX14 OS=Rattus norvegicus GN=Pex14 PE=1 SV=14 8 0.0090016 -0.161263 0.1758769 0.7742125 0.4909928

sp|P69897|TBB5_RAT Tubulin beta-5 chain OS=Rattus norvegicus GN=Tubb5 PE=1 SV=14 36 0.031334 -0.079621 0.1396252 0.774375 0.4919228

sp|P0C5H9|MANF_RAT Mesencephalic astrocyte-derived neurotrophic factor OS=Rattus norvegicus GN=Manf PE=1 SV=17 14 -0.019579 -0.153994 0.1163033 0.774375 0.4921082
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sp|Q5QD51|AKA12_RAT A-kinase anchor protein 12 OS=Rattus norvegicus GN=Akap12 PE=1 SV=128 69 0.020917 -0.118765 0.1605864 0.774575 0.492663

sp|O55171|ACOT2_RAT Acyl-coenzyme A thioesterase 2, mitochondrial OS=Rattus norvegicus GN=Acot2 PE=1 SV=16 16 0.0152655 -0.131817 0.1644696 0.7753875 0.4930328

sp|P00388|NCPR_RAT NADPH--cytochrome P450 reductase OS=Rattus norvegicus GN=Por PE=1 SV=311 21 0.0220538 -0.109393 0.1503559 0.775575 0.4934019

sp|Q6AYT7|ABD12_RAT Monoacylglycerol lipase ABHD12 OS=Rattus norvegicus GN=Abhd12 PE=2 SV=111 43 -0.033375 -0.13629 0.0739806 0.7756875 0.4935861

sp|P47198|RL22_RAT 60S ribosomal protein L22 OS=Rattus norvegicus GN=Rpl22 PE=2 SV=22 9 0.0181152 -0.127467 0.1633814 0.776 0.4937703

sp|Q5FVI3|LRC57_RAT Leucine-rich repeat-containing protein 57 OS=Rattus norvegicus GN=Lrrc57 PE=2 SV=13 3 0.0006164 -0.210452 0.2118543 0.776075 0.4939544

sp|Q5I0D7|PEPD_RAT Xaa-Pro dipeptidase OS=Rattus norvegicus GN=Pepd PE=2 SV=18 15 -0.02032 -0.154164 0.1132172 0.7763875 0.4943219

sp|O35263|PA1B3_RAT Platelet-activating factor acetylhydrolase IB subunit gamma OS=Rattus norvegicus GN=Pafah1b3 PE=1 SV=13 7 0.0094313 -0.155271 0.1779675 0.776975 0.4950554

sp|P60203|MYPR_RAT Myelin proteolipid protein OS=Rattus norvegicus GN=Plp1 PE=1 SV=210 46 0.018441 -0.125614 0.1672275 0.7776875 0.4952388

sp|O35814|STIP1_RAT Stress-induced-phosphoprotein 1 OS=Rattus norvegicus GN=Stip1 PE=1 SV=126 78 -0.044449 -0.117264 0.0282758 0.7786375 0.4959714

sp|Q4V7F2|CREL1_RAT Cysteine-rich with EGF-like domain protein 1 OS=Rattus norvegicus GN=Creld1 PE=2 SV=16 16 -0.010721 -0.176139 0.1562403 0.7792625 0.4963376

sp|Q32PX7|FUBP1_RAT Far upstream element-binding protein 1 OS=Rattus norvegicus GN=Fubp1 PE=1 SV=13 5 0.0049681 -0.168657 0.1820807 0.779525 0.4967032

sp|P62628|DLRB1_RAT Dynein light chain roadblock-type 1 OS=Rattus norvegicus GN=Dynlrb1 PE=1 SV=35 20 -0.022538 -0.147357 0.1067886 0.779525 0.4965205

sp|Q63544|SYUG_RAT Gamma-synuclein OS=Rattus norvegicus GN=Sncg PE=1 SV=210 68 0.0234521 -0.10323 0.1516109 0.7795875 0.4968857

sp|Q4KMA2|RD23B_RAT UV excision repair protein RAD23 homolog B OS=Rattus norvegicus GN=Rad23b PE=1 SV=111 27 0.0381699 -0.046456 0.1237351 0.779725 0.4970681

sp|Q6AYT3|CV028_RAT UPF0027 protein C22orf28 homolog OS=Rattus norvegicus PE=2 SV=110 35 -0.03738 -0.128495 0.0521217 0.781 0.4981596

sp|Q9Z1X1|ESYT1_RAT Extended synaptotagmin-1 OS=Rattus norvegicus GN=Esyt1 PE=2 SV=128 81 -0.041777 -0.115892 0.0369249 0.7818375 0.4990665

sp|P07687|HYEP_RAT Epoxide hydrolase 1 OS=Rattus norvegicus GN=Ephx1 PE=1 SV=15 9 -0.024285 -0.144519 0.0964247 0.7820625 0.4992476

sp|P62198|PRS8_RAT 26S protease regulatory subunit 8 OS=Rattus norvegicus GN=Psmc5 PE=1 SV=17 23 -0.02367 -0.146733 0.0986753 0.7820875 0.4994284

sp|P20069|MPPA_RAT Mitochondrial-processing peptidase subunit alpha OS=Rattus norvegicus GN=Pmpca PE=1 SV=14 13 -0.014304 -0.161273 0.1315487 0.78355 0.5001519

sp|Q99MZ4|GGT7_RAT Gamma-glutamyltransferase 7 OS=Rattus norvegicus GN=Ggt7 PE=2 SV=26 14 -0.007291 -0.172847 0.1575166 0.7835625 0.5003325

sp|P69060|NEUA_RAT N-acylneuraminate cytidylyltransferase OS=Rattus norvegicus GN=Cmas PE=2 SV=15 16 -0.031752 -0.135536 0.0701834 0.7841875 0.5005133

sp|P33124|ACSL6_RAT Long-chain-fatty-acid--CoA ligase 6 OS=Rattus norvegicus GN=Acsl6 PE=1 SV=111 33 -0.007519 -0.18495 0.1671179 0.7847875 0.5008748

sp|Q7TQ94|NIT1_RAT Nitrilase homolog 1 OS=Rattus norvegicus GN=Nit1 PE=2 SV=11 4 -0.002539 -0.179972 0.1756731 0.7856625 0.5012364

sp|P60825|CIRBP_RAT Cold-inducible RNA-binding protein OS=Rattus norvegicus GN=Cirbp PE=2 SV=13 12 0.0023345 -0.177064 0.1783878 0.785975 0.5015976

sp|P27321|ICAL_RAT Calpastatin OS=Rattus norvegicus GN=Cast PE=1 SV=39 15 -0.023333 -0.144422 0.0969396 0.7864 0.5017782

sp|Q62785|HAP28_RAT 28 kDa heat- and acid-stable phosphoprotein OS=Rattus norvegicus GN=Pdap1 PE=1 SV=15 10 -0.016851 -0.154515 0.1302176 0.7864625 0.5019587

sp|Q5RK09|EIF3G_RAT Eukaryotic translation initiation factor 3 subunit G OS=Rattus norvegicus GN=Eif3g PE=2 SV=12 8 0.0014093 -0.176072 0.1845116 0.7873 0.5021394

sp|Q99N27|SNX1_RAT Sorting nexin-1 OS=Rattus norvegicus GN=Snx1 PE=1 SV=17 11 -0.013581 -0.157602 0.1322842 0.787375 0.5023199

sp|P45592|COF1_RAT Cofilin-1 OS=Rattus norvegicus GN=Cfl1 PE=1 SV=320 91 -0.011001 -0.170052 0.1445937 0.7874375 0.5025002

sp|P20788|UCRI_RAT Cytochrome b-c1 complex subunit Rieske, mitochondrial OS=Rattus norvegicus GN=Uqcrfs1 PE=1 SV=210 50 -0.042698 -0.114075 0.0325696 0.7875 0.5026804

sp|Q9JJW3|USMG5_RAT Up-regulated during skeletal muscle growth protein 5 OS=Rattus norvegicus GN=Usmg5 PE=2 SV=12 6 0.0235707 -0.099461 0.1452816 0.78785 0.5030404

sp|O35854|BCAT2_RAT Branched-chain-amino-acid aminotransferase, mitochondrial OS=Rattus norvegicus GN=Bcat2 PE=1 SV=16 9 -0.00846 -0.165082 0.156931 0.7878625 0.5032201

sp|Q3B7U9|FKBP8_RAT Peptidyl-prolyl cis-trans isomerase FKBP8 OS=Rattus norvegicus GN=Fkbp8 PE=2 SV=15 14 0.0209207 -0.107332 0.1556974 0.787975 0.5033997

sp|Q9ER24|ATX10_RAT Ataxin-10 OS=Rattus norvegicus GN=Atxn10 PE=1 SV=114 27 -0.030474 -0.132294 0.0670927 0.7890625 0.5039383

sp|P04905|GSTM1_RAT Glutathione S-transferase Mu 1 OS=Rattus norvegicus GN=Gstm1 PE=1 SV=211 32 -0.008442 -0.173095 0.1575654 0.789475 0.5044761

sp|Q99068|AMRP_RAT Alpha-2-macroglobulin receptor-associated protein OS=Rattus norvegicus GN=Lrpap1 PE=1 SV=28 13 0.0032098 -0.167532 0.1714411 0.7894875 0.504655

sp|P62859|RS28_RAT 40S ribosomal protein S28 OS=Rattus norvegicus GN=Rps28 PE=1 SV=13 14 0.009935 -0.143365 0.1670456 0.7897 0.5048338

sp|P60868|RS20_RAT 40S ribosomal protein S20 OS=Rattus norvegicus GN=Rps20 PE=3 SV=14 18 -0.029271 -0.13784 0.0778202 0.7901625 0.5050127

sp|Q00715|H2B1_RAT Histone H2B type 1 OS=Rattus norvegicus PE=1 SV=212 95 -0.018361 -0.15486 0.1176288 0.790575 0.5051917

sp|P45953|ACADV_RAT Very long-chain specific acyl-CoA dehydrogenase, mitochondrial OS=Rattus norvegicus GN=Acadvl PE=1 SV=112 30 -0.031946 -0.128683 0.0625717 0.7907875 0.5053705

sp|Q9QUL6|NSF_RAT Vesicle-fusing ATPase OS=Rattus norvegicus GN=Nsf PE=1 SV=130 100 0.0328543 -0.065571 0.1291846 0.7917875 0.5057281

sp|Q05962|ADT1_RAT ADP/ATP translocase 1 OS=Rattus norvegicus GN=Slc25a4 PE=1 SV=38 54 -0.043202 -0.116862 0.0286244 0.7918 0.5059069

sp|P00406|COX2_RAT Cytochrome c oxidase subunit 2 OS=Rattus norvegicus GN=Mtco2 PE=2 SV=24 27 0.0304234 -0.071962 0.1342042 0.7919875 0.5060856

sp|O35509|RB11B_RAT Ras-related protein Rab-11B OS=Rattus norvegicus GN=Rab11b PE=2 SV=42 7 0.0101944 -0.135382 0.1690147 0.7921375 0.5064424

sp|O88767|PARK7_RAT Protein DJ-1 OS=Rattus norvegicus GN=Park7 PE=1 SV=113 50 0.0145655 -0.12797 0.1614286 0.7922 0.5066206

sp|P61107|RAB14_RAT Ras-related protein Rab-14 OS=Rattus norvegicus GN=Rab14 PE=2 SV=35 15 0.0197209 -0.107696 0.1542722 0.792475 0.5067987
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sp|Q63362|NDUA5_RAT NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 5 OS=Rattus norvegicus GN=Ndufa5 PE=1 SV=33 5 -0.001416 -0.176355 0.1729993 0.7925 0.5069766

sp|Q9JLT0|MYH10_RAT Myosin-10 OS=Rattus norvegicus GN=Myh10 PE=1 SV=136 79 -0.036865 -0.125362 0.0503255 0.792925 0.5073321

sp|P02401|RLA2_RAT 60S acidic ribosomal protein P2 OS=Rattus norvegicus GN=Rplp2 PE=1 SV=26 27 -0.014424 -0.154011 0.1284366 0.794025 0.5076879

sp|P70615|LMNB1_RAT Lamin-B1 OS=Rattus norvegicus GN=Lmnb1 PE=1 SV=315 47 0.0085589 -0.151288 0.1705508 0.7943375 0.5078659

sp|Q71UE8|NEDD8_RAT NEDD8 OS=Rattus norvegicus GN=Nedd8 PE=1 SV=14 17 -0.01643 -0.149207 0.1208407 0.7946375 0.5080438

sp|Q6AY30|SCPDH_RAT Probable saccharopine dehydrogenase OS=Rattus norvegicus GN=Sccpdh PE=2 SV=112 42 -0.040959 -0.117925 0.0340811 0.7947625 0.508399

sp|P63029|TCTP_RAT Translationally-controlled tumor protein OS=Rattus norvegicus GN=Tpt1 PE=1 SV=19 36 0.0219823 -0.104043 0.1446153 0.7955375 0.5085768

sp|P61980|HNRPK_RAT Heterogeneous nuclear ribonucleoprotein K OS=Rattus norvegicus GN=Hnrnpk PE=1 SV=120 81 -0.043786 -0.113833 0.0230762 0.796525 0.5089324

sp|Q01205|ODO2_RAT Dihydrolipoyllysine-residue succinyltransferase component of 2-oxoglutarate dehydrogenase complex, mitochondrial OS=Rattus norvegicus GN=Dlst PE=1 SV=210 41 -0.042377 -0.11166 0.0271001 0.7971625 0.5092882

sp|Q9EQZ1|T22D3_RAT TSC22 domain family protein 3 OS=Rattus norvegicus GN=Tsc22d3 PE=2 SV=12 6 -0.006072 -0.163255 0.1514058 0.797175 0.5096434

sp|Q9Z1A6|VIGLN_RAT Vigilin OS=Rattus norvegicus GN=Hdlbp PE=1 SV=114 37 0.0290968 -0.073765 0.1304284 0.7977375 0.5101751

sp|Q6P7P5|BZW1_RAT Basic leucine zipper and W2 domain-containing protein 1 OS=Rattus norvegicus GN=Bzw1 PE=2 SV=14 11 -0.000337 -0.176636 0.1685866 0.798625 0.510706

sp|P09495|TPM4_RAT Tropomyosin alpha-4 chain OS=Rattus norvegicus GN=Tpm4 PE=1 SV=37 17 0.0199943 -0.104805 0.1533931 0.7986625 0.5108829

sp|Q9Z2S9|FLOT2_RAT Flotillin-2 OS=Rattus norvegicus GN=Flot2 PE=1 SV=111 26 -0.00512 -0.170624 0.1653317 0.7991875 0.5115892

sp|P61354|RL27_RAT 60S ribosomal protein L27 OS=Rattus norvegicus GN=Rpl27 PE=2 SV=29 30 -0.039318 -0.113396 0.0387962 0.799325 0.5119413

sp|P63100|CANB1_RAT Calcineurin subunit B type 1 OS=Rattus norvegicus GN=Ppp3r1 PE=1 SV=25 13 -0.019417 -0.144513 0.103818 0.8000125 0.5128197

sp|O35987|NSF1C_RAT NSFL1 cofactor p47 OS=Rattus norvegicus GN=Nsfl1c PE=1 SV=19 28 -0.02437 -0.138566 0.0899961 0.800275 0.5131699

sp|P63159|HMGB1_RAT High mobility group protein B1 OS=Rattus norvegicus GN=Hmgb1 PE=1 SV=213 49 -0.022276 -0.14462 0.0971536 0.8005625 0.513345

sp|O89049|TRXR1_RAT Thioredoxin reductase 1, cytoplasmic OS=Rattus norvegicus GN=Txnrd1 PE=1 SV=48 23 -0.011779 -0.158782 0.1305642 0.800675 0.5135198

sp|P25235|RPN2_RAT Dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit 2 OS=Rattus norvegicus GN=Rpn2 PE=2 SV=214 42 -0.018778 -0.149066 0.1112633 0.8010625 0.5138694

sp|O88453|SAFB1_RAT Scaffold attachment factor B1 OS=Rattus norvegicus GN=Safb PE=1 SV=28 14 -0.009464 -0.154251 0.1364341 0.8010625 0.5140438

sp|P61212|ARL1_RAT ADP-ribosylation factor-like protein 1 OS=Rattus norvegicus GN=Arl1 PE=1 SV=15 11 -0.002667 -0.161361 0.1616647 0.801575 0.5143925

sp|P19511|AT5F1_RAT ATP synthase subunit b, mitochondrial OS=Rattus norvegicus GN=Atp5f1 PE=1 SV=18 24 -0.038601 -0.115396 0.0370763 0.8017125 0.5145668

sp|P25113|PGAM1_RAT Phosphoglycerate mutase 1 OS=Rattus norvegicus GN=Pgam1 PE=1 SV=413 66 0.0169537 -0.117551 0.1511737 0.802625 0.5150896

sp|P07632|SODC_RAT Superoxide dismutase [Cu-Zn] OS=Rattus norvegicus GN=Sod1 PE=1 SV=210 72 -0.022387 -0.13953 0.0954866 0.802725 0.5154373

sp|Q6UPE1|ETFD_RAT Electron transfer flavoprotein-ubiquinone oxidoreductase, mitochondrial OS=Rattus norvegicus GN=Etfdh PE=2 SV=14 18 -0.029025 -0.12875 0.0715085 0.80325 0.5159581

sp|P85834|EFTU_RAT Elongation factor Tu, mitochondrial OS=Rattus norvegicus GN=Tufm PE=1 SV=113 34 -0.038575 -0.116124 0.0400277 0.8033875 0.5161314

sp|P21708|MK03_RAT Mitogen-activated protein kinase 3 OS=Rattus norvegicus GN=Mapk3 PE=1 SV=513 57 0.0326709 -0.062059 0.1258419 0.80355 0.5163047

sp|P12075|COX5B_RAT Cytochrome c oxidase subunit 5B, mitochondrial OS=Rattus norvegicus GN=Cox5b PE=1 SV=25 21 0.0274553 -0.075794 0.1311909 0.803775 0.5164778

sp|Q793F9|VPS4A_RAT Vacuolar protein sorting-associated protein 4A OS=Rattus norvegicus GN=Vps4a PE=2 SV=14 10 0.0051089 -0.148544 0.1691778 0.80385 0.5166509

sp|Q5RKI0|WDR1_RAT WD repeat-containing protein 1 OS=Rattus norvegicus GN=Wdr1 PE=1 SV=317 35 -0.025897 -0.133316 0.0824957 0.80525 0.5171697

sp|Q9ES54|NPL4_RAT Nuclear protein localization protein 4 homolog OS=Rattus norvegicus GN=Nploc4 PE=1 SV=35 11 -0.002064 -0.166717 0.1641568 0.805375 0.5175157

sp|Q6PEC4|SKP1_RAT S-phase kinase-associated protein 1 OS=Rattus norvegicus GN=Skp1 PE=2 SV=311 66 0.0432576 -0.022506 0.1081398 0.805925 0.5178612

sp|Q8CFN2|CDC42_RAT Cell division control protein 42 homolog OS=Rattus norvegicus GN=Cdc42 PE=1 SV=28 26 0.037404 -0.044163 0.1183458 0.8060125 0.5180339

sp|Q9QZA2|PDC6I_RAT Programmed cell death 6-interacting protein OS=Rattus norvegicus GN=Pdcd6ip PE=1 SV=213 21 0.029522 -0.067845 0.1266401 0.8067 0.5185517

sp|Q6BBI8|UFC1_RAT Ubiquitin-fold modifier-conjugating enzyme 1 OS=Rattus norvegicus GN=Ufc1 PE=2 SV=12 7 -0.001316 -0.168071 0.1677966 0.8067625 0.5187239

sp|P60669|PKHA4_RAT Pleckstrin homology domain-containing family A member 4 OS=Rattus norvegicus GN=Plekha4 PE=2 SV=110 19 0.0103723 -0.132222 0.1566966 0.8069375 0.5188961

sp|Q9ESW0|DDB1_RAT DNA damage-binding protein 1 OS=Rattus norvegicus GN=Ddb1 PE=2 SV=113 33 -0.035366 -0.117434 0.0457563 0.8069875 0.5190681

sp|Q9EPH8|PABP1_RAT Polyadenylate-binding protein 1 OS=Rattus norvegicus GN=Pabpc1 PE=2 SV=119 62 -0.035363 -0.119755 0.0501465 0.8087875 0.5201001

sp|Q5XHZ0|TRAP1_RAT Heat shock protein 75 kDa, mitochondrial OS=Rattus norvegicus GN=Trap1 PE=1 SV=19 17 -0.02208 -0.137195 0.0910894 0.8088625 0.5202718

sp|P62804|H4_RAT Histone H4 OS=Rattus norvegicus GN=Hist1h4b PE=1 SV=212 100 0.0052575 -0.150969 0.1651999 0.8091875 0.5206147

sp|P62982|RS27A_RAT Ubiquitin-40S ribosomal protein S27a OS=Rattus norvegicus GN=Rps27a PE=1 SV=27 47 0.0262555 -0.078962 0.1350925 0.80935 0.5209572

sp|Q63570|PRS6B_RAT 26S protease regulatory subunit 6B OS=Rattus norvegicus GN=Psmc4 PE=1 SV=18 20 -0.011809 -0.150763 0.1280171 0.8103625 0.5218121

sp|P62997|TRA2B_RAT Transformer-2 protein homolog beta OS=Rattus norvegicus GN=Tra2b PE=1 SV=15 13 -0.015629 -0.146492 0.1092521 0.8107375 0.5219828

sp|O70196|PPCE_RAT Prolyl endopeptidase OS=Rattus norvegicus GN=Prep PE=1 SV=114 34 -0.014653 -0.144798 0.1197559 0.8113875 0.5223243

sp|Q9QY17|PACN2_RAT Protein kinase C and casein kinase substrate in neurons 2 protein OS=Rattus norvegicus GN=Pacsin2 PE=1 SV=27 16 -0.001198 -0.168453 0.1671917 0.8119 0.5230061

sp|P62632|EF1A2_RAT Elongation factor 1-alpha 2 OS=Rattus norvegicus GN=Eef1a2 PE=2 SV=114 74 -0.032381 -0.120933 0.0609253 0.81195 0.5231762
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sp|P19804|NDKB_RAT Nucleoside diphosphate kinase B OS=Rattus norvegicus GN=Nme2 PE=1 SV=15 28 -0.021033 -0.138376 0.0977248 0.8121875 0.5233462

sp|B5DF89|CUL3_RAT Cullin-3 OS=Rattus norvegicus GN=Cul3 PE=1 SV=211 21 -0.018025 -0.136755 0.101332 0.8125 0.5235162

sp|Q63560|MAP6_RAT Microtubule-associated protein 6 OS=Rattus norvegicus GN=Map6 PE=1 SV=118 58 0.0195902 -0.100669 0.1415651 0.8127125 0.5238558

sp|P13803|ETFA_RAT Electron transfer flavoprotein subunit alpha, mitochondrial OS=Rattus norvegicus GN=Etfa PE=1 SV=414 28 -0.030728 -0.123574 0.0667861 0.8128375 0.5240254

sp|Q6RJR6|RTN3_RAT Reticulon-3 OS=Rattus norvegicus GN=Rtn3 PE=1 SV=18 22 -0.004346 -0.156629 0.1508801 0.8131125 0.5243642

sp|P63255|CRIP1_RAT Cysteine-rich protein 1 OS=Rattus norvegicus GN=Crip1 PE=1 SV=24 16 0.0227174 -0.087542 0.1368802 0.81475 0.5258848

sp|P63004|LIS1_RAT Platelet-activating factor acetylhydrolase IB subunit alpha OS=Rattus norvegicus GN=Pafah1b1 PE=1 SV=211 25 -0.037457 -0.111626 0.0369129 0.8148625 0.5260532

sp|Q75Q39|TOM70_RAT Mitochondrial import receptor subunit TOM70 OS=Rattus norvegicus GN=Tomm70a PE=1 SV=110 28 -0.010612 -0.152313 0.1312194 0.814875 0.5263894

sp|Q07205|IF5_RAT Eukaryotic translation initiation factor 5 OS=Rattus norvegicus GN=Eif5 PE=1 SV=17 17 0.0195155 -0.094286 0.1350511 0.81565 0.5270604

sp|P62083|RS7_RAT 40S ribosomal protein S7 OS=Rattus norvegicus GN=Rps7 PE=1 SV=114 57 -0.028727 -0.128029 0.0686785 0.8167625 0.5278976

sp|Q9Z1W6|LYRIC_RAT Protein LYRIC OS=Rattus norvegicus GN=Mtdh PE=1 SV=23 10 0.001235 -0.15277 0.1588202 0.8170125 0.5282319

sp|Q5BK32|FAF2_RAT FAS-associated factor 2 OS=Rattus norvegicus GN=Faf2 PE=2 SV=13 7 -0.014437 -0.152029 0.1407171 0.8172 0.5287322

sp|Q07439|HSP71_RAT Heat shock 70 kDa protein 1A/1B OS=Rattus norvegicus GN=Hspa1a PE=2 SV=211 16 -0.014943 -0.14044 0.1141433 0.8172875 0.529065

sp|P04642|LDHA_RAT L-lactate dehydrogenase A chain OS=Rattus norvegicus GN=Ldha PE=1 SV=119 100 -0.036937 -0.117399 0.0394448 0.81795 0.5295636

sp|P62161|CALM_RAT Calmodulin OS=Rattus norvegicus GN=Calm1 PE=1 SV=26 66 0.0214735 -0.092144 0.1350802 0.8188375 0.5305581

sp|P08082|CLCB_RAT Clathrin light chain B OS=Rattus norvegicus GN=Cltb PE=1 SV=17 25 -0.034375 -0.119275 0.0463016 0.819325 0.5310539

sp|Q9WVC0|SEPT7_RAT Septin-7 OS=Rattus norvegicus GN=Sept7 PE=1 SV=110 42 -0.040189 -0.109063 0.0274103 0.8200875 0.5317144

sp|Q6PEC1|TBCA_RAT Tubulin-specific chaperone A OS=Rattus norvegicus GN=Tbca PE=1 SV=18 15 0.0211283 -0.087461 0.1322031 0.8210625 0.5318796

sp|Q68A21|PURB_RAT Transcriptional activator protein Pur-beta OS=Rattus norvegicus GN=Purb PE=1 SV=314 42 -0.039197 -0.111681 0.0314772 0.8216125 0.53221

sp|P15146|MAP2_RAT Microtubule-associated protein 2 OS=Rattus norvegicus GN=Map2 PE=1 SV=337 83 -0.019259 -0.131448 0.0989471 0.8223 0.5327051

sp|P00173|CYB5_RAT Cytochrome b5 OS=Rattus norvegicus GN=Cyb5a PE=1 SV=23 16 0.0096119 -0.127975 0.1510572 0.82235 0.5330346

sp|Q4QRB4|TBB3_RAT Tubulin beta-3 chain OS=Rattus norvegicus GN=Tubb3 PE=1 SV=111 84 -0.019346 -0.134257 0.0993081 0.8234125 0.5336936

sp|P07153|RPN1_RAT Dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit 1 OS=Rattus norvegicus GN=Rpn1 PE=2 SV=121 61 -0.03097 -0.119754 0.0612741 0.8239625 0.5340227

sp|Q920J4|TXNL1_RAT Thioredoxin-like protein 1 OS=Rattus norvegicus GN=Txnl1 PE=1 SV=38 24 0.0194055 -0.095808 0.1369715 0.824575 0.5346795

sp|Q5XIM9|TCPB_RAT T-complex protein 1 subunit beta OS=Rattus norvegicus GN=Cct2 PE=1 SV=324 100 -0.047473 -0.097683 0.0021813 0.82525 0.5348437

sp|P18421|PSB1_RAT Proteasome subunit beta type-1 OS=Rattus norvegicus GN=Psmb1 PE=1 SV=37 22 0.0296705 -0.057196 0.1179081 0.826375 0.5353368

sp|O88902|PTN23_RAT Tyrosine-protein phosphatase non-receptor type 23 (Fragment) OS=Rattus norvegicus GN=Ptpn23 PE=1 SV=24 10 -0.009885 -0.13989 0.1192921 0.8267125 0.5356651

sp|Q5XI73|GDIR1_RAT Rho GDP-dissociation inhibitor 1 OS=Rattus norvegicus GN=Arhgdia PE=1 SV=110 53 0.0189697 -0.092506 0.1366236 0.8273875 0.5358295

sp|P38652|PGM1_RAT Phosphoglucomutase-1 OS=Rattus norvegicus GN=Pgm1 PE=1 SV=210 17 0.0007457 -0.15501 0.1592848 0.8280375 0.535994

sp|Q07936|ANXA2_RAT Annexin A2 OS=Rattus norvegicus GN=Anxa2 PE=1 SV=224 100 0.0252767 -0.072151 0.128188 0.8285125 0.536323

sp|P70566|TMOD2_RAT Tropomodulin-2 OS=Rattus norvegicus GN=Tmod2 PE=1 SV=114 31 -0.023363 -0.126056 0.0760599 0.829225 0.5366519

sp|Q4KM73|KCY_RAT UMP-CMP kinase OS=Rattus norvegicus GN=Cmpk1 PE=1 SV=25 11 0.0028504 -0.146607 0.1478499 0.8292875 0.5369803

sp|Q6P6S9|ENTP5_RAT Ectonucleoside triphosphate diphosphohydrolase 5 OS=Rattus norvegicus GN=Entpd5 PE=2 SV=11 4 0.0119938 -0.119635 0.1401769 0.8297125 0.5371445

sp|P05065|ALDOA_RAT Fructose-bisphosphate aldolase A OS=Rattus norvegicus GN=Aldoa PE=1 SV=221 100 0.0211516 -0.089401 0.1269422 0.83075 0.5384543

sp|Q9JIL3|ILF3_RAT Interleukin enhancer-binding factor 3 OS=Rattus norvegicus GN=Ilf3 PE=1 SV=26 11 0.0032381 -0.141861 0.1426667 0.830775 0.5386174

sp|Q05982|NDKA_RAT Nucleoside diphosphate kinase A OS=Rattus norvegicus GN=Nme1 PE=1 SV=15 18 0.0052937 -0.135893 0.1522511 0.83095 0.5387805

sp|P63170|DYL1_RAT Dynein light chain 1, cytoplasmic OS=Rattus norvegicus GN=Dynll1 PE=1 SV=12 16 -0.014679 -0.140288 0.1076302 0.831025 0.5389434

sp|Q6PCT3|TPD54_RAT Tumor protein D54 OS=Rattus norvegicus GN=Tpd52l2 PE=2 SV=16 10 -0.008751 -0.140212 0.1226223 0.8311375 0.5392687

sp|O55156|CLIP2_RAT CAP-Gly domain-containing linker protein 2 OS=Rattus norvegicus GN=Clip2 PE=1 SV=118 41 0.0282815 -0.061386 0.1174317 0.8337 0.5413761

sp|B0BN93|PSD13_RAT 26S proteasome non-ATPase regulatory subunit 13 OS=Rattus norvegicus GN=Psmd13 PE=1 SV=17 14 -0.008357 -0.140857 0.1209647 0.8338125 0.5415377

sp|P18420|PSA1_RAT Proteasome subunit alpha type-1 OS=Rattus norvegicus GN=Psma1 PE=1 SV=26 28 -0.023554 -0.124515 0.0745714 0.83385 0.5416991

sp|Q9EPH2|MRP_RAT MARCKS-related protein OS=Rattus norvegicus GN=Marcksl1 PE=2 SV=34 21 0.0106674 -0.113456 0.1375099 0.8364875 0.5437914

sp|Q64548|RTN1_RAT Reticulon-1 OS=Rattus norvegicus GN=Rtn1 PE=2 SV=111 31 -0.034946 -0.10745 0.0381142 0.8374375 0.5445929

sp|P37805|TAGL3_RAT Transgelin-3 OS=Rattus norvegicus GN=Tagln3 PE=1 SV=26 13 -0.009481 -0.136239 0.1177163 0.8375625 0.544753

sp|Q5FVM4|NONO_RAT Non-POU domain-containing octamer-binding protein OS=Rattus norvegicus GN=Nono PE=2 SV=37 22 -0.020779 -0.126322 0.0844791 0.8384125 0.5452333

sp|Q64057|AL7A1_RAT Alpha-aminoadipic semialdehyde dehydrogenase OS=Rattus norvegicus GN=Aldh7a1 PE=1 SV=28 16 -0.005353 -0.137379 0.126724 0.839725 0.5463508

sp|O35077|GPDA_RAT Glycerol-3-phosphate dehydrogenase [NAD+], cytoplasmic OS=Rattus norvegicus GN=Gpd1 PE=1 SV=412 34 0.0140932 -0.102249 0.1343571 0.8400375 0.5466697
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sp|P63018|HSP7C_RAT Heat shock cognate 71 kDa protein OS=Rattus norvegicus GN=Hspa8 PE=1 SV=125 100 -0.026771 -0.120062 0.064177 0.8400875 0.5468289

sp|Q68FQ0|TCPE_RAT T-complex protein 1 subunit epsilon OS=Rattus norvegicus GN=Cct5 PE=1 SV=126 86 -0.045671 -0.097412 0.0057826 0.84085 0.5473062

sp|P41562|IDHC_RAT Isocitrate dehydrogenase [NADP] cytoplasmic OS=Rattus norvegicus GN=Idh1 PE=1 SV=113 43 -0.027601 -0.118524 0.0625082 0.8412 0.5477829

sp|Q6P7Q4|LGUL_RAT Lactoylglutathione lyase OS=Rattus norvegicus GN=Glo1 PE=1 SV=36 31 -0.003212 -0.144081 0.1366154 0.841825 0.548259

sp|P15205|MAP1B_RAT Microtubule-associated protein 1B OS=Rattus norvegicus GN=Map1b PE=1 SV=236 100 0.0249105 -0.071888 0.1201322 0.8421125 0.5485758

sp|Q5BK63|NDUA9_RAT NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 9, mitochondrial OS=Rattus norvegicus GN=Ndufa9 PE=1 SV=211 41 0.0237719 -0.069864 0.1199125 0.84285 0.5490508

sp|P97571|CAN1_RAT Calpain-1 catalytic subunit OS=Rattus norvegicus GN=Capn1 PE=1 SV=114 29 0.0101141 -0.114271 0.1320018 0.84335 0.5498407

sp|Q68FU3|ETFB_RAT Electron transfer flavoprotein subunit beta OS=Rattus norvegicus GN=Etfb PE=2 SV=312 40 -0.021706 -0.124152 0.0822835 0.844075 0.5501561

sp|A0JPM9|EIF3J_RAT Eukaryotic translation initiation factor 3 subunit J OS=Rattus norvegicus GN=Eif3j PE=2 SV=16 13 0.0166666 -0.093973 0.129848 0.8448875 0.5503142

sp|P81155|VDAC2_RAT Voltage-dependent anion-selective channel protein 2 OS=Rattus norvegicus GN=Vdac2 PE=1 SV=29 28 0.0323355 -0.045845 0.1116485 0.8450875 0.5504721

sp|P48004|PSA7_RAT Proteasome subunit alpha type-7 OS=Rattus norvegicus GN=Psma7 PE=1 SV=16 18 -0.021688 -0.121742 0.0821297 0.84545 0.5512601

sp|Q2PQA9|KINH_RAT Kinesin-1 heavy chain OS=Rattus norvegicus GN=Kif5b PE=1 SV=112 31 -0.011378 -0.132793 0.1070709 0.84595 0.5515747

sp|Q62847|ADDG_RAT Gamma-adducin OS=Rattus norvegicus GN=Add3 PE=1 SV=210 24 0.0068667 -0.123836 0.1363156 0.846325 0.5520459

sp|P26284|ODPA_RAT Pyruvate dehydrogenase E1 component subunit alpha, somatic form, mitochondrial OS=Rattus norvegicus GN=Pdha1 PE=1 SV=216 70 -0.038137 -0.103423 0.0257244 0.84655 0.5523595

sp|Q63028|ADDA_RAT Alpha-adducin OS=Rattus norvegicus GN=Add1 PE=1 SV=216 40 0.0250247 -0.067058 0.1202707 0.846925 0.5525163

sp|Q505J8|SYFA_RAT Phenylalanyl-tRNA synthetase alpha chain OS=Rattus norvegicus GN=Farsa PE=1 SV=112 27 -0.017278 -0.122027 0.08767 0.847125 0.5528295

sp|Q9Z2G8|NP1L1_RAT Nucleosome assembly protein 1-like 1 OS=Rattus norvegicus GN=Nap1l1 PE=2 SV=15 20 0.0042929 -0.124005 0.1362917 0.8475 0.5531424

sp|P13086|SUCA_RAT Succinyl-CoA ligase [GDP-forming] subunit alpha, mitochondrial OS=Rattus norvegicus GN=Suclg1 PE=2 SV=213 45 -0.041008 -0.102285 0.0175622 0.8477125 0.5537667

sp|Q6P9U8|EIF3H_RAT Eukaryotic translation initiation factor 3 subunit H OS=Rattus norvegicus GN=Eif3h PE=2 SV=16 24 -0.001862 -0.141843 0.1370463 0.8485875 0.5543898

sp|O88994|MOSC2_RAT MOSC domain-containing protein 2, mitochondrial OS=Rattus norvegicus GN=Mosc2 PE=2 SV=16 13 0.0022218 -0.134051 0.1349855 0.8486375 0.5545453

sp|Q6AYK8|EIF3D_RAT Eukaryotic translation initiation factor 3 subunit D OS=Rattus norvegicus GN=Eif3d PE=2 SV=17 19 0.0046765 -0.123566 0.1389091 0.8486625 0.5547007

sp|O35824|DNJA2_RAT DnaJ homolog subfamily A member 2 OS=Rattus norvegicus GN=Dnaja2 PE=2 SV=19 13 -0.002499 -0.137944 0.1284318 0.8487 0.5548559

sp|Q6AXT5|RAB21_RAT Ras-related protein Rab-21 OS=Rattus norvegicus GN=Rab21 PE=2 SV=15 16 -0.013658 -0.124875 0.0968789 0.8500625 0.5559412

sp|Q99PD4|ARC1A_RAT Actin-related protein 2/3 complex subunit 1A OS=Rattus norvegicus GN=Arpc1a PE=2 SV=16 11 -0.008797 -0.130482 0.1074176 0.8504375 0.5564052

sp|P70580|PGRC1_RAT Membrane-associated progesterone receptor component 1 OS=Rattus norvegicus GN=Pgrmc1 PE=1 SV=34 20 -0.004687 -0.13543 0.1244356 0.85145 0.5571768

sp|P62483|KCAB2_RAT Voltage-gated potassium channel subunit beta-2 OS=Rattus norvegicus GN=Kcnab2 PE=1 SV=16 13 0.0023785 -0.130423 0.1348862 0.8526125 0.5582548

sp|Q68FS4|AMPL_RAT Cytosol aminopeptidase OS=Rattus norvegicus GN=Lap3 PE=1 SV=114 30 -0.014967 -0.126116 0.0933761 0.8537 0.5588693

sp|Q4V8F9|HSDL2_RAT Hydroxysteroid dehydrogenase-like protein 2 OS=Rattus norvegicus GN=Hsdl2 PE=2 SV=110 22 0.0041186 -0.124772 0.135677 0.8538625 0.5590229

sp|P97546|NPTN_RAT Neuroplastin OS=Rattus norvegicus GN=Nptn PE=1 SV=24 8 -0.008385 -0.133033 0.1087563 0.8551 0.5597905

sp|P61203|CSN2_RAT COP9 signalosome complex subunit 2 OS=Rattus norvegicus GN=Cops2 PE=2 SV=110 26 0.0181589 -0.079547 0.119739 0.8552375 0.5599438

sp|P11915|NLTP_RAT Non-specific lipid-transfer protein OS=Rattus norvegicus GN=Scp2 PE=1 SV=312 42 -0.008087 -0.134804 0.1124936 0.8557875 0.5604035

sp|Q5RJR8|LRC59_RAT Leucine-rich repeat-containing protein 59 OS=Rattus norvegicus GN=Lrrc59 PE=1 SV=113 40 -0.027022 -0.110432 0.0611043 0.85655 0.5608625

sp|Q5XI72|IF4H_RAT Eukaryotic translation initiation factor 4H OS=Rattus norvegicus GN=Eif4h PE=1 SV=19 44 0.0234005 -0.070949 0.1141419 0.856875 0.5614734

sp|Q499N6|UBXN1_RAT UBX domain-containing protein 1 OS=Rattus norvegicus GN=Ubxn1 PE=2 SV=24 9 -0.001911 -0.132686 0.1276106 0.85705 0.5616259

sp|P17220|PSA2_RAT Proteasome subunit alpha type-2 OS=Rattus norvegicus GN=Psma2 PE=1 SV=35 16 0.0080746 -0.108326 0.1252763 0.8600625 0.5631533

sp|P68511|1433F_RAT 14-3-3 protein eta OS=Rattus norvegicus GN=Ywhah PE=1 SV=213 46 -0.032417 -0.105693 0.0400376 0.861375 0.5642194

sp|Q8VHF5|CISY_RAT Citrate synthase, mitochondrial OS=Rattus norvegicus GN=Cs PE=1 SV=118 86 -0.031897 -0.103681 0.0442878 0.8633125 0.565887

sp|Q02253|MMSA_RAT Methylmalonate-semialdehyde dehydrogenase [acylating], mitochondrial OS=Rattus norvegicus GN=Aldh6a1 PE=1 SV=120 64 0.0263518 -0.060852 0.108995 0.86435 0.5660387

sp|Q62951|DPYL4_RAT Dihydropyrimidinase-related protein 4 (Fragment) OS=Rattus norvegicus GN=Dpysl4 PE=1 SV=17 20 -0.011306 -0.121813 0.098493 0.864975 0.5672484

sp|Q6TUG0|DJB11_RAT DnaJ homolog subfamily B member 11 OS=Rattus norvegicus GN=Dnajb11 PE=2 SV=16 17 0.001514 -0.123275 0.130358 0.8661625 0.568152

sp|Q9JK11|RTN4_RAT Reticulon-4 OS=Rattus norvegicus GN=Rtn4 PE=1 SV=130 100 0.0321804 -0.0392 0.1041795 0.86665 0.568453

sp|Q9HB97|PARVA_RAT Alpha-parvin OS=Rattus norvegicus GN=Parva PE=1 SV=25 15 -0.002605 -0.127951 0.1212829 0.8668875 0.5687536

sp|Q5EB81|NB5R1_RAT NADH-cytochrome b5 reductase 1 OS=Rattus norvegicus GN=Cyb5r1 PE=2 SV=110 20 0.0045393 -0.118307 0.1265132 0.867975 0.569504

sp|P63329|PP2BA_RAT Serine/threonine-protein phosphatase 2B catalytic subunit alpha isoform OS=Rattus norvegicus GN=Ppp3ca PE=1 SV=16 14 0.0116063 -0.095694 0.1183303 0.868 0.5696539

sp|Q62826|HNRPM_RAT Heterogeneous nuclear ribonucleoprotein M OS=Rattus norvegicus GN=Hnrnpm PE=1 SV=417 40 -0.024171 -0.109464 0.0608239 0.8683625 0.5701031

sp|P16638|ACLY_RAT ATP-citrate synthase OS=Rattus norvegicus GN=Acly PE=1 SV=133 100 0.0007544 -0.132067 0.1290132 0.868575 0.570402

sp|B2RZ78|VPS29_RAT Vacuolar protein sorting-associated protein 29 OS=Rattus norvegicus GN=Vps29 PE=1 SV=27 17 -0.024437 -0.105501 0.06164 0.8691 0.5707008
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sp|P62828|RAN_RAT GTP-binding nuclear protein Ran OS=Rattus norvegicus GN=Ran PE=1 SV=39 27 -0.018851 -0.115134 0.0794653 0.8701125 0.571149

sp|P38983|RSSA_RAT 40S ribosomal protein SA OS=Rattus norvegicus GN=Rpsa PE=1 SV=39 51 -0.002085 -0.126081 0.1278333 0.8705 0.5712985

sp|P36876|2ABA_RAT Serine/threonine-protein phosphatase 2A 55 kDa regulatory subunit B alpha isoform OS=Rattus norvegicus GN=Ppp2r2a PE=2 SV=17 20 -0.025128 -0.104511 0.0568304 0.87215 0.5730848

sp|P21571|ATP5J_RAT ATP synthase-coupling factor 6, mitochondrial OS=Rattus norvegicus GN=Atp5j PE=1 SV=17 28 0.009261 -0.101049 0.1232845 0.8723 0.5733816

sp|P63047|ST4A1_RAT Sulfotransferase 4A1 OS=Rattus norvegicus GN=Sult4a1 PE=2 SV=13 12 0.0189181 -0.07282 0.1125116 0.8723125 0.5735298

sp|Q4V7C6|GUAA_RAT GMP synthase [glutamine-hydrolyzing] OS=Rattus norvegicus GN=Gmps PE=1 SV=17 20 -0.007867 -0.121152 0.1045546 0.8724875 0.573678

sp|O88563|MRP3_RAT Canalicular multispecific organic anion transporter 2 OS=Rattus norvegicus GN=Abcc3 PE=2 SV=15 12 -0.01391 -0.119032 0.0893465 0.873025 0.5739741

sp|P63086|MK01_RAT Mitogen-activated protein kinase 1 OS=Rattus norvegicus GN=Mapk1 PE=1 SV=37 17 0.011984 -0.092207 0.118828 0.87425 0.5750092

sp|P11442|CLH_RAT Clathrin heavy chain 1 OS=Rattus norvegicus GN=Cltc PE=1 SV=337 100 -0.032337 -0.103413 0.0367508 0.874275 0.5751568

sp|P52873|PYC_RAT Pyruvate carboxylase, mitochondrial OS=Rattus norvegicus GN=Pc PE=1 SV=218 50 -0.026148 -0.106795 0.0523197 0.8749 0.5758932

sp|P11884|ALDH2_RAT Aldehyde dehydrogenase, mitochondrial OS=Rattus norvegicus GN=Aldh2 PE=1 SV=118 85 0.0173697 -0.078018 0.1137286 0.8750875 0.5760403

sp|Q63083|NUCB1_RAT Nucleobindin-1 OS=Rattus norvegicus GN=Nucb1 PE=1 SV=110 26 -0.015733 -0.112799 0.08207 0.8751375 0.5761873

sp|Q1JU68|EIF3A_RAT Eukaryotic translation initiation factor 3 subunit A OS=Rattus norvegicus GN=Eif3a PE=2 SV=218 47 -0.021041 -0.107871 0.0692219 0.8755875 0.5766278

sp|Q66HF1|NDUS1_RAT NADH-ubiquinone oxidoreductase 75 kDa subunit, mitochondrial OS=Rattus norvegicus GN=Ndufs1 PE=1 SV=120 65 0.0249109 -0.056085 0.1084653 0.8769875 0.5775077

sp|Q5RJQ4|SIRT2_RAT NAD-dependent deacetylase sirtuin-2 OS=Rattus norvegicus GN=Sirt2 PE=1 SV=15 21 -0.00106 -0.125541 0.1234805 0.87825 0.578823

sp|Q62940|NEDD4_RAT E3 ubiquitin-protein ligase NEDD4 OS=Rattus norvegicus GN=Nedd4 PE=1 SV=116 48 0.0269333 -0.047976 0.1003853 0.878275 0.5789688

sp|B5DFC8|EIF3C_RAT Eukaryotic translation initiation factor 3 subunit C OS=Rattus norvegicus GN=Eif3c PE=2 SV=19 21 -0.008105 -0.118026 0.10198 0.879425 0.5796972

sp|B2RZ37|REEP5_RAT Receptor expression-enhancing protein 5 OS=Rattus norvegicus GN=Reep5 PE=1 SV=15 16 -0.013522 -0.117848 0.0849459 0.8799375 0.5799883

sp|Q9WTT6|GUAD_RAT Guanine deaminase OS=Rattus norvegicus GN=Gda PE=1 SV=121 66 0.0084025 -0.099418 0.1191528 0.880125 0.5805696

sp|Q63507|RL14_RAT 60S ribosomal protein L14 OS=Rattus norvegicus GN=Rpl14 PE=1 SV=37 25 -0.004463 -0.122544 0.112821 0.8809625 0.5810046

sp|P15999|ATPA_RAT ATP synthase subunit alpha, mitochondrial OS=Rattus norvegicus GN=Atp5a1 PE=1 SV=224 100 -0.042462 -0.091576 0.0080563 0.8818125 0.5818735

sp|Q63598|PLST_RAT Plastin-3 OS=Rattus norvegicus GN=Pls3 PE=2 SV=213 32 0.0216322 -0.061544 0.1035293 0.8833625 0.5824524

sp|P84083|ARF5_RAT ADP-ribosylation factor 5 OS=Rattus norvegicus GN=Arf5 PE=1 SV=24 12 -0.004852 -0.116422 0.1063643 0.8834375 0.5827418

sp|P41542|USO1_RAT General vesicular transport factor p115 OS=Rattus norvegicus GN=Uso1 PE=1 SV=115 31 -0.015462 -0.10815 0.0752581 0.8849125 0.5837544

sp|Q5XI32|CAPZB_RAT F-actin-capping protein subunit beta OS=Rattus norvegicus GN=Capzb PE=1 SV=19 23 -0.018612 -0.107071 0.0698229 0.8849625 0.5840428

sp|P13383|NUCL_RAT Nucleolin OS=Rattus norvegicus GN=Ncl PE=1 SV=320 76 0.0273035 -0.047507 0.1023463 0.88525 0.5844745

sp|P16617|PGK1_RAT Phosphoglycerate kinase 1 OS=Rattus norvegicus GN=Pgk1 PE=1 SV=227 90 -0.007589 -0.118393 0.0987232 0.885575 0.584762

sp|P09606|GLNA_RAT Glutamine synthetase OS=Rattus norvegicus GN=Glul PE=1 SV=312 18 0.0097198 -0.096761 0.1110433 0.8857625 0.5849056

sp|Q9Z269|VAPB_RAT Vesicle-associated membrane protein-associated protein B OS=Rattus norvegicus GN=Vapb PE=1 SV=37 26 -0.012026 -0.113757 0.0872201 0.886425 0.5853365

sp|P25809|KCRU_RAT Creatine kinase U-type, mitochondrial OS=Rattus norvegicus GN=Ckmt1 PE=1 SV=110 34 -0.012824 -0.112953 0.0847307 0.8879625 0.5859113

sp|Q9WU82|CTNB1_RAT Catenin beta-1 OS=Rattus norvegicus GN=Ctnnb1 PE=1 SV=115 45 0.020778 -0.065623 0.1036521 0.8887375 0.5866294

sp|Q63355|MYO1C_RAT Myosin-Ic OS=Rattus norvegicus GN=Myo1c PE=2 SV=223 49 0.0096905 -0.093501 0.1128952 0.8891875 0.5869163

sp|P11730|KCC2G_RAT Calcium/calmodulin-dependent protein kinase type II subunit gamma OS=Rattus norvegicus GN=Camk2g PE=2 SV=16 25 0.0093567 -0.095172 0.1102303 0.889675 0.5872031

sp|P36972|APT_RAT Adenine phosphoribosyltransferase OS=Rattus norvegicus GN=Aprt PE=1 SV=17 23 -0.000808 -0.117334 0.1139026 0.889825 0.5876325

sp|Q68FX0|IDH3B_RAT Isocitrate dehydrogenase [NAD] subunit beta, mitochondrial OS=Rattus norvegicus GN=Idh3B PE=1 SV=17 35 -0.023372 -0.102446 0.0560932 0.889875 0.5877754

sp|Q9EPJ0|NUCKS_RAT Nuclear ubiquitous casein and cyclin-dependent kinases substrate OS=Rattus norvegicus GN=Nucks1 PE=1 SV=13 8 -0.003559 -0.112743 0.109702 0.891475 0.588917

sp|Q2TA68|OPA1_RAT Dynamin-like 120 kDa protein, mitochondrial OS=Rattus norvegicus GN=Opa1 PE=1 SV=118 42 0.0231978 -0.054761 0.1000613 0.8942875 0.5911928

sp|P52296|IMB1_RAT Importin subunit beta-1 OS=Rattus norvegicus GN=Kpnb1 PE=1 SV=115 28 0.0127484 -0.08116 0.1051324 0.8943 0.5913345

sp|Q5SGE0|LPPRC_RAT Leucine-rich PPR motif-containing protein, mitochondrial OS=Rattus norvegicus GN=Lrpprc PE=1 SV=122 43 -0.016826 -0.103958 0.0673372 0.895225 0.592183

sp|P48721|GRP75_RAT Stress-70 protein, mitochondrial OS=Rattus norvegicus GN=Hspa9 PE=1 SV=323 85 -0.031302 -0.096544 0.0326543 0.8954625 0.5926063

sp|Q6AYN4|PHIPL_RAT Phytanoyl-CoA hydroxylase-interacting protein-like OS=Rattus norvegicus GN=Phyhipl PE=2 SV=29 27 -0.002996 -0.114127 0.1072234 0.8956625 0.592888

sp|P62815|VATB2_RAT V-type proton ATPase subunit B, brain isoform OS=Rattus norvegicus GN=Atp6v1b2 PE=1 SV=113 36 0.0260975 -0.042489 0.0977738 0.89575 0.5930287

sp|P35704|PRDX2_RAT Peroxiredoxin-2 OS=Rattus norvegicus GN=Prdx2 PE=1 SV=38 36 0.0047018 -0.10183 0.1145007 0.8960625 0.5934504

sp|Q64537|CPNS1_RAT Calpain small subunit 1 OS=Rattus norvegicus GN=Capns1 PE=1 SV=39 16 0.0144674 -0.075594 0.1045664 0.896175 0.593731

sp|O35264|PA1B2_RAT Platelet-activating factor acetylhydrolase IB subunit beta OS=Rattus norvegicus GN=Pafah1b2 PE=1 SV=16 18 0.0031604 -0.107318 0.1131071 0.896975 0.5944314

sp|Q9JLJ3|AL9A1_RAT 4-trimethylaminobutyraldehyde dehydrogenase OS=Rattus norvegicus GN=Aldh9a1 PE=1 SV=113 26 0.0084021 -0.087801 0.1090083 0.8979625 0.5952701

sp|P32551|QCR2_RAT Cytochrome b-c1 complex subunit 2, mitochondrial OS=Rattus norvegicus GN=Uqcrc2 PE=1 SV=212 48 -0.020009 -0.101269 0.0652948 0.8981875 0.5954098
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sp|P04762|CATA_RAT Catalase OS=Rattus norvegicus GN=Cat PE=1 SV=320 45 0.0014446 -0.113475 0.1117625 0.8987875 0.5959675

sp|Q09167|SRSF5_RAT Serine/arginine-rich splicing factor 5 OS=Rattus norvegicus GN=Srsf5 PE=2 SV=15 8 0.0002518 -0.110485 0.1084747 0.90045 0.5974973

sp|A0JPJ7|OLA1_RAT Obg-like ATPase 1 OS=Rattus norvegicus GN=Ola1 PE=2 SV=113 36 0.0056517 -0.098837 0.109585 0.9014625 0.5980524

sp|Q9JHU0|DPYL5_RAT Dihydropyrimidinase-related protein 5 OS=Rattus norvegicus GN=Dpysl5 PE=1 SV=120 62 0.0135837 -0.077815 0.1046138 0.90225 0.5983299

sp|O35567|PUR9_RAT Bifunctional purine biosynthesis protein PURH OS=Rattus norvegicus GN=Atic PE=1 SV=219 67 -0.011637 -0.107306 0.082637 0.9023 0.5986072

sp|Q4FZT9|PSMD2_RAT 26S proteasome non-ATPase regulatory subunit 2 OS=Rattus norvegicus GN=Psmd2 PE=2 SV=113 37 0.0175841 -0.063404 0.1004156 0.9030375 0.5991612

sp|P13471|RS14_RAT 40S ribosomal protein S14 OS=Rattus norvegicus GN=Rps14 PE=2 SV=37 24 0.0019976 -0.101088 0.1069486 0.9031125 0.5994378

sp|Q5I0G4|SYG_RAT Glycyl-tRNA synthetase (Fragment) OS=Rattus norvegicus GN=Gars PE=1 SV=115 31 0.0020258 -0.106621 0.1100806 0.904075 0.5999906

sp|O88506|STK39_RAT STE20/SPS1-related proline-alanine-rich protein kinase OS=Rattus norvegicus GN=Stk39 PE=2 SV=28 18 -0.005228 -0.104581 0.0968272 0.9043125 0.6008172

sp|P54313|GBB2_RAT Guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-2 OS=Rattus norvegicus GN=Gnb2 PE=1 SV=45 22 0.0068734 -0.091742 0.1052153 0.9044375 0.601092

sp|Q4KM49|SYYC_RAT Tyrosyl-tRNA synthetase, cytoplasmic OS=Rattus norvegicus GN=Yars PE=2 SV=323 73 -0.038007 -0.08817 0.0125077 0.904775 0.6015035

sp|P49134|ITB1_RAT Integrin beta-1 OS=Rattus norvegicus GN=Itgb1 PE=2 SV=110 32 0.0107213 -0.08033 0.1014293 0.904925 0.6017775

sp|Q9EQX9|UBE2N_RAT Ubiquitin-conjugating enzyme E2 N OS=Rattus norvegicus GN=Ube2n PE=1 SV=17 24 0.0126561 -0.076985 0.1031559 0.9055125 0.6023247

sp|P15791|KCC2D_RAT Calcium/calmodulin-dependent protein kinase type II subunit delta OS=Rattus norvegicus GN=Camk2d PE=1 SV=16 22 -0.012859 -0.101512 0.074877 0.9061375 0.6031435

sp|Q5FVQ4|MLEC_RAT Malectin OS=Rattus norvegicus GN=Mlec PE=2 SV=18 17 0.0041834 -0.097711 0.1028892 0.907225 0.6039601

sp|Q6RUV5|RAC1_RAT Ras-related C3 botulinum toxin substrate 1 OS=Rattus norvegicus GN=Rac1 PE=1 SV=18 32 0.0262536 -0.040551 0.0933447 0.907925 0.6049102

sp|P08081|CLCA_RAT Clathrin light chain A OS=Rattus norvegicus GN=Clta PE=1 SV=15 15 -0.015493 -0.098623 0.0673921 0.9081 0.605451

sp|P67779|PHB_RAT Prohibitin OS=Rattus norvegicus GN=Phb PE=1 SV=111 41 0.0163164 -0.065827 0.1022625 0.9087875 0.6059907

sp|Q4G061|EIF3B_RAT Eukaryotic translation initiation factor 3 subunit B OS=Rattus norvegicus GN=Eif3b PE=1 SV=113 28 0.0009629 -0.106607 0.1063028 0.9088 0.6061254

sp|B2RYG6|OTUB1_RAT Ubiquitin thioesterase OTUB1 OS=Rattus norvegicus GN=Otub1 PE=1 SV=110 28 0.0031009 -0.099755 0.1055761 0.9095875 0.6066643

sp|P97852|DHB4_RAT Peroxisomal multifunctional enzyme type 2 OS=Rattus norvegicus GN=Hsd17b4 PE=1 SV=313 31 0.0045965 -0.093495 0.104039 0.9098625 0.6070678

sp|O70351|HCD2_RAT 3-hydroxyacyl-CoA dehydrogenase type-2 OS=Rattus norvegicus GN=Hsd17b10 PE=1 SV=37 28 0.007031 -0.090954 0.1008027 0.910075 0.6072022

sp|P47942|DPYL2_RAT Dihydropyrimidinase-related protein 2 OS=Rattus norvegicus GN=Dpysl2 PE=1 SV=122 100 -0.007219 -0.102154 0.0910079 0.9102625 0.6073365

sp|B0K020|CISD1_RAT CDGSH iron-sulfur domain-containing protein 1 OS=Rattus norvegicus GN=Cisd1 PE=3 SV=15 19 0.0054927 -0.096941 0.1038883 0.910975 0.6080072

sp|Q5XIF3|NDUS4_RAT NADH dehydrogenase [ubiquinone] iron-sulfur protein 4, mitochondrial OS=Rattus norvegicus GN=Ndufs4 PE=1 SV=17 21 0.0108613 -0.075953 0.1031557 0.9114875 0.6085428

sp|Q63269|ITPR3_RAT Inositol 1,4,5-trisphosphate receptor type 3 OS=Rattus norvegicus GN=Itpr3 PE=1 SV=127 62 0.0071857 -0.089495 0.1031778 0.91275 0.6094789

sp|Q6NYB7|RAB1A_RAT Ras-related protein Rab-1A OS=Rattus norvegicus GN=Rab1A PE=1 SV=35 11 0.0120688 -0.074119 0.0997266 0.9137625 0.6100128

sp|P59215|GNAO_RAT Guanine nucleotide-binding protein G(o) subunit alpha OS=Rattus norvegicus GN=Gnao1 PE=1 SV=29 22 0.002578 -0.09959 0.102024 0.914575 0.6106798

sp|P37285|KLC1_RAT Kinesin light chain 1 OS=Rattus norvegicus GN=Klc1 PE=2 SV=216 43 0.0154103 -0.066434 0.0985814 0.91485 0.6112121

sp|P08461|ODP2_RAT Dihydrolipoyllysine-residue acetyltransferase component of pyruvate dehydrogenase complex, mitochondrial OS=Rattus norvegicus GN=Dlat PE=1 SV=317 75 -0.017166 -0.098508 0.061249 0.9162 0.6133279

sp|Q9EQS0|TALDO_RAT Transaldolase OS=Rattus norvegicus GN=Taldo1 PE=1 SV=222 81 0.0218662 -0.0473 0.0957393 0.9180875 0.6141182

sp|P50475|SYAC_RAT Alanyl-tRNA synthetase, cytoplasmic OS=Rattus norvegicus GN=Aars PE=1 SV=327 81 0.0038048 -0.093141 0.100992 0.9187625 0.6149074

sp|Q9Z2L0|VDAC1_RAT Voltage-dependent anion-selective channel protein 1 OS=Rattus norvegicus GN=Vdac1 PE=1 SV=415 68 0.0230267 -0.049253 0.0913039 0.919425 0.6153016

sp|P35434|ATPD_RAT ATP synthase subunit delta, mitochondrial OS=Rattus norvegicus GN=Atp5d PE=1 SV=23 12 -0.001555 -0.102228 0.101091 0.919475 0.6154329

sp|Q01986|MP2K1_RAT Dual specificity mitogen-activated protein kinase kinase 1 OS=Rattus norvegicus GN=Map2k1 PE=1 SV=28 25 -0.00516 -0.099981 0.0871118 0.9204375 0.6159581

sp|Q6AYS8|DHB11_RAT Estradiol 17-beta-dehydrogenase 11 OS=Rattus norvegicus GN=Hsd17b11 PE=2 SV=112 32 0.0060387 -0.084315 0.0986355 0.9217375 0.6168759

sp|P63102|1433Z_RAT 14-3-3 protein zeta/delta OS=Rattus norvegicus GN=Ywhaz PE=1 SV=111 66 0.0221562 -0.046644 0.0921522 0.9243625 0.6190954

sp|Q63377|AT1B3_RAT Sodium/potassium-transporting ATPase subunit beta-3 OS=Rattus norvegicus GN=Atp1b3 PE=2 SV=18 33 -0.016791 -0.092257 0.0571882 0.9270625 0.6209164

sp|P21575|DYN1_RAT Dynamin-1 OS=Rattus norvegicus GN=Dnm1 PE=1 SV=216 46 0.0194199 -0.050893 0.0892038 0.92725 0.6211759

sp|P13264|GLSK_RAT Glutaminase kidney isoform, mitochondrial OS=Rattus norvegicus GN=Gls PE=1 SV=214 34 -0.001723 -0.099366 0.0923933 0.9275375 0.6215645

sp|Q07009|CAN2_RAT Calpain-2 catalytic subunit OS=Rattus norvegicus GN=Capn2 PE=1 SV=318 75 0.0037106 -0.089661 0.0988414 0.9275875 0.6216939

sp|Q5XIT1|MARE3_RAT Microtubule-associated protein RP/EB family member 3 OS=Rattus norvegicus GN=Mapre3 PE=1 SV=15 19 0.00621 -0.082688 0.0911754 0.928425 0.6224692

sp|Q64560|TPP2_RAT Tripeptidyl-peptidase 2 OS=Rattus norvegicus GN=Tpp2 PE=2 SV=319 45 0.0126619 -0.066349 0.0921099 0.9311125 0.624144

sp|P14408|FUMH_RAT Fumarate hydratase, mitochondrial OS=Rattus norvegicus GN=Fh PE=1 SV=111 28 -0.00453 -0.094856 0.0845311 0.9322125 0.6246595

sp|P85968|6PGD_RAT 6-phosphogluconate dehydrogenase, decarboxylating OS=Rattus norvegicus GN=Pgd PE=1 SV=113 43 -0.011671 -0.09184 0.0702315 0.9324125 0.6247884

sp|P10860|DHE3_RAT Glutamate dehydrogenase 1, mitochondrial OS=Rattus norvegicus GN=Glud1 PE=1 SV=224 100 -0.035934 -0.082347 0.0119644 0.933075 0.6249174

sp|Q9JJ54|HNRPD_RAT Heterogeneous nuclear ribonucleoprotein D0 OS=Rattus norvegicus GN=Hnrnpd PE=1 SV=110 38 -9.07E-05 -0.093703 0.0965965 0.9353375 0.6274843
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sp|P61765|STXB1_RAT Syntaxin-binding protein 1 OS=Rattus norvegicus GN=Stxbp1 PE=1 SV=117 53 0.0119944 -0.065297 0.0900078 0.9359625 0.6279951

sp|P05765|RS21_RAT 40S ribosomal protein S21 OS=Rattus norvegicus GN=Rps21 PE=1 SV=13 15 -0.002231 -0.09072 0.0872018 0.937175 0.6290143

sp|Q9QWN8|SPTN2_RAT Spectrin beta chain, brain 2 OS=Rattus norvegicus GN=Sptbn2 PE=1 SV=215 36 0.0178033 -0.049803 0.0864033 0.9390625 0.6305391

sp|Q7TPB1|TCPD_RAT T-complex protein 1 subunit delta OS=Rattus norvegicus GN=Cct4 PE=1 SV=325 90 -0.027857 -0.081205 0.0255794 0.9407375 0.6321841

sp|Q6P799|SYSC_RAT Seryl-tRNA synthetase, cytoplasmic OS=Rattus norvegicus GN=Sars PE=1 SV=315 56 0.0026539 -0.082818 0.0909925 0.940875 0.6324362

sp|Q66HA6|ARL8B_RAT ADP-ribosylation factor-like protein 8B OS=Rattus norvegicus GN=Arl8b PE=2 SV=110 44 -0.006 -0.088214 0.0776304 0.9420375 0.6338178

sp|P28023|DCTN1_RAT Dynactin subunit 1 OS=Rattus norvegicus GN=Dctn1 PE=2 SV=227 69 -0.019222 -0.082679 0.0459551 0.9425875 0.6341936

sp|P62870|ELOB_RAT Transcription elongation factor B polypeptide 2 OS=Rattus norvegicus GN=Tceb2 PE=1 SV=18 26 0.0098403 -0.064575 0.0859805 0.9462875 0.6364462

sp|P05370|G6PD_RAT Glucose-6-phosphate 1-dehydrogenase OS=Rattus norvegicus GN=G6pdx PE=1 SV=320 46 0.0070779 -0.071133 0.0872448 0.946925 0.6376915

sp|Q62910|SYNJ1_RAT Synaptojanin-1 OS=Rattus norvegicus GN=Synj1 PE=1 SV=320 44 0.0042548 -0.074907 0.0859393 0.9471625 0.6378157

sp|P61589|RHOA_RAT Transforming protein RhoA OS=Rattus norvegicus GN=Rhoa PE=1 SV=111 38 0.0223807 -0.034998 0.0832449 0.94805 0.6389305

sp|Q3T1J1|IF5A1_RAT Eukaryotic translation initiation factor 5A-1 OS=Rattus norvegicus GN=Eif5a PE=1 SV=38 46 -0.009373 -0.085834 0.0678867 0.948375 0.639301

sp|Q920L2|DHSA_RAT Succinate dehydrogenase [ubiquinone] flavoprotein subunit, mitochondrial OS=Rattus norvegicus GN=Sdha PE=1 SV=115 33 -0.001263 -0.087341 0.0839322 0.9484 0.6394244

sp|Q5XIG8|STRAP_RAT Serine-threonine kinase receptor-associated protein OS=Rattus norvegicus GN=Strap PE=1 SV=19 28 0.0036367 -0.076992 0.0835615 0.94855 0.6397941

sp|P05708|HXK1_RAT Hexokinase-1 OS=Rattus norvegicus GN=Hk1 PE=1 SV=426 100 0.0009098 -0.084872 0.0862607 0.9486125 0.6399172

sp|P29315|RINI_RAT Ribonuclease inhibitor OS=Rattus norvegicus GN=Rnh1 PE=1 SV=212 35 0.0107425 -0.063516 0.0821274 0.9494 0.6406548

sp|Q9QYF3|MYO5A_RAT Myosin-Va OS=Rattus norvegicus GN=Myo5a PE=2 SV=119 37 -0.004321 -0.083386 0.0762682 0.950025 0.6417567

sp|Q06647|ATPO_RAT ATP synthase subunit O, mitochondrial OS=Rattus norvegicus GN=Atp5o PE=1 SV=110 36 -0.01352 -0.081652 0.0539408 0.950775 0.642732

sp|P10888|COX41_RAT Cytochrome c oxidase subunit 4 isoform 1, mitochondrial OS=Rattus norvegicus GN=Cox4i1 PE=1 SV=19 25 -0.004114 -0.083213 0.0737315 0.9541875 0.6455228

sp|Q63716|PRDX1_RAT Peroxiredoxin-1 OS=Rattus norvegicus GN=Prdx1 PE=1 SV=115 80 0.0097862 -0.060967 0.0806772 0.9563625 0.6481696

sp|Q68FY0|QCR1_RAT Cytochrome b-c1 complex subunit 1, mitochondrial OS=Rattus norvegicus GN=Uqcrc1 PE=1 SV=112 53 -0.023521 -0.078084 0.030645 0.9570125 0.6488862

sp|Q6P6R2|DLDH_RAT Dihydrolipoyl dehydrogenase, mitochondrial OS=Rattus norvegicus GN=Dld PE=1 SV=114 50 -0.002641 -0.08343 0.0764295 0.9575375 0.6497199

sp|A7VJC2|ROA2_RAT Heterogeneous nuclear ribonucleoproteins A2/B1 OS=Rattus norvegicus GN=Hnrnpa2b1 PE=1 SV=113 57 0.0055898 -0.069049 0.0807459 0.95865 0.6501956

sp|P28480|TCPA_RAT T-complex protein 1 subunit alpha OS=Rattus norvegicus GN=Tcp1 PE=1 SV=128 80 -0.020911 -0.077644 0.0333935 0.9610375 0.6526822

sp|Q5XIH7|PHB2_RAT Prohibitin-2 OS=Rattus norvegicus GN=Phb2 PE=1 SV=118 61 -0.016727 -0.074791 0.0418679 0.9649125 0.6557365

sp|P05712|RAB2A_RAT Ras-related protein Rab-2A OS=Rattus norvegicus GN=Rab2a PE=1 SV=18 27 -0.0058 -0.077223 0.0630604 0.9663125 0.6570227

sp|Q08163|CAP1_RAT Adenylyl cyclase-associated protein 1 OS=Rattus norvegicus GN=Cap1 PE=1 SV=317 57 -0.022382 -0.074311 0.0299637 0.966975 0.6584179

sp|P00507|AATM_RAT Aspartate aminotransferase, mitochondrial OS=Rattus norvegicus GN=Got2 PE=1 SV=223 95 -0.015068 -0.072029 0.0452828 0.9702 0.6611876

sp|P47860|K6PP_RAT 6-phosphofructokinase type C OS=Rattus norvegicus GN=Pfkp PE=1 SV=226 100 -0.003193 -0.072012 0.0691555 0.9704375 0.6616469

sp|Q62952|DPYL3_RAT Dihydropyrimidinase-related protein 3 OS=Rattus norvegicus GN=Dpysl3 PE=1 SV=217 76 0.0041035 -0.066976 0.0728872 0.9705625 0.6618763

sp|Q3KR86|IMMT_RAT Mitochondrial inner membrane protein (Fragment) OS=Rattus norvegicus GN=Immt PE=1 SV=128 78 -0.003461 -0.07382 0.0662139 0.9713 0.6629054

sp|P10960|SAP_RAT Sulfated glycoprotein 1 OS=Rattus norvegicus GN=Psap PE=1 SV=111 60 0.0052544 -0.06527 0.0735092 0.9720125 0.6634759

sp|P48037|ANXA6_RAT Annexin A6 OS=Rattus norvegicus GN=Anxa6 PE=1 SV=230 100 0.0220582 -0.024772 0.0687846 0.97735 0.6694486

sp|P97536|CAND1_RAT Cullin-associated NEDD8-dissociated protein 1 OS=Rattus norvegicus GN=Cand1 PE=1 SV=122 71 0.0064073 -0.055931 0.0674868 0.9783375 0.6706724

sp|P61983|1433G_RAT 14-3-3 protein gamma OS=Rattus norvegicus GN=Ywhag PE=1 SV=29 53 -0.017273 -0.069146 0.0332107 0.978775 0.6719996

sp|P09527|RAB7A_RAT Ras-related protein Rab-7a OS=Rattus norvegicus GN=Rab7a PE=1 SV=212 41 0.0070848 -0.053469 0.0679579 0.979325 0.6732079

sp|P46462|TERA_RAT Transitional endoplasmic reticulum ATPase OS=Rattus norvegicus GN=Vcp PE=1 SV=328 100 0.0206373 -0.027136 0.0666145 0.9795375 0.6737548

sp|P10719|ATPB_RAT ATP synthase subunit beta, mitochondrial OS=Rattus norvegicus GN=Atp5b PE=1 SV=219 100 -0.025102 -0.067335 0.0166905 0.9799375 0.6747353

sp|P11951|CX6C2_RAT Cytochrome c oxidase subunit 6C-2 OS=Rattus norvegicus GN=Cox6c2 PE=1 SV=36 25 -0.003882 -0.066342 0.0596526 0.9804375 0.6758191

sp|O88600|HSP74_RAT Heat shock 70 kDa protein 4 OS=Rattus norvegicus GN=Hspa4 PE=1 SV=133 83 -0.016039 -0.066869 0.0351379 0.9810375 0.676682

sp|Q5U300|UBA1_RAT Ubiquitin-like modifier-activating enzyme 1 OS=Rattus norvegicus GN=Uba1 PE=1 SV=130 100 0.0013837 -0.060992 0.062806 0.98125 0.6771122

sp|P34926|MAP1A_RAT Microtubule-associated protein 1A OS=Rattus norvegicus GN=Map1a PE=1 SV=139 100 -0.003734 -0.066314 0.0579515 0.981425 0.6775415

sp|P04636|MDHM_RAT Malate dehydrogenase, mitochondrial OS=Rattus norvegicus GN=Mdh2 PE=1 SV=218 100 -0.009202 -0.064835 0.0459032 0.98185 0.6782906

sp|P85515|ACTZ_RAT Alpha-centractin OS=Rattus norvegicus GN=Actr1a PE=1 SV=114 42 -0.005185 -0.066792 0.0544286 0.9820125 0.6783974

sp|Q6P502|TCPG_RAT T-complex protein 1 subunit gamma OS=Rattus norvegicus GN=Cct3 PE=1 SV=128 92 -0.016712 -0.064353 0.0304935 0.984175 0.6815795

sp|P38650|DYHC1_RAT Cytoplasmic dynein 1 heavy chain 1 OS=Rattus norvegicus GN=Dync1h1 PE=1 SV=146 100 -0.018012 -0.065074 0.0283088 0.9848 0.6829443

sp|P68255|1433T_RAT 14-3-3 protein theta OS=Rattus norvegicus GN=Ywhaq PE=1 SV=112 33 -0.005392 -0.062362 0.0514583 0.9865375 0.6844063
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sp|P14668|ANXA5_RAT Annexin A5 OS=Rattus norvegicus GN=Anxa5 PE=1 SV=324 100 0.0126425 -0.033509 0.0594488 0.989325 0.6884351

sp|Q6P6V0|G6PI_RAT Glucose-6-phosphate isomerase OS=Rattus norvegicus GN=Gpi PE=1 SV=118 67 -0.00281 -0.057822 0.0551746 0.9898125 0.6890487

sp|Q9ER34|ACON_RAT Aconitate hydratase, mitochondrial OS=Rattus norvegicus GN=Aco2 PE=1 SV=230 100 -0.00436 -0.054026 0.0475859 0.991775 0.6922931

sp|P50137|TKT_RAT Transketolase OS=Rattus norvegicus GN=Tkt PE=1 SV=128 100 -0.004547 -0.054962 0.0472899 0.992325 0.6931966

sp|P47858|K6PF_RAT 6-phosphofructokinase, muscle type OS=Rattus norvegicus GN=Pfkm PE=2 SV=318 65 -0.008681 -0.055001 0.0382405 0.99255 0.6936969

sp|Q6AYH5|DCTN2_RAT Dynactin subunit 2 OS=Rattus norvegicus GN=Dctn2 PE=1 SV=117 63 -0.009605 -0.056605 0.0376631 0.993025 0.6949911
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Accession Name Peptides Spectra Mean Log2 Ratiol-95% CI u-95% CI lFDR gFDR

sp|P14046|A1I3_RAT Alpha-1-inhibitor 3 OS=Rattus norvegicus GN=A1i3 PE=1 SV=16 12 -1.858501 -2.516495 -1.210852 0.0001125 0.0001125

sp|P08932|KNT2_RAT T-kininogen 2 OS=Rattus norvegicus PE=1 SV=23 5 0.816442 0.4434611 1.2028821 0.0003125 0.0002125

sp|Q6P7A9|LYAG_RAT Lysosomal alpha-glucosidase OS=Rattus norvegicus GN=Gaa PE=2 SV=15 11 0.395494 0.2291513 0.5612608 0.0004375 0.0002875

sp|P04639|APOA1_RAT Apolipoprotein A-I OS=Rattus norvegicus GN=Apoa1 PE=1 SV=219 40 0.6681859 0.3490578 0.9831805 0.0009 0.0004406

sp|P22791|HMCS2_RAT Hydroxymethylglutaryl-CoA synthase, mitochondrial OS=Rattus norvegicus GN=Hmgcs2 PE=2 SV=18 10 0.3204246 0.1603425 0.4785332 0.0019625 0.000745

sp|P17475|A1AT_RAT Alpha-1-antiproteinase OS=Rattus norvegicus GN=Serpina1 PE=1 SV=219 50 0.4842831 0.2350939 0.7422014 0.002075 0.0009667

sp|Q9QX79|FETUB_RAT Fetuin-B OS=Rattus norvegicus GN=Fetub PE=2 SV=19 18 0.3679312 0.1799857 0.558146 0.0023875 0.0011696

sp|P01048|KNT1_RAT T-kininogen 1 OS=Rattus norvegicus GN=Map1 PE=1 SV=23 8 0.8630611 0.3653278 1.368615 0.0026125 0.00135

sp|P04276|VTDB_RAT Vitamin D-binding protein OS=Rattus norvegicus GN=Gc PE=1 SV=317 22 -0.367573 -0.566721 -0.169997 0.004025 0.0016472

sp|Q80WL1|GLDN_RAT Gliomedin OS=Rattus norvegicus GN=Gldn PE=1 SV=13 3 -0.453352 -0.826281 -0.107127 0.0117 0.0026525

sp|Q9ESB5|NECA1_RAT N-terminal EF-hand calcium-binding protein 1 OS=Rattus norvegicus GN=Necab1 PE=1 SV=13 4 0.7931817 0.2369261 1.3771669 0.01205 0.0035068

sp|P20759|IGHG1_RAT Ig gamma-1 chain C region OS=Rattus norvegicus PE=1 SV=12 5 0.3097443 0.0974196 0.5357222 0.014625 0.0044333

sp|P39032|RL36_RAT 60S ribosomal protein L36 OS=Rattus norvegicus GN=Rpl36 PE=1 SV=23 8 0.2677986 0.0926407 0.4499649 0.015525 0.0052865

sp|Q63416|ITIH3_RAT Inter-alpha-trypsin inhibitor heavy chain H3 OS=Rattus norvegicus GN=Itih3 PE=2 SV=110 19 0.2695997 0.0887707 0.446548 0.0165 0.0060875

sp|P02651|APOA4_RAT Apolipoprotein A-IV OS=Rattus norvegicus GN=Apoa4 PE=2 SV=210 16 0.3394625 0.0840482 0.5900039 0.02015 0.007025

sp|P19939|APOC1_RAT Apolipoprotein C-I OS=Rattus norvegicus GN=Apoc1 PE=2 SV=12 4 -0.381163 -0.688157 -0.074161 0.024625 0.008125

sp|Q03626|MUG1_RAT Murinoglobulin-1 OS=Rattus norvegicus GN=Mug1 PE=2 SV=18 13 -0.485643 -0.90293 -0.057735 0.0276375 0.0092728

sp|Q9Z2I7|SVOP_RAT Synaptic vesicle 2-related protein OS=Rattus norvegicus GN=Svop PE=1 SV=11 2 -0.344502 -0.642125 -0.050179 0.0287125 0.0103528

sp|P10959|EST2_RAT Liver carboxylesterase 1 OS=Rattus norvegicus GN=Es2 PE=1 SV=39 14 0.3609927 0.0477958 0.679224 0.0296125 0.0113664

sp|P83953|IMA1_RAT Importin subunit alpha-1 OS=Rattus norvegicus GN=Kpna1 PE=2 SV=11 2 -0.688511 -1.313314 -0.017481 0.0322875 0.0124125

sp|P00787|CATB_RAT Cathepsin B OS=Rattus norvegicus GN=Ctsb PE=1 SV=25 9 0.208405 0.0627324 0.3564388 0.0330875 0.013397

sp|P02764|A1AG_RAT Alpha-1-acid glycoprotein OS=Rattus norvegicus GN=Orm1 PE=2 SV=15 8 0.3157604 0.0506587 0.5810325 0.0332875 0.0143011

sp|P50442|GATM_RAT Glycine amidinotransferase, mitochondrial OS=Rattus norvegicus GN=Gatm PE=1 SV=11 2 0.7343147 0.0175289 1.4406061 0.033425 0.0151326

sp|P20760|IGG2A_RAT Ig gamma-2A chain C region OS=Rattus norvegicus GN=Igg-2a PE=1 SV=111 24 0.5745579 -0.00175 1.1302206 0.0379 0.0160813

sp|P11167|GTR1_RAT Solute carrier family 2, facilitated glucose transporter member 1 OS=Rattus norvegicus GN=Slc2a1 PE=1 SV=13 6 -0.225425 -0.405293 -0.051728 0.0386875 0.0169855

sp|Q6AYU3|DNJB6_RAT DnaJ homolog subfamily B member 6 OS=Rattus norvegicus GN=Dnajb6 PE=1 SV=12 5 0.3410639 0.025202 0.6597062 0.04085 0.0179034

sp|Q63041|A1M_RAT Alpha-1-macroglobulin OS=Rattus norvegicus GN=A1m PE=1 SV=118 29 -0.29475 -0.562625 -0.045234 0.041825 0.0187894

sp|Q63945|SET_RAT Protein SET OS=Rattus norvegicus GN=Set PE=1 SV=23 6 0.3796278 0.0149608 0.7507103 0.04345 0.0196701

sp|P14882|PCCA_RAT Propionyl-CoA carboxylase alpha chain, mitochondrial OS=Rattus norvegicus GN=Pcca PE=1 SV=35 6 -0.219414 -0.397183 -0.04193 0.04815 0.0206522

sp|P02625|PRVA_RAT Parvalbumin alpha OS=Rattus norvegicus GN=Pvalb PE=1 SV=24 6 -0.410032 -0.838192 -0.000915 0.0488125 0.0215908

sp|Q921A4|CYGB_RAT Cytoglobin OS=Rattus norvegicus GN=Cygb PE=1 SV=11 2 0.5162774 -0.049718 1.0643511 0.05295 0.0226024

sp|Q6P5P3|TTC9C_RAT Tetratricopeptide repeat protein 9C OS=Rattus norvegicus GN=Ttc9c PE=2 SV=11 3 0.4161388 -0.022843 0.8563517 0.053375 0.0235641

sp|O88370|PI42C_RAT Phosphatidylinositol-5-phosphate 4-kinase type-2 gamma OS=Rattus norvegicus GN=Pip4k2c PE=1 SV=11 5 -0.295105 -0.581685 -0.026237 0.0539375 0.0244845

sp|P21818|STMN2_RAT Stathmin-2 OS=Rattus norvegicus GN=Stmn2 PE=2 SV=21 2 -0.284376 -0.566294 -0.016663 0.0544375 0.0253654

sp|P85845|FSCN1_RAT Fascin OS=Rattus norvegicus GN=Fscn1 PE=1 SV=27 12 -0.208963 -0.387334 -0.034174 0.056125 0.0262443

sp|P00762|TRY1_RAT Anionic trypsin-1 OS=Rattus norvegicus GN=Prss1 PE=1 SV=11 2 -0.436827 -0.901537 0.0345817 0.0569625 0.0270976

sp|Q499N6|UBXN1_RAT UBX domain-containing protein 1 OS=Rattus norvegicus GN=Ubxn1 PE=2 SV=21 2 0.3871182 -0.0158 0.7966929 0.058175 0.0279375

sp|P24090|FETUA_RAT Alpha-2-HS-glycoprotein OS=Rattus norvegicus GN=Ahsg PE=1 SV=212 45 -0.345725 -0.71541 0.0045617 0.05955 0.0287694

sp|P15865|H12_RAT Histone H1.2 OS=Rattus norvegicus GN=Hist1h1c PE=1 SV=315 46 0.3450369 -0.013423 0.7073244 0.0617 0.0296138

sp|Q75WE7|VWA5A_RAT von Willebrand factor A domain-containing protein 5A OS=Rattus norvegicus GN=Vwa5a PE=2 SV=13 3 -0.344223 -0.682577 0.0131979 0.062925 0.0304466

sp|P14141|CAH3_RAT Carbonic anhydrase 3 OS=Rattus norvegicus GN=Ca3 PE=1 SV=31 2 -1.062518 -2.342217 0.279319 0.0641375 0.0312683

sp|P17078|RL35_RAT 60S ribosomal protein L35 OS=Rattus norvegicus GN=Rpl35 PE=1 SV=35 6 0.1974384 0.0227404 0.3783252 0.0673625 0.0321277

sp|P20762|IGG2C_RAT Ig gamma-2C chain C region OS=Rattus norvegicus PE=2 SV=14 5 0.4676666 -0.085254 1.0133731 0.0679125 0.0329599

sp|Q6P7S1|ASAH1_RAT Acid ceramidase OS=Rattus norvegicus GN=Asah1 PE=2 SV=16 7 0.2354789 0.0069258 0.4621365 0.07165 0.0338392

sp|Q6P734|IC1_RAT Plasma protease C1 inhibitor OS=Rattus norvegicus GN=Serping1 PE=2 SV=11 2 -0.409786 -0.950552 0.1295661 0.0780875 0.0348225
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sp|Q63618|ESPN_RAT Espin OS=Rattus norvegicus GN=Espn PE=1 SV=22 2 -0.379648 -0.842907 0.0873513 0.083025 0.0358704

sp|P20059|HEMO_RAT Hemopexin OS=Rattus norvegicus GN=Hpx PE=1 SV=316 30 -0.21528 -0.43219 -0.000933 0.0839375 0.0368931

sp|Q9WUL0|TOP1_RAT DNA topoisomerase 1 OS=Rattus norvegicus GN=Top1 PE=2 SV=12 2 0.34456 -0.0837 0.7725299 0.0873625 0.0379445

sp|Q69BT7|TPPC4_RAT Trafficking protein particle complex subunit 4 OS=Rattus norvegicus GN=Trappc4 PE=2 SV=11 3 -0.243682 -0.50802 0.0222123 0.08865 0.0389793

sp|P51146|RAB4B_RAT Ras-related protein Rab-4B OS=Rattus norvegicus GN=Rab4b PE=2 SV=11 2 0.3006167 -0.046778 0.6599169 0.090175 0.0400033

sp|Q6AYC4|CAPG_RAT Macrophage-capping protein OS=Rattus norvegicus GN=Capg PE=1 SV=111 18 0.3890062 -0.097627 0.8875687 0.0914625 0.0410123

sp|P84245|H33_RAT Histone H3.3 OS=Rattus norvegicus GN=H3f3b PE=1 SV=22 2 0.3121291 -0.110445 0.7374298 0.0917875 0.0419887

sp|B5DFC9|NID2_RAT Nidogen-2 OS=Rattus norvegicus GN=Nid2 PE=2 SV=117 26 0.1505424 0.0221775 0.2746351 0.093 0.0429512

sp|Q5XIU9|PGRC2_RAT Membrane-associated progesterone receptor component 2 OS=Rattus norvegicus GN=Pgrmc2 PE=1 SV=12 2 0.4189814 -0.121008 0.9941784 0.09305 0.0438789

sp|Q5RKI8|ABCB8_RAT ATP-binding cassette sub-family B member 8, mitochondrial OS=Rattus norvegicus GN=Abcb8 PE=2 SV=12 4 0.2387986 -0.027541 0.4967378 0.0939625 0.0447895

sp|Q925B3|TRPM7_RAT Transient receptor potential cation channel subfamily M member 7 OS=Rattus norvegicus GN=Trpm7 PE=1 SV=23 3 -0.262467 -0.565916 0.0386621 0.0968625 0.0457194

sp|Q64548|RTN1_RAT Reticulon-1 OS=Rattus norvegicus GN=Rtn1 PE=2 SV=17 11 0.1389622 0.0355317 0.2478908 0.0969875 0.0466189

sp|Q63625|PHRF1_RAT PHD and RING finger domain-containing protein 1 OS=Rattus norvegicus GN=Phrf1 PE=1 SV=22 2 0.5009879 -0.196011 1.1911157 0.0973875 0.0474942

sp|Q9QZ76|MYG_RAT Myoglobin OS=Rattus norvegicus GN=Mb PE=1 SV=35 9 -1.117661 -2.807736 0.5781407 0.101475 0.0484091

sp|P02696|RET1_RAT Retinol-binding protein 1 OS=Rattus norvegicus GN=Rbp1 PE=1 SV=22 2 -0.350413 -0.810098 0.1022763 0.10185 0.0492998

sp|Q62784|INP4A_RAT Type I inositol-3,4-bisphosphate 4-phosphatase OS=Rattus norvegicus GN=Inpp4a PE=1 SV=11 2 -0.468841 -1.114168 0.1907132 0.102525 0.0501723

sp|P49186|MK09_RAT Mitogen-activated protein kinase 9 OS=Rattus norvegicus GN=Mapk9 PE=1 SV=12 2 0.3159628 -0.074828 0.7205118 0.10295 0.0510236

sp|P24268|CATD_RAT Cathepsin D OS=Rattus norvegicus GN=Ctsd PE=1 SV=116 34 0.1309001 0.0323361 0.2299227 0.1045875 0.0518738

sp|P06765|PLF4_RAT Platelet factor 4 OS=Rattus norvegicus GN=Pf4 PE=1 SV=13 4 0.4379077 -0.171001 1.0525424 0.1048375 0.0527014

sp|P22734|COMT_RAT Catechol O-methyltransferase OS=Rattus norvegicus GN=Comt PE=1 SV=23 6 0.2142907 -0.028076 0.4477212 0.1053125 0.0535108

sp|Q05140|AP180_RAT Clathrin coat assembly protein AP180 OS=Rattus norvegicus GN=Snap91 PE=1 SV=13 3 -0.248044 -0.527274 0.0467542 0.1067375 0.0543172

sp|P29411|KAD3_RAT GTP:AMP phosphotransferase, mitochondrial OS=Rattus norvegicus GN=Ak3 PE=2 SV=26 9 0.1571055 0.0082479 0.2979888 0.1105625 0.0551567

sp|O35820|RCL_RAT Deoxyribonucleoside 5'-monophosphate N-glycosidase OS=Rattus norvegicus GN=Rcl PE=1 SV=12 2 -0.34838 -0.818196 0.1126641 0.1107125 0.0559737

sp|P84100|RL19_RAT 60S ribosomal protein L19 OS=Rattus norvegicus GN=Rpl19 PE=1 SV=15 10 0.1717008 -0.002844 0.3387293 0.1112125 0.0567743

sp|Q6AXQ8|MNS1_RAT Meiosis-specific nuclear structural protein 1 OS=Rattus norvegicus GN=Mns1 PE=2 SV=12 2 0.3473077 -0.225731 0.8749138 0.1129 0.0575761

sp|P52632|STA5B_RAT Signal transducer and activator of transcription 5B OS=Rattus norvegicus GN=Stat5b PE=2 SV=11 3 -0.317811 -0.809341 0.1757298 0.1131 0.0583581

sp|P08649|CO4_RAT Complement C4 OS=Rattus norvegicus GN=C4 PE=1 SV=34 4 -0.201482 -0.435996 0.0289569 0.113725 0.0591271

sp|Q923J6|DYH12_RAT Dynein heavy chain 12, axonemal OS=Rattus norvegicus GN=Dnah12 PE=2 SV=23 3 -0.257834 -0.596982 0.0696201 0.11475 0.059889

sp|P19944|RLA1_RAT 60S acidic ribosomal protein P1 OS=Rattus norvegicus GN=Rplp1 PE=3 SV=12 4 0.3055435 -0.112551 0.7111912 0.116525 0.0606544

sp|P69736|EDF1_RAT Endothelial differentiation-related factor 1 OS=Rattus norvegicus GN=Edf1 PE=1 SV=14 5 -0.202377 -0.424444 0.0312028 0.1183375 0.0614235

sp|Q62930|CO9_RAT Complement component C9 OS=Rattus norvegicus GN=C9 PE=2 SV=14 6 -0.18968 -0.397982 0.016428 0.118775 0.0621781

sp|P48199|CRP_RAT C-reactive protein OS=Rattus norvegicus GN=Crp PE=1 SV=13 6 0.2638457 -0.077658 0.5987425 0.120925 0.0629411

sp|Q29RW1|MYH4_RAT Myosin-4 OS=Rattus norvegicus GN=Myh4 PE=2 SV=126 36 -0.891175 -2.338797 0.593472 0.1219625 0.0636978

sp|Q499S9|RHDF1_RAT Rhomboid family member 1 OS=Rattus norvegicus GN=Rhbdf1 PE=2 SV=13 3 0.2371979 -0.060187 0.5069896 0.1230625 0.0644492

sp|P17764|THIL_RAT Acetyl-CoA acetyltransferase, mitochondrial OS=Rattus norvegicus GN=Acat1 PE=1 SV=110 17 -0.161979 -0.324742 0.0071152 0.1234 0.0651861

sp|P22199|MCR_RAT Mineralocorticoid receptor OS=Rattus norvegicus GN=Nr3c2 PE=1 SV=12 2 0.4288339 -0.228608 1.0900572 0.1241375 0.0659139

sp|O54922|EXOC7_RAT Exocyst complex component 7 OS=Rattus norvegicus GN=Exoc7 PE=2 SV=12 2 -0.389576 -0.973669 0.183455 0.1254125 0.0666395

sp|Q5XIC0|PECI_RAT Peroxisomal 3,2-trans-enoyl-CoA isomerase OS=Rattus norvegicus GN=Peci PE=1 SV=12 2 0.4328682 -0.274863 1.2012077 0.1275125 0.0673729

sp|Q66HC5|NUP93_RAT Nuclear pore complex protein Nup93 OS=Rattus norvegicus GN=Nup93 PE=2 SV=12 2 -0.345667 -0.878599 0.224149 0.1301375 0.0681201

sp|P23680|SAMP_RAT Serum amyloid P-component OS=Rattus norvegicus GN=Apcs PE=2 SV=22 4 0.3070631 -0.120539 0.7508271 0.13125 0.0688628

sp|B0BN85|SUGT1_RAT Suppressor of G2 allele of SKP1 homolog OS=Rattus norvegicus GN=Sugt1 PE=2 SV=12 3 0.3270922 -0.181793 0.8674118 0.1339 0.069619

sp|Q9JMD2|SMBT1_RAT Scm-like with four MBT domains protein 1 OS=Rattus norvegicus GN=Sfmbt1 PE=2 SV=22 2 -0.190219 -0.451406 0.0544997 0.1360625 0.0703828

sp|P07150|ANXA1_RAT Annexin A1 OS=Rattus norvegicus GN=Anxa1 PE=1 SV=214 21 -0.193237 -0.423468 0.046377 0.1364125 0.0711331

sp|Q9WUH4|FHL1_RAT Four and a half LIM domains protein 1 OS=Rattus norvegicus GN=Fhl1 PE=2 SV=12 4 -0.303356 -0.757894 0.1294334 0.136425 0.0718667

sp|Q63679|KDM3A_RAT Lysine-specific demethylase 3A OS=Rattus norvegicus GN=Kdm3a PE=2 SV=11 2 0.4310004 -0.255226 1.1215065 0.136775 0.0725879

sp|P07308|ACOD1_RAT Acyl-CoA desaturase 1 OS=Rattus norvegicus GN=Scd1 PE=2 SV=21 2 -0.297211 -0.712559 0.1430613 0.1369 0.0732946

sp|P12785|FAS_RAT Fatty acid synthase OS=Rattus norvegicus GN=Fasn PE=1 SV=344 71 -0.120903 -0.219449 -0.020756 0.1382625 0.0740008
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sp|Q3T1G7|COG7_RAT Conserved oligomeric Golgi complex subunit 7 OS=Rattus norvegicus GN=Cog7 PE=2 SV=12 2 0.2953093 -0.138754 0.7386364 0.1408 0.0747191

sp|Q91V33|KHDR1_RAT KH domain-containing, RNA-binding, signal transduction-associated protein 1 OS=Rattus norvegicus GN=Khdrbs1 PE=1 SV=18 9 -0.165192 -0.344245 0.0177078 0.1415375 0.0754299

sp|Q63132|ROS_RAT Proto-oncogene tyrosine-protein kinase ROS OS=Rattus norvegicus GN=Ros1 PE=2 SV=12 2 -0.359704 -1.012675 0.2958333 0.1417375 0.0761279

sp|Q6MG64|G7C_RAT Protein G7c OS=Rattus norvegicus GN=G7c PE=2 SV=11 2 0.2698507 -0.194337 0.7244226 0.14395 0.0768344

sp|P53042|PPP5_RAT Serine/threonine-protein phosphatase 5 OS=Rattus norvegicus GN=Ppp5c PE=2 SV=12 3 -0.297528 -0.765792 0.1421111 0.1453875 0.0775411

sp|Q80WE1|FMR1_RAT Fragile X mental retardation protein 1 homolog OS=Rattus norvegicus GN=Fmr1 PE=2 SV=22 4 0.2708105 -0.133037 0.6790555 0.1471125 0.078251

sp|Q9WTV0|PREB_RAT Prolactin regulatory element-binding protein OS=Rattus norvegicus GN=Preb PE=2 SV=22 3 -0.209398 -0.499103 0.0702637 0.1491875 0.0789676

sp|P55051|FABP7_RAT Fatty acid-binding protein, brain OS=Rattus norvegicus GN=Fabp7 PE=1 SV=23 6 0.2677651 -0.135443 0.6705393 0.1500625 0.0796785

sp|Q9R1K2|TEN2_RAT Teneurin-2 OS=Rattus norvegicus GN=Odz2 PE=2 SV=22 2 0.2849628 -0.184097 0.7580479 0.1504125 0.0803788

sp|P34067|PSB4_RAT Proteasome subunit beta type-4 OS=Rattus norvegicus GN=Psmb4 PE=1 SV=21 3 0.2310769 -0.082866 0.5435313 0.1506375 0.0810676

sp|P00564|KCRM_RAT Creatine kinase M-type OS=Rattus norvegicus GN=Ckm PE=1 SV=210 14 -0.678361 -1.927465 0.5545816 0.1523625 0.0817598

sp|Q99ND9|RWDD1_RAT RWD domain-containing protein 1 OS=Rattus norvegicus GN=Rwdd1 PE=2 SV=12 2 0.5029366 -0.402817 1.4103785 0.152425 0.0824393

sp|Q8VD52|PLPP_RAT Pyridoxal phosphate phosphatase OS=Rattus norvegicus GN=Pdxp PE=1 SV=21 2 0.2054681 -0.060854 0.4863318 0.1532875 0.083114

sp|Q09429|ABCC8_RAT ATP-binding cassette sub-family C member 8 OS=Rattus norvegicus GN=Abcc8 PE=1 SV=43 3 -0.70887 -2.123235 0.5757568 0.1555625 0.0837975

sp|P18445|RL27A_RAT 60S ribosomal protein L27a OS=Rattus norvegicus GN=Rpl27a PE=1 SV=36 8 0.1441667 -0.002238 0.2961553 0.155675 0.0844693

sp|P25286|VPP1_RAT V-type proton ATPase 116 kDa subunit a isoform 1 OS=Rattus norvegicus GN=Atp6v0a1 PE=2 SV=16 9 -0.177939 -0.400829 0.0349421 0.1573875 0.0851444

sp|Q8VIF7|SBP1_RAT Selenium-binding protein 1 OS=Rattus norvegicus GN=Selenbp1 PE=1 SV=18 10 0.1457039 -0.007728 0.2994884 0.1595625 0.0858272

sp|Q5XIM5|CDV3_RAT Protein CDV3 homolog OS=Rattus norvegicus GN=Cdv3 PE=2 SV=12 2 0.3505392 -0.288661 0.9894527 0.1606125 0.086507

sp|P08753|GNAI3_RAT Guanine nucleotide-binding protein G(k) subunit alpha OS=Rattus norvegicus GN=Gnai3 PE=1 SV=31 2 -0.282197 -0.749392 0.1850809 0.1611 0.0871791

sp|Q63016|LAT1_RAT Large neutral amino acids transporter small subunit 1 OS=Rattus norvegicus GN=Slc7a5 PE=1 SV=23 6 0.1731879 -0.039948 0.3883573 0.1627875 0.0878541

sp|Q4QQW8|PLBL2_RAT Putative phospholipase B-like 2 OS=Rattus norvegicus GN=Plbd2 PE=1 SV=23 6 0.1944789 -0.059206 0.4537656 0.163075 0.0885198

sp|Q68FT1|COQ9_RAT Ubiquinone biosynthesis protein COQ9, mitochondrial OS=Rattus norvegicus GN=Coq9 PE=2 SV=22 2 -0.285977 -0.869331 0.2858056 0.1647625 0.0891886

sp|Q64663|P2RX7_RAT P2X purinoceptor 7 OS=Rattus norvegicus GN=P2rx7 PE=2 SV=12 3 0.2007199 -0.107562 0.503465 0.1666125 0.0898618

sp|Q9ERB4|CSPG2_RAT Versican core protein (Fragments) OS=Rattus norvegicus GN=Vcan PE=2 SV=22 2 0.4710253 -0.398914 1.3719913 0.1683625 0.0905386

sp|P04550|PTMS_RAT Parathymosin OS=Rattus norvegicus GN=Ptms PE=1 SV=21 3 0.2036789 -0.08283 0.4951149 0.1685875 0.0912057

sp|Q63198|CNTN1_RAT Contactin-1 OS=Rattus norvegicus GN=Cntn1 PE=1 SV=26 10 -0.138988 -0.284598 0.005948 0.169275 0.0918673

sp|O89107|DNSL3_RAT Deoxyribonuclease gamma OS=Rattus norvegicus GN=Dnase1l3 PE=1 SV=12 2 0.3723245 -0.268407 1.0505949 0.169775 0.092522

sp|Q9WVR7|PPM1F_RAT Protein phosphatase 1F OS=Rattus norvegicus GN=Ppm1f PE=2 SV=12 4 0.2053197 -0.090771 0.5069883 0.1704625 0.0931715

sp|O88563|MRP3_RAT Canalicular multispecific organic anion transporter 2 OS=Rattus norvegicus GN=Abcc3 PE=2 SV=14 5 0.2091297 -0.115971 0.5245926 0.1722875 0.0938253

sp|Q63448|ACOX3_RAT Peroxisomal acyl-coenzyme A oxidase 3 OS=Rattus norvegicus GN=Acox3 PE=1 SV=12 5 0.2115654 -0.090272 0.5311011 0.1728375 0.094473

sp|B5DFC8|EIF3C_RAT Eukaryotic translation initiation factor 3 subunit C OS=Rattus norvegicus GN=Eif3c PE=2 SV=14 5 0.1908706 -0.073238 0.4480299 0.174 0.0951195

sp|Q4QQR9|MEMO1_RAT Protein MEMO1 OS=Rattus norvegicus GN=Memo1 PE=2 SV=11 2 -0.270514 -0.722785 0.1874678 0.176 0.0957718

sp|Q9EPA0|DRP2_RAT Dystrophin-related protein 2 OS=Rattus norvegicus GN=Drp2 PE=1 SV=110 17 0.1395681 -0.013858 0.2905851 0.1766875 0.0964191

sp|P47728|CALB2_RAT Calretinin OS=Rattus norvegicus GN=Calb2 PE=1 SV=18 15 0.1867706 -0.083726 0.4414684 0.176725 0.0970564

sp|Q99068|AMRP_RAT Alpha-2-macroglobulin receptor-associated protein OS=Rattus norvegicus GN=Lrpap1 PE=1 SV=22 2 -0.226318 -0.581234 0.1187477 0.178725 0.0976995

sp|P19132|FRIH_RAT Ferritin heavy chain OS=Rattus norvegicus GN=Fth1 PE=1 SV=33 4 0.2050198 -0.100101 0.5050469 0.178825 0.0983333

sp|Q5XI07|LPP_RAT Lipoma-preferred partner homolog OS=Rattus norvegicus GN=Lpp PE=1 SV=11 3 0.2721577 -0.164099 0.7260853 0.1795625 0.098963

sp|Q05096|MYO1B_RAT Myosin-Ib OS=Rattus norvegicus GN=Myo1b PE=2 SV=15 6 0.2504351 -0.141775 0.6664608 0.1797875 0.0995847

sp|Q4G009|MCTS1_RAT Malignant T cell-amplified sequence 1 OS=Rattus norvegicus GN=Mcts1 PE=2 SV=12 2 -0.205811 -0.516868 0.1144787 0.1821 0.1002146

sp|Q09167|SRSF5_RAT Serine/arginine-rich splicing factor 5 OS=Rattus norvegicus GN=Srsf5 PE=2 SV=11 3 0.2068928 -0.11397 0.5278039 0.182375 0.100837

sp|Q91ZN1|COR1A_RAT Coronin-1A OS=Rattus norvegicus GN=Coro1a PE=1 SV=33 3 -0.187542 -0.462837 0.0849843 0.1832625 0.1014568

sp|P53534|PYGB_RAT Glycogen phosphorylase, brain form (Fragment) OS=Rattus norvegicus GN=Pygb PE=1 SV=328 54 0.1131579 0.0123213 0.2169338 0.183975 0.1020726

sp|Q62935|VWF_RAT von Willebrand factor (Fragment) OS=Rattus norvegicus GN=Vwf PE=2 SV=23 3 -0.287563 -0.78687 0.2206828 0.184025 0.1026796

sp|Q3KRC6|LRC8E_RAT Leucine-rich repeat-containing protein 8E OS=Rattus norvegicus GN=Lrrc8e PE=2 SV=12 2 0.280376 -0.206856 0.7926572 0.1858375 0.1032911

sp|P05369|FPPS_RAT Farnesyl pyrophosphate synthase OS=Rattus norvegicus GN=Fdps PE=2 SV=26 9 -0.142493 -0.310719 0.0326765 0.1863 0.103897

sp|P0C6C0|SPKAP_RAT A-kinase anchor protein SPHKAP OS=Rattus norvegicus GN=Sphkap PE=1 SV=12 3 0.1821747 -0.115816 0.4941475 0.18645 0.1044952

sp|P50617|DEND_RAT Dendrin OS=Rattus norvegicus GN=Ddn PE=1 SV=34 5 0.2210325 -0.12442 0.5709907 0.1894625 0.1051065

Page 221 of 255 Diabetes



sp|P0C2X9|AL4A1_RAT Delta-1-pyrroline-5-carboxylate dehydrogenase, mitochondrial OS=Rattus norvegicus GN=Aldh4a1 PE=1 SV=12 2 -0.226617 -0.59573 0.1550926 0.1894625 0.105709

sp|Q9JJP9|UBQL1_RAT Ubiquilin-1 OS=Rattus norvegicus GN=Ubqln1 PE=1 SV=14 9 0.2558507 -0.176083 0.7469526 0.1905625 0.1063108

sp|O88775|EMB_RAT Embigin OS=Rattus norvegicus GN=Emb PE=1 SV=12 2 -0.247875 -0.700392 0.2037142 0.1911875 0.1069085

sp|P01244|SOMA_RAT Somatotropin OS=Rattus norvegicus GN=Gh1 PE=1 SV=11 3 -0.353855 -1.0885 0.2884093 0.1914875 0.1075

sp|Q01812|GRIK4_RAT Glutamate receptor, ionotropic kainate 4 OS=Rattus norvegicus GN=Grik4 PE=2 SV=12 2 -0.196408 -0.541306 0.1693124 0.1931875 0.1080951

sp|P09215|KPCD_RAT Protein kinase C delta type OS=Rattus norvegicus GN=Prkcd PE=1 SV=12 2 -0.26677 -0.741216 0.2282159 0.193825 0.1086863

sp|P02650|APOE_RAT Apolipoprotein E OS=Rattus norvegicus GN=Apoe PE=1 SV=212 23 -0.135045 -0.293622 0.0247755 0.1949 0.1092768

sp|Q06000|LIPL_RAT Lipoprotein lipase OS=Rattus norvegicus GN=Lpl PE=1 SV=11 2 0.2439397 -0.194842 0.7011277 0.1950625 0.1098604

sp|O54975|XPP1_RAT Xaa-Pro aminopeptidase 1 OS=Rattus norvegicus GN=Xpnpep1 PE=1 SV=13 3 0.3478622 -0.353397 1.073814 0.1951 0.1104363

sp|P52590|NU107_RAT Nuclear pore complex protein Nup107 OS=Rattus norvegicus GN=Nup107 PE=1 SV=12 2 0.2506441 -0.17817 0.6908134 0.195175 0.111005

sp|P97878|EXOC5_RAT Exocyst complex component 5 OS=Rattus norvegicus GN=Exoc5 PE=1 SV=12 2 -0.194763 -0.523704 0.1297818 0.19535 0.1115673

sp|Q62720|ZNT1_RAT Zinc transporter 1 OS=Rattus norvegicus GN=Slc30a1 PE=2 SV=11 2 0.230482 -0.182473 0.6569005 0.1955875 0.1121238

sp|Q62976|KCMA1_RAT Calcium-activated potassium channel subunit alpha-1 OS=Rattus norvegicus GN=Kcnma1 PE=1 SV=31 2 -0.161891 -0.385151 0.0642009 0.197125 0.112683

sp|P01835|KACB_RAT Ig kappa chain C region, B allele OS=Rattus norvegicus PE=1 SV=17 19 0.2840337 -0.24844 0.8290218 0.1978625 0.1132397

sp|P04182|OAT_RAT Ornithine aminotransferase, mitochondrial OS=Rattus norvegicus GN=Oat PE=1 SV=16 9 0.1362902 -0.023352 0.2979843 0.1989375 0.1137962

sp|P15429|ENOB_RAT Beta-enolase OS=Rattus norvegicus GN=Eno3 PE=1 SV=32 3 -0.9653 -3.20846 1.2200488 0.201325 0.1143609

sp|P06302|PTMA_RAT Prothymosin alpha OS=Rattus norvegicus GN=Ptma PE=1 SV=21 4 -0.189214 -0.494036 0.1310823 0.2013375 0.1149184

sp|P29457|SERPH_RAT Serpin H1 OS=Rattus norvegicus GN=Serpinh1 PE=1 SV=113 20 -0.122341 -0.260514 0.0050312 0.2014 0.1154693

sp|Q6AYK6|CYBP_RAT Calcyclin-binding protein OS=Rattus norvegicus GN=Cacybp PE=1 SV=13 3 -0.233667 -0.67113 0.2456786 0.202075 0.1160174

sp|Q64578|AT2A1_RAT Sarcoplasmic/endoplasmic reticulum calcium ATPase 1 OS=Rattus norvegicus GN=Atp2a1 PE=2 SV=15 5 -0.26243 -0.755642 0.2135751 0.2023 0.1165601

sp|P35859|ALS_RAT Insulin-like growth factor-binding protein complex acid labile subunit OS=Rattus norvegicus GN=Igfals PE=1 SV=12 2 -0.367845 -1.121036 0.3804863 0.20235 0.1170963

sp|Q9JKB8|PRP18_RAT Pre-mRNA-splicing factor 18 OS=Rattus norvegicus GN=Prpf18 PE=2 SV=11 2 -0.204525 -0.568292 0.1542935 0.2035375 0.1176332

sp|P62332|ARF6_RAT ADP-ribosylation factor 6 OS=Rattus norvegicus GN=Arf6 PE=1 SV=21 2 -0.303713 -0.915552 0.3151685 0.203675 0.1181643

sp|Q6AYG5|ECHD1_RAT Enoyl-CoA hydratase domain-containing protein 1 OS=Rattus norvegicus GN=Echdc1 PE=1 SV=11 2 0.2020361 -0.175648 0.5666609 0.2037375 0.1186893

sp|P04937|FINC_RAT Fibronectin OS=Rattus norvegicus GN=Fn1 PE=1 SV=211 19 -0.176119 -0.44964 0.0965356 0.2041125 0.1192101

sp|Q562C6|LZTL1_RAT Leucine zipper transcription factor-like protein 1 OS=Rattus norvegicus GN=Lztfl1 PE=2 SV=12 2 0.22381 -0.195627 0.6261141 0.2042375 0.1197255

sp|P05544|SPA3L_RAT Serine protease inhibitor A3L OS=Rattus norvegicus GN=Serpina3l PE=1 SV=36 10 -0.469065 -1.562102 0.5566112 0.205775 0.1202438

sp|P61354|RL27_RAT 60S ribosomal protein L27 OS=Rattus norvegicus GN=Rpl27 PE=2 SV=27 11 0.1243045 -0.012422 0.2668909 0.2063375 0.1207594

sp|O88778|BSN_RAT Protein bassoon OS=Rattus norvegicus GN=Bsn PE=1 SV=33 4 0.2200103 -0.144799 0.6030804 0.2064375 0.1212693

sp|P48675|DESM_RAT Desmin OS=Rattus norvegicus GN=Des PE=2 SV=26 6 -0.322725 -0.963136 0.3495265 0.20815 0.1217834

sp|P08721|OSTP_RAT Osteopontin OS=Rattus norvegicus GN=Spp1 PE=1 SV=21 2 -0.301555 -0.936099 0.3220932 0.208875 0.1222957

sp|Q9EQX9|UBE2N_RAT Ubiquitin-conjugating enzyme E2 N OS=Rattus norvegicus GN=Ube2n PE=1 SV=13 5 -0.160024 -0.39341 0.0694574 0.2088875 0.1228021

sp|P02600|MYL1_RAT Myosin light chain 1/3, skeletal muscle isoform OS=Rattus norvegicus GN=Myl1 PE=1 SV=26 16 -0.769065 -2.590008 1.0787251 0.2098625 0.1233083

sp|P63255|CRIP1_RAT Cysteine-rich protein 1 OS=Rattus norvegicus GN=Crip1 PE=1 SV=24 6 0.2018493 -0.146519 0.5440632 0.21005 0.1238097

sp|Q2TL32|UBR4_RAT E3 ubiquitin-protein ligase UBR4 OS=Rattus norvegicus GN=Ubr4 PE=2 SV=29 9 -0.151516 -0.355017 0.0677849 0.2113 0.1243125

sp|A0JPQ9|CHID1_RAT Chitinase domain-containing protein 1 OS=Rattus norvegicus GN=Chid1 PE=2 SV=22 4 0.1899433 -0.119767 0.4985198 0.212125 0.1248143

sp|P29066|ARRB1_RAT Beta-arrestin-1 OS=Rattus norvegicus GN=Arrb1 PE=1 SV=12 2 -0.286428 -0.913947 0.3582981 0.2125125 0.1253126

sp|Q6URK4|ROA3_RAT Heterogeneous nuclear ribonucleoprotein A3 OS=Rattus norvegicus GN=Hnrnpa3 PE=1 SV=18 14 0.1195022 -0.010899 0.2482355 0.214 0.1258136

sp|P05964|S10A6_RAT Protein S100-A6 OS=Rattus norvegicus GN=S100a6 PE=1 SV=38 34 0.1226497 -0.017538 0.2621046 0.21415 0.1263099

sp|P13852|PRIO_RAT Major prion protein OS=Rattus norvegicus GN=Prnp PE=1 SV=23 4 -0.152428 -0.36656 0.0660018 0.2142125 0.126801

sp|Q62769|UN13B_RAT Protein unc-13 homolog B OS=Rattus norvegicus GN=Unc13b PE=1 SV=23 3 0.2121616 -0.163089 0.5914144 0.2144875 0.1272881

sp|P08683|CP2CB_RAT Cytochrome P450 2C11 OS=Rattus norvegicus GN=Cyp2c11 PE=1 SV=12 2 0.2039549 -0.149051 0.6113023 0.216225 0.1277795

sp|O09175|AMPB_RAT Aminopeptidase B OS=Rattus norvegicus GN=Rnpep PE=1 SV=22 2 -0.244425 -0.782577 0.2817171 0.2178625 0.1282745

sp|P37361|MT3_RAT Metallothionein-3 OS=Rattus norvegicus GN=Mt3 PE=2 SV=14 6 -0.212448 -0.642924 0.211083 0.2179625 0.1287645

sp|O08618|KPRB_RAT Phosphoribosyl pyrophosphate synthase-associated protein 2 OS=Rattus norvegicus GN=Prpsap2 PE=2 SV=13 3 -0.18774 -0.500812 0.1231086 0.2185875 0.1292527

sp|Q62829|PAK3_RAT Serine/threonine-protein kinase PAK 3 OS=Rattus norvegicus GN=Pak3 PE=1 SV=11 2 0.1496356 -0.061698 0.3709497 0.219575 0.1297409

sp|Q4G074|KBP_RAT KIF1-binding protein OS=Rattus norvegicus GN=Kbp PE=2 SV=14 4 -0.249451 -0.820179 0.3217473 0.2208375 0.1302307
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sp|B2GV06|SCOT1_RAT Succinyl-CoA:3-ketoacid-coenzyme A transferase 1, mitochondrial OS=Rattus norvegicus GN=Oxct1 PE=1 SV=14 4 0.2551405 -0.303289 0.788723 0.2210375 0.1307163

sp|Q810U0|CCD50_RAT Coiled-coil domain-containing protein 50 OS=Rattus norvegicus GN=Ccdc50 PE=2 SV=12 2 -0.224637 -0.67349 0.2462308 0.2219625 0.1312017

sp|P29975|AQP1_RAT Aquaporin-1 OS=Rattus norvegicus GN=Aqp1 PE=2 SV=42 4 -0.176916 -0.475619 0.1225449 0.2230875 0.1316878

sp|Q63474|DDR1_RAT Epithelial discoidin domain-containing receptor 1 OS=Rattus norvegicus GN=Ddr1 PE=2 SV=13 3 0.1511227 -0.067061 0.3709838 0.2242375 0.1321749

sp|P10252|CD48_RAT CD48 antigen OS=Rattus norvegicus GN=Cd48 PE=1 SV=13 5 0.1500287 -0.067054 0.3697022 0.2258 0.1326651

sp|Q6AY61|PRS23_RAT Serine protease 23 OS=Rattus norvegicus GN=Prss23 PE=2 SV=11 4 -0.391219 -1.296306 0.5201294 0.2269625 0.1331563

sp|Q3ZAV8|EDC4_RAT Enhancer of mRNA-decapping protein 4 OS=Rattus norvegicus GN=Edc4 PE=2 SV=12 3 0.1950882 -0.173497 0.553946 0.227075 0.1336429

sp|P11661|NU5M_RAT NADH-ubiquinone oxidoreductase chain 5 OS=Rattus norvegicus GN=Mtnd5 PE=2 SV=22 2 0.2141168 -0.187901 0.6187737 0.2278375 0.1341284

sp|P55108|BMP3B_RAT Bone morphogenetic protein 3B OS=Rattus norvegicus GN=Gdf10 PE=2 SV=12 2 -0.274045 -0.881221 0.3129868 0.2289875 0.1346149

sp|P63159|HMGB1_RAT High mobility group protein B1 OS=Rattus norvegicus GN=Hmgb1 PE=1 SV=210 14 0.1542548 -0.064582 0.3946795 0.231425 0.1351088

sp|P23928|CRYAB_RAT Alpha-crystallin B chain OS=Rattus norvegicus GN=Cryab PE=1 SV=16 15 -0.124088 -0.284117 0.0291686 0.2315375 0.1355983

sp|Q3LUD4|LZTS2_RAT Leucine zipper putative tumor suppressor 2 OS=Rattus norvegicus GN=Lzts2 PE=1 SV=22 3 0.3189746 -0.455381 1.1268518 0.232 0.1360852

sp|Q04631|FNTA_RAT Protein farnesyltransferase/geranylgeranyltransferase type-1 subunit alpha OS=Rattus norvegicus GN=Fnta PE=1 SV=13 4 0.2714596 -0.300237 0.8317883 0.23205 0.1365674

sp|Q5XIU5|PSMF1_RAT Proteasome inhibitor PI31 subunit OS=Rattus norvegicus GN=Psmf1 PE=2 SV=12 3 0.1801536 -0.128906 0.4907892 0.2326125 0.1370476

sp|Q5EIC4|EAP1_RAT Enhanced at puberty protein 1 OS=Rattus norvegicus GN=Eap1 PE=2 SV=13 3 0.1964566 -0.177232 0.5857777 0.232875 0.1375244

sp|Q9WTR8|PHLP1_RAT PH domain leucine-rich repeat protein phosphatase 1 OS=Rattus norvegicus GN=Phlpp1 PE=1 SV=12 2 0.1996302 -0.193704 0.5916863 0.2329 0.1379965

sp|P04692|TPM1_RAT Tropomyosin alpha-1 chain OS=Rattus norvegicus GN=Tpm1 PE=1 SV=38 16 -0.309522 -0.991789 0.4013161 0.2335125 0.1384671

sp|Q9Z1Z1|E2AK3_RAT Eukaryotic translation initiation factor 2-alpha kinase 3 OS=Rattus norvegicus GN=Eif2ak3 PE=1 SV=12 2 0.2162148 -0.257543 0.7072934 0.2335625 0.1389332

sp|P59649|FXYD7_RAT FXYD domain-containing ion transport regulator 7 OS=Rattus norvegicus GN=Fxyd7 PE=1 SV=12 5 -0.146156 -0.365701 0.0685642 0.2344875 0.1393993

sp|O35800|HIF1A_RAT Hypoxia-inducible factor 1-alpha OS=Rattus norvegicus GN=Hif1a PE=2 SV=11 2 0.2394673 -0.259124 0.7529637 0.2353375 0.139865

sp|P21571|ATP5J_RAT ATP synthase-coupling factor 6, mitochondrial OS=Rattus norvegicus GN=Atp5j PE=1 SV=14 6 0.1672767 -0.123073 0.4510599 0.23575 0.1403283

sp|P47727|CBR1_RAT Carbonyl reductase [NADPH] 1 OS=Rattus norvegicus GN=Cbr1 PE=1 SV=27 12 0.1452929 -0.080563 0.3740672 0.237 0.140793

sp|Q62806|ZN148_RAT Zinc finger protein 148 OS=Rattus norvegicus GN=Znf148 PE=2 SV=12 2 0.275573 -0.359469 0.9374246 0.2375 0.1412557

sp|P07825|SYPH_RAT Synaptophysin OS=Rattus norvegicus GN=Syp PE=1 SV=12 2 0.2098452 -0.257452 0.6829046 0.2390125 0.1417213

sp|Q9EQR2|ADAS_RAT Alkyldihydroxyacetonephosphate synthase, peroxisomal OS=Rattus norvegicus GN=Agps PE=2 SV=12 4 0.2102463 -0.244271 0.6631195 0.23945 0.1421844

sp|Q8CGU4|AGAP2_RAT Arf-GAP with GTPase, ANK repeat and PH domain-containing protein 2 OS=Rattus norvegicus GN=Agap2 PE=1 SV=12 2 0.1875974 -0.176213 0.5347416 0.239475 0.1426433

sp|Q63803|GNAS1_RAT Guanine nucleotide-binding protein G(s) subunit alpha isoforms XLas OS=Rattus norvegicus GN=Gnas PE=1 SV=33 4 0.2185942 -0.218309 0.6593771 0.2408375 0.1431043

sp|Q4QQS3|OSCP1_RAT Protein OSCP1 OS=Rattus norvegicus GN=Oscp1 PE=2 SV=13 3 -0.221107 -0.697592 0.3257852 0.2408625 0.1435612

sp|Q00715|H2B1_RAT Histone H2B type 1 OS=Rattus norvegicus PE=1 SV=211 59 0.1277983 -0.042281 0.300105 0.2413625 0.144016

sp|Q5XI69|DHX40_RAT Probable ATP-dependent RNA helicase DHX40 OS=Rattus norvegicus GN=Dhx40 PE=2 SV=12 2 -0.257859 -0.879114 0.3461137 0.2415625 0.1444677

sp|P07895|SODM_RAT Superoxide dismutase [Mn], mitochondrial OS=Rattus norvegicus GN=Sod2 PE=1 SV=26 7 -0.122296 -0.274728 0.0342583 0.2418875 0.1449166

sp|Q9QYJ6|PDE10_RAT cAMP and cAMP-inhibited cGMP 3',5'-cyclic phosphodiesterase 10A OS=Rattus norvegicus GN=Pde10a PE=1 SV=13 3 -0.185542 -0.538087 0.1688001 0.2420625 0.1453622

sp|Q6V7V2|RTKN_RAT Rhotekin OS=Rattus norvegicus GN=Rtkn PE=2 SV=13 3 0.2633699 -0.314006 0.8484326 0.24245 0.1458055

sp|P48450|ERG7_RAT Lanosterol synthase OS=Rattus norvegicus GN=Lss PE=1 SV=22 2 -0.217565 -0.670831 0.2353141 0.2438125 0.146251

sp|P12749|RL26_RAT 60S ribosomal protein L26 OS=Rattus norvegicus GN=Rpl26 PE=1 SV=14 9 0.1192225 -0.023747 0.2656108 0.2442125 0.1466943

sp|P62912|RL32_RAT 60S ribosomal protein L32 OS=Rattus norvegicus GN=Rpl32 PE=1 SV=25 17 0.1208834 -0.027404 0.274742 0.2447125 0.1471358

sp|P61959|SUMO2_RAT Small ubiquitin-related modifier 2 OS=Rattus norvegicus GN=Sumo2 PE=1 SV=11 2 0.1618276 -0.121363 0.4447646 0.2473 0.147585

sp|Q64604|PTPRF_RAT Receptor-type tyrosine-protein phosphatase F OS=Rattus norvegicus GN=Ptprf PE=2 SV=13 3 0.2526092 -0.334911 0.8519788 0.248075 0.1480336

sp|P20236|GBRA3_RAT Gamma-aminobutyric acid receptor subunit alpha-3 OS=Rattus norvegicus GN=Gabra3 PE=2 SV=12 3 0.2395907 -0.25466 0.7645926 0.2483375 0.1484794

sp|Q5FVM7|DJC16_RAT DnaJ homolog subfamily C member 16 OS=Rattus norvegicus GN=Dnajc16 PE=2 SV=13 3 -0.18706 -0.580133 0.2350458 0.2484125 0.1489216

sp|O54921|EXOC2_RAT Exocyst complex component 2 OS=Rattus norvegicus GN=Exoc2 PE=1 SV=12 2 0.2013362 -0.202684 0.6019604 0.2491 0.1493629

sp|Q920F3|KHDR2_RAT KH domain-containing, RNA-binding, signal transduction-associated protein 2 OS=Rattus norvegicus GN=Khdrbs2 PE=1 SV=12 2 -0.227426 -0.789796 0.3143302 0.2492875 0.1498012

sp|Q9WTL3|SEM6C_RAT Semaphorin-6C OS=Rattus norvegicus GN=Sema6c PE=2 SV=12 2 -0.280785 -0.968924 0.4308019 0.2496375 0.1502371

sp|Q8VHU4|ELP1_RAT Elongator complex protein 1 OS=Rattus norvegicus GN=Ikbkap PE=2 SV=11 2 0.2035844 -0.250168 0.6268365 0.24965 0.1506693

sp|Q03114|CDK5_RAT Cyclin-dependent kinase 5 OS=Rattus norvegicus GN=Cdk5 PE=1 SV=13 4 0.240507 -0.256976 0.7657955 0.250175 0.1511001

sp|O35179|SH3G2_RAT Endophilin-A1 OS=Rattus norvegicus GN=Sh3gl2 PE=1 SV=26 9 0.14781 -0.093571 0.375918 0.2507375 0.1515296

sp|P50339|CMA1_RAT Chymase OS=Rattus norvegicus GN=Cma1 PE=2 SV=12 3 -0.198872 -0.657215 0.2833019 0.2507375 0.1519554
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sp|Q68FW7|SYTM_RAT Threonyl-tRNA synthetase, mitochondrial OS=Rattus norvegicus GN=Tars2 PE=2 SV=12 2 0.2722921 -0.317476 0.9212199 0.2510875 0.152379

sp|Q02253|MMSA_RAT Methylmalonate-semialdehyde dehydrogenase [acylating], mitochondrial OS=Rattus norvegicus GN=Aldh6a1 PE=1 SV=117 27 0.1006788 0.0083774 0.1915611 0.25145 0.1528006

sp|P18266|GSK3B_RAT Glycogen synthase kinase-3 beta OS=Rattus norvegicus GN=Gsk3b PE=1 SV=12 3 -0.289421 -1.136209 0.5983819 0.2523875 0.1532226

sp|Q62745|CD81_RAT CD81 antigen OS=Rattus norvegicus GN=Cd81 PE=1 SV=13 7 -0.12253 -0.289258 0.0442814 0.253675 0.1536464

sp|P15127|INSR_RAT Insulin receptor OS=Rattus norvegicus GN=Insr PE=1 SV=13 3 0.2392884 -0.359513 0.8588982 0.25425 0.1540691

sp|P50609|FMOD_RAT Fibromodulin OS=Rattus norvegicus GN=Fmod PE=2 SV=17 16 -0.279041 -0.957544 0.3997423 0.254425 0.154489

sp|Q9WTT2|CLPB_RAT Caseinolytic peptidase B protein homolog OS=Rattus norvegicus GN=Clpb PE=2 SV=12 2 0.2407746 -0.299422 0.8170977 0.2548375 0.1549071

sp|Q4V8C2|ZW10_RAT Centromere/kinetochore protein zw10 homolog OS=Rattus norvegicus GN=Zw10 PE=2 SV=32 2 -0.19343 -0.597468 0.2082918 0.2551 0.1553229

sp|Q5FVQ4|MLEC_RAT Malectin OS=Rattus norvegicus GN=Mlec PE=2 SV=13 4 0.1642551 -0.150155 0.4817376 0.2556 0.1557372

sp|Q6MG06|GNL1_RAT Guanine nucleotide-binding protein-like 1 OS=Rattus norvegicus GN=Gnl1 PE=2 SV=12 4 -0.185641 -0.567328 0.2291804 0.2556875 0.1561486

sp|Q9JI03|CO5A1_RAT Collagen alpha-1(V) chain OS=Rattus norvegicus GN=Col5a1 PE=1 SV=12 2 -0.236197 -0.780151 0.3136427 0.256225 0.1565587

sp|Q6P7P5|BZW1_RAT Basic leucine zipper and W2 domain-containing protein 1 OS=Rattus norvegicus GN=Bzw1 PE=2 SV=13 3 0.1642498 -0.148545 0.4708702 0.2562875 0.1569658

sp|Q9EQN5|SMBP2_RAT DNA-binding protein SMUBP-2 OS=Rattus norvegicus GN=Ighmbp2 PE=1 SV=14 6 -0.161336 -0.453342 0.1352342 0.2571125 0.1573729

sp|P20761|IGG2B_RAT Ig gamma-2B chain C region OS=Rattus norvegicus GN=Igh-1a PE=1 SV=14 7 -0.29807 -1.054309 0.4717423 0.2576875 0.157779

sp|P07687|HYEP_RAT Epoxide hydrolase 1 OS=Rattus norvegicus GN=Ephx1 PE=1 SV=14 6 0.1568707 -0.113468 0.4302899 0.2579625 0.158183

sp|Q6P7A2|UBE4A_RAT Ubiquitin conjugation factor E4 A OS=Rattus norvegicus GN=Ube4a PE=2 SV=12 2 -0.329576 -1.31811 0.700601 0.2587625 0.1585869

sp|P04466|MLRS_RAT Myosin regulatory light chain 2, skeletal muscle isoform OS=Rattus norvegicus GN=Mylpf PE=2 SV=210 17 -0.57907 -2.235444 1.0951592 0.259 0.1589886

sp|P16970|ABCD3_RAT ATP-binding cassette sub-family D member 3 OS=Rattus norvegicus GN=Abcd3 PE=1 SV=33 3 0.1833781 -0.222281 0.5781402 0.25905 0.1593872

sp|P0C089|PTPM1_RAT Protein-tyrosine phosphatase mitochondrial 1 OS=Rattus norvegicus GN=Ptpmt1 PE=2 SV=11 2 -0.158767 -0.450059 0.1473988 0.2595125 0.1597845

sp|Q3T1I9|RPAP1_RAT RNA polymerase II-associated protein 1 OS=Rattus norvegicus GN=Rpap1 PE=2 SV=12 2 -0.168341 -0.600104 0.2907211 0.2596 0.1601791

sp|Q9QYM2|PARG_RAT Poly(ADP-ribose) glycohydrolase OS=Rattus norvegicus GN=Parg PE=1 SV=12 2 -0.281961 -1.079587 0.4819835 0.25985 0.1605715

sp|P04644|RS17_RAT 40S ribosomal protein S17 OS=Rattus norvegicus GN=Rps17 PE=2 SV=33 7 -0.131249 -0.325671 0.0689982 0.2612875 0.1609664

sp|P81799|NAGK_RAT N-acetyl-D-glucosamine kinase OS=Rattus norvegicus GN=Nagk PE=1 SV=42 2 -0.255065 -0.87254 0.3637881 0.261475 0.161359

sp|Q64361|LXN_RAT Latexin OS=Rattus norvegicus GN=Lxn PE=1 SV=15 12 0.1366868 -0.076892 0.3697361 0.2623375 0.1617519

sp|O88941|MOGS_RAT Mannosyl-oligosaccharide glucosidase OS=Rattus norvegicus GN=Mogs PE=1 SV=13 3 0.1853066 -0.245699 0.5870126 0.2625625 0.1621427

sp|Q64303|PAK2_RAT Serine/threonine-protein kinase PAK 2 OS=Rattus norvegicus GN=Pak2 PE=1 SV=14 4 -0.126726 -0.344061 0.1298779 0.2636875 0.1625347

sp|Q68FS2|CSN4_RAT COP9 signalosome complex subunit 4 OS=Rattus norvegicus GN=Cops4 PE=2 SV=12 2 -0.193607 -0.625302 0.2483334 0.26495 0.1629287

sp|Q8K3P7|HINT3_RAT Histidine triad nucleotide-binding protein 3 OS=Rattus norvegicus GN=Hint3 PE=2 SV=23 3 -0.271715 -0.924625 0.4124555 0.2652625 0.1633207

sp|B0BNM9|GLTP_RAT Glycolipid transfer protein OS=Rattus norvegicus GN=GLTP PE=2 SV=13 7 -0.160295 -0.463593 0.1420328 0.265625 0.1637112

sp|P46101|DPP6_RAT Dipeptidyl aminopeptidase-like protein 6 OS=Rattus norvegicus GN=Dpp6 PE=1 SV=12 2 -0.179973 -0.564631 0.1943849 0.266375 0.1641016

sp|Q6AXM8|PON2_RAT Serum paraoxonase/arylesterase 2 OS=Rattus norvegicus GN=Pon2 PE=2 SV=12 3 -0.244375 -0.889497 0.3337117 0.2671875 0.164492

sp|P11505|AT2B1_RAT Plasma membrane calcium-transporting ATPase 1 OS=Rattus norvegicus GN=Atp2b1 PE=2 SV=23 3 -0.142005 -0.378925 0.1039122 0.2675125 0.1648808

sp|Q9JHY8|DNLI1_RAT DNA ligase 1 OS=Rattus norvegicus GN=Lig1 PE=2 SV=12 2 0.3982696 -0.811492 1.5274196 0.2677375 0.1652675

sp|Q9Z1C8|RPGF3_RAT Rap guanine nucleotide exchange factor 3 OS=Rattus norvegicus GN=Rapgef3 PE=2 SV=22 2 0.169382 -0.189263 0.5295786 0.2697 0.1656586

sp|Q498T2|FOP_RAT Friend of PRMT1 protein OS=Rattus norvegicus GN=Fop PE=2 SV=12 2 -0.210365 -0.722655 0.3019056 0.2698 0.1660472

sp|P23811|SCTR_RAT Secretin receptor OS=Rattus norvegicus GN=Sctr PE=2 SV=11 2 -0.185071 -0.614388 0.2393476 0.27025 0.1664346

sp|P08009|GSTM4_RAT Glutathione S-transferase Yb-3 OS=Rattus norvegicus GN=Gstm3 PE=1 SV=26 10 0.1241052 -0.061112 0.2995323 0.2705625 0.1668202

sp|Q9EPC6|PROF2_RAT Profilin-2 OS=Rattus norvegicus GN=Pfn2 PE=1 SV=35 7 -0.129933 -0.330661 0.0691445 0.270575 0.1672031

sp|Q5PQQ8|ITGBL_RAT Integrin beta-like protein 1 OS=Rattus norvegicus GN=Itgbl1 PE=2 SV=11 3 0.1857037 -0.214118 0.5915846 0.2717625 0.1675875

sp|Q5U2Z3|NP1L4_RAT Nucleosome assembly protein 1-like 4 OS=Rattus norvegicus GN=Nap1l4 PE=2 SV=13 3 0.314305 -0.611811 1.2591636 0.2720875 0.1679703

sp|P07151|B2MG_RAT Beta-2-microglobulin OS=Rattus norvegicus GN=B2m PE=1 SV=12 3 -0.148135 -0.408819 0.1287207 0.2727875 0.1683528

sp|P05545|SPA3K_RAT Serine protease inhibitor A3K OS=Rattus norvegicus GN=Serpina3k PE=1 SV=35 11 -0.233821 -0.822613 0.3551224 0.274725 0.1687396

sp|P49797|RGS3_RAT Regulator of G-protein signaling 3 OS=Rattus norvegicus GN=Rgs3 PE=1 SV=22 2 0.2007778 -0.268667 0.6550882 0.2750875 0.169125

sp|P01026|CO3_RAT Complement C3 OS=Rattus norvegicus GN=C3 PE=1 SV=340 70 -0.151288 -0.447377 0.1301984 0.2756 0.1695093

sp|P14604|ECHM_RAT Enoyl-CoA hydratase, mitochondrial OS=Rattus norvegicus GN=Echs1 PE=1 SV=111 18 -0.100182 -0.204192 0.0006594 0.2758 0.1698917

sp|P28064|PSB8_RAT Proteasome subunit beta type-8 OS=Rattus norvegicus GN=Psmb8 PE=1 SV=31 2 -0.166317 -0.524532 0.2023204 0.2763875 0.1702734

sp|P50116|S10A9_RAT Protein S100-A9 OS=Rattus norvegicus GN=S100a9 PE=1 SV=33 7 -0.266255 -1.062443 0.5424757 0.2765375 0.1706529
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sp|Q9R1J4|MYOC_RAT Myocilin OS=Rattus norvegicus GN=Myoc PE=2 SV=11 2 0.2164644 -0.298541 0.7322386 0.2770625 0.1710316

sp|Q6MG48|PRC2A_RAT Protein PRRC2A OS=Rattus norvegicus GN=Prrc2a PE=1 SV=12 2 0.2161496 -0.313986 0.7391501 0.278475 0.1714126

sp|P02770|ALBU_RAT Serum albumin OS=Rattus norvegicus GN=Alb PE=1 SV=236 100 -0.16123 -0.493373 0.1707631 0.2788375 0.1717922

sp|Q9R1T1|BAF_RAT Barrier-to-autointegration factor OS=Rattus norvegicus GN=Banf1 PE=1 SV=15 9 0.1244414 -0.068975 0.3176158 0.279025 0.1721698

sp|P18886|CPT2_RAT Carnitine O-palmitoyltransferase 2, mitochondrial OS=Rattus norvegicus GN=Cpt2 PE=1 SV=12 2 -0.261853 -1.077529 0.4708472 0.281575 0.1725536

sp|Q64244|CD38_RAT ADP-ribosyl cyclase 1 OS=Rattus norvegicus GN=Cd38 PE=2 SV=12 4 -0.18128 -0.612729 0.2422147 0.2818625 0.1729358

sp|Q5XIG0|NUDT9_RAT ADP-ribose pyrophosphatase, mitochondrial OS=Rattus norvegicus GN=Nudt9 PE=2 SV=12 2 -0.211641 -0.788395 0.424974 0.2819625 0.1733157

sp|Q5XIG4|OCAD1_RAT OCIA domain-containing protein 1 OS=Rattus norvegicus GN=Ociad1 PE=2 SV=13 4 0.1550589 -0.141882 0.4727031 0.2833875 0.1736979

sp|Q62760|TOM20_RAT Mitochondrial import receptor subunit TOM20 homolog OS=Rattus norvegicus GN=Tomm20 PE=1 SV=22 2 0.1530698 -0.148686 0.4571216 0.2833875 0.1740775

sp|P62193|PRS4_RAT 26S protease regulatory subunit 4 OS=Rattus norvegicus GN=Psmc1 PE=2 SV=16 9 0.1329533 -0.08194 0.3552954 0.28415 0.174457

sp|Q7TQ94|NIT1_RAT Nitrilase homolog 1 OS=Rattus norvegicus GN=Nit1 PE=2 SV=11 2 -0.163871 -0.499488 0.176691 0.2842 0.1748341

sp|Q05175|BASP1_RAT Brain acid soluble protein 1 OS=Rattus norvegicus GN=Basp1 PE=1 SV=27 14 0.1127156 -0.035737 0.2690242 0.2845625 0.1752099

sp|Q9Z1N3|MYO9A_RAT Myosin-IXa OS=Rattus norvegicus GN=Myo9a PE=1 SV=14 4 -0.131471 -0.358301 0.1056129 0.286525 0.1755898

sp|Q924R9|NP1L3_RAT Nucleosome assembly protein 1-like 3 OS=Rattus norvegicus GN=Nap1l3 PE=2 SV=12 2 -0.385852 -1.935203 1.2139996 0.2867375 0.1759679

sp|O08653|TEP1_RAT Telomerase protein component 1 OS=Rattus norvegicus GN=Tep1 PE=1 SV=15 6 -0.118878 -0.298529 0.0640338 0.286825 0.1763437

sp|P18297|SPRE_RAT Sepiapterin reductase OS=Rattus norvegicus GN=Spr PE=1 SV=12 4 -0.174428 -0.568575 0.2304642 0.286825 0.1767169

sp|Q63228|GMFB_RAT Glia maturation factor beta OS=Rattus norvegicus GN=Gmfb PE=1 SV=24 6 -0.130967 -0.356638 0.1050606 0.287025 0.1770883

sp|P54319|PLAP_RAT Phospholipase A-2-activating protein OS=Rattus norvegicus GN=Plaa PE=2 SV=33 3 0.1831368 -0.237988 0.6073692 0.2871875 0.1774578

sp|P38656|LA_RAT Lupus La protein homolog OS=Rattus norvegicus GN=Ssb PE=2 SV=12 2 0.1870923 -0.291644 0.6408859 0.2875375 0.177826

sp|Q5PQS0|PKHM1_RAT Pleckstrin homology domain-containing family M member 1 OS=Rattus norvegicus GN=Plekhm1 PE=1 SV=12 2 0.5153008 -0.483019 2.1299234 0.288875 0.1781961

sp|P17425|HMCS1_RAT Hydroxymethylglutaryl-CoA synthase, cytoplasmic OS=Rattus norvegicus GN=Hmgcs1 PE=1 SV=15 5 -0.141201 -0.410489 0.1358757 0.288925 0.178564

sp|P17077|RL9_RAT 60S ribosomal protein L9 OS=Rattus norvegicus GN=Rpl9 PE=1 SV=14 4 0.1591979 -0.232819 0.5414049 0.2890875 0.17893

sp|Q9ESH6|GLRX1_RAT Glutaredoxin-1 OS=Rattus norvegicus GN=Glrx PE=2 SV=33 6 0.1836264 -0.252088 0.6304414 0.2893875 0.1792945

sp|Q6Q0N3|NT5D2_RAT 5'-nucleotidase domain-containing protein 2 OS=Rattus norvegicus GN=Nt5dc2 PE=2 SV=24 4 -0.168394 -0.523369 0.1770099 0.289525 0.1796571

sp|Q6AZ50|ATG3_RAT Ubiquitin-like-conjugating enzyme ATG3 OS=Rattus norvegicus GN=Atg3 PE=2 SV=11 2 0.1904957 -0.281313 0.6700299 0.2901125 0.1800193

sp|Q6IMZ0|NFIL3_RAT Nuclear factor interleukin-3-regulated protein OS=Rattus norvegicus GN=Nfil3 PE=2 SV=12 2 -0.183729 -0.656454 0.3138329 0.290125 0.1803791

sp|Q4QQT4|2AAB_RAT Serine/threonine-protein phosphatase 2A 65 kDa regulatory subunit A beta isoform OS=Rattus norvegicus GN=Ppp2r1b PE=2 SV=13 4 0.1560867 -0.162849 0.4812911 0.29055 0.1807379

sp|Q64611|CSAD_RAT Cysteine sulfinic acid decarboxylase OS=Rattus norvegicus GN=Csad PE=1 SV=11 3 -0.137987 -0.391454 0.1183264 0.2907625 0.1810952

sp|P70550|RAB8B_RAT Ras-related protein Rab-8B OS=Rattus norvegicus GN=Rab8b PE=1 SV=12 2 -0.218307 -0.782939 0.3492405 0.291775 0.1814534

sp|Q5FVQ8|NLRX1_RAT NLR family member X1 OS=Rattus norvegicus GN=Nlrx1 PE=2 SV=13 3 -0.19338 -0.664504 0.30023 0.2922125 0.1818106

sp|Q99JD2|TEKT1_RAT Tektin-1 OS=Rattus norvegicus GN=Tekt1 PE=2 SV=12 2 -0.216938 -0.864335 0.422547 0.2931875 0.1821688

sp|Q641X2|LEO1_RAT RNA polymerase-associated protein LEO1 OS=Rattus norvegicus GN=Leo1 PE=2 SV=12 2 0.2706762 -0.666599 1.1868333 0.29345 0.1825254

sp|Q66HF8|AL1B1_RAT Aldehyde dehydrogenase X, mitochondrial OS=Rattus norvegicus GN=Aldh1b1 PE=1 SV=15 8 0.101078 -0.014276 0.219276 0.293575 0.1828802

sp|P62856|RS26_RAT 40S ribosomal protein S26 OS=Rattus norvegicus GN=Rps26 PE=3 SV=32 5 0.1144302 -0.058667 0.2846346 0.2938625 0.1832337

sp|P18292|THRB_RAT Prothrombin OS=Rattus norvegicus GN=F2 PE=1 SV=13 3 -0.2032 -0.748304 0.3755962 0.2939375 0.1835851

sp|P97696|CYH3_RAT Cytohesin-3 OS=Rattus norvegicus GN=Cyth3 PE=2 SV=12 2 -0.267713 -1.042332 0.5331691 0.29435 0.1839356

sp|Q924T8|CLTR1_RAT Cysteinyl leukotriene receptor 1 OS=Rattus norvegicus GN=Cysltr1 PE=2 SV=11 6 -0.123262 -0.334427 0.0881436 0.2946625 0.1842849

sp|P97532|THTM_RAT 3-mercaptopyruvate sulfurtransferase OS=Rattus norvegicus GN=Mpst PE=1 SV=35 7 0.116948 -0.060633 0.2998266 0.295875 0.1846358

sp|Q9QUZ8|GMEB1_RAT Glucocorticoid modulatory element-binding protein 1 OS=Rattus norvegicus GN=Gmeb1 PE=1 SV=32 2 -0.16462 -0.60926 0.3822991 0.2969375 0.1849879

sp|Q62969|PTGIS_RAT Prostacyclin synthase OS=Rattus norvegicus GN=Ptgis PE=2 SV=12 2 0.18598 -0.289947 0.640469 0.2971375 0.1853384

sp|P54921|SNAA_RAT Alpha-soluble NSF attachment protein OS=Rattus norvegicus GN=Napa PE=1 SV=25 8 -0.121446 -0.319577 0.0795869 0.2974 0.1856875

sp|Q9Z0G8|WIPF3_RAT WAS/WASL-interacting protein family member 3 OS=Rattus norvegicus GN=Wipf3 PE=1 SV=12 2 -0.239896 -1.021113 0.5053854 0.2974375 0.1860345

sp|Q08406|CNTFR_RAT Ciliary neurotrophic factor receptor subunit alpha OS=Rattus norvegicus GN=Cntfr PE=2 SV=22 2 -0.260714 -1.279669 0.860745 0.2975 0.1863796

sp|P37377|SYUA_RAT Alpha-synuclein OS=Rattus norvegicus GN=Snca PE=1 SV=14 11 0.1478817 -0.160023 0.467021 0.297675 0.1867231

sp|P27768|TNNI2_RAT Troponin I, fast skeletal muscle OS=Rattus norvegicus GN=Tnni2 PE=2 SV=23 7 -0.594282 -2.706043 1.499688 0.2983875 0.1870667

sp|P47858|K6PF_RAT 6-phosphofructokinase, muscle type OS=Rattus norvegicus GN=Pfkm PE=2 SV=313 26 -0.106066 -0.253607 0.0286468 0.2993375 0.1874111

sp|Q9Z2Q1|SC31A_RAT Protein transport protein Sec31A OS=Rattus norvegicus GN=Sec31a PE=1 SV=25 8 -0.123919 -0.340641 0.0882979 0.2997 0.1877545
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sp|Q62847|ADDG_RAT Gamma-adducin OS=Rattus norvegicus GN=Add3 PE=1 SV=28 10 0.1133742 -0.056149 0.2800979 0.30015 0.1880971

sp|P11497|ACACA_RAT Acetyl-CoA carboxylase 1 OS=Rattus norvegicus GN=Acaca PE=1 SV=13 6 -0.128995 -0.358853 0.0925241 0.3004 0.1884385

sp|P83883|RL36A_RAT 60S ribosomal protein L36a OS=Rattus norvegicus GN=Rpl36a PE=1 SV=26 8 0.1236225 -0.076852 0.3357812 0.3012625 0.1887804

sp|P97607|JAG2_RAT Protein jagged-2 (Fragment) OS=Rattus norvegicus GN=Jag2 PE=2 SV=12 2 0.2134526 -0.374759 0.8017378 0.30225 0.1891232

sp|Q5XI31|PIGS_RAT GPI transamidase component PIG-S OS=Rattus norvegicus GN=Pigs PE=2 SV=33 3 0.1817322 -0.332306 0.7036218 0.302775 0.1894655

sp|Q3KRE0|ATAD3_RAT ATPase family AAA domain-containing protein 3 OS=Rattus norvegicus GN=Atad3 PE=2 SV=12 2 0.1763621 -0.233267 0.6034409 0.3028 0.1898059

sp|P67874|CSK2B_RAT Casein kinase II subunit beta OS=Rattus norvegicus GN=Csnk2b PE=1 SV=12 4 0.185355 -0.345285 0.7345833 0.30295 0.1901446

sp|P05371|CLUS_RAT Clusterin OS=Rattus norvegicus GN=Clu PE=1 SV=24 7 0.1328656 -0.102565 0.3833331 0.3032125 0.1904821

sp|Q62799|ERBB3_RAT Receptor tyrosine-protein kinase erbB-3 OS=Rattus norvegicus GN=Erbb3 PE=2 SV=31 2 0.1417884 -0.225349 0.5066813 0.303775 0.1908193

sp|Q5PQQ6|IQCG_RAT IQ domain-containing protein G OS=Rattus norvegicus GN=Iqcg PE=2 SV=11 2 0.2417662 -0.507534 1.0632251 0.304 0.1911552

sp|Q5FVH2|PLD3_RAT Phospholipase D3 OS=Rattus norvegicus GN=Pld3 PE=2 SV=12 3 0.1843837 -0.287151 0.6510979 0.3042875 0.1914899

sp|O35264|PA1B2_RAT Platelet-activating factor acetylhydrolase IB subunit beta OS=Rattus norvegicus GN=Pafah1b2 PE=1 SV=12 6 -0.129752 -0.367036 0.1022874 0.3043625 0.1918228

sp|P62634|CNBP_RAT Cellular nucleic acid-binding protein OS=Rattus norvegicus GN=Cnbp PE=2 SV=11 2 -0.223849 -0.892694 0.4356105 0.3044 0.1921539

sp|Q5FVQ9|TBCE_RAT Tubulin-specific chaperone E OS=Rattus norvegicus GN=Tbce PE=2 SV=12 3 0.1864935 -0.295414 0.6563604 0.3052125 0.1924855

sp|P10824|GNAI1_RAT Guanine nucleotide-binding protein G(i) subunit alpha-1 OS=Rattus norvegicus GN=Gnai1 PE=1 SV=31 2 0.1412455 -0.136673 0.420278 0.3056375 0.1928163

sp|Q6AY56|TBA8_RAT Tubulin alpha-8 chain OS=Rattus norvegicus GN=Tuba8 PE=2 SV=12 2 0.1887407 -0.372833 0.7439098 0.3063375 0.1931473

sp|P97633|KC1A_RAT Casein kinase I isoform alpha OS=Rattus norvegicus GN=Csnk1a1 PE=2 SV=12 3 0.1774926 -0.268949 0.6300184 0.3068375 0.1934778

sp|Q66HD0|ENPL_RAT Endoplasmin OS=Rattus norvegicus GN=Hsp90b1 PE=1 SV=224 48 -0.090191 -0.178365 0.0018069 0.3083375 0.1938107

sp|Q63190|EMD_RAT Emerin OS=Rattus norvegicus GN=Emd PE=2 SV=12 2 -0.296957 -1.338367 0.7022509 0.3103125 0.1941474

sp|Q4FZX7|SRPRB_RAT Signal recognition particle receptor subunit beta OS=Rattus norvegicus GN=Srprb PE=2 SV=12 3 -0.142112 -0.444127 0.1511349 0.3103625 0.1944823

sp|P60892|PRPS1_RAT Ribose-phosphate pyrophosphokinase 1 OS=Rattus norvegicus GN=Prps1 PE=1 SV=22 2 0.1503525 -0.252525 0.5622238 0.3108375 0.1948167

sp|Q4TU93|MRC2_RAT C-type mannose receptor 2 OS=Rattus norvegicus GN=Mrc2 PE=1 SV=12 3 -0.138225 -0.42774 0.1627981 0.3109875 0.1951496

sp|Q6MG55|ABHGA_RAT Abhydrolase domain-containing protein 16A OS=Rattus norvegicus GN=Abhd16a PE=2 SV=15 8 -0.116151 -0.299663 0.0767646 0.3116 0.1954823

sp|Q63100|DC1I1_RAT Cytoplasmic dynein 1 intermediate chain 1 OS=Rattus norvegicus GN=Dync1i1 PE=1 SV=13 4 -0.126686 -0.37646 0.1206474 0.311775 0.1958136

sp|Q6IG03|K2C73_RAT Keratin, type II cytoskeletal 73 OS=Rattus norvegicus GN=Krt73 PE=1 SV=15 5 0.1346161 -0.179308 0.4320353 0.31185 0.1961433

sp|Q9EPF2|MUC18_RAT Cell surface glycoprotein MUC18 OS=Rattus norvegicus GN=Mcam PE=1 SV=25 6 -0.113934 -0.325936 0.1014666 0.3120125 0.1964715

sp|Q9ES53|UFD1_RAT Ubiquitin fusion degradation protein 1 homolog OS=Rattus norvegicus GN=Ufd1l PE=1 SV=12 2 0.1705563 -0.272378 0.6182309 0.313075 0.1968009

sp|P09739|TNNT3_RAT Troponin T, fast skeletal muscle OS=Rattus norvegicus GN=Tnnt3 PE=2 SV=22 2 -0.292213 -1.330838 0.7072924 0.3132625 0.1971289

sp|Q6TUG0|DJB11_RAT DnaJ homolog subfamily B member 11 OS=Rattus norvegicus GN=Dnajb11 PE=2 SV=13 6 0.1382873 -0.163137 0.4352437 0.3154125 0.1974612

sp|P05539|CO2A1_RAT Collagen alpha-1(II) chain OS=Rattus norvegicus GN=Col2a1 PE=2 SV=22 2 0.1610493 -0.261639 0.5860148 0.3160625 0.1977934

sp|Q5RK23|ABHD1_RAT Abhydrolase domain-containing protein 1 OS=Rattus norvegicus GN=Abhd1 PE=2 SV=12 2 -0.227953 -0.968359 0.4703338 0.3167125 0.1981256

sp|P09812|PYGM_RAT Glycogen phosphorylase, muscle form OS=Rattus norvegicus GN=Pygm PE=2 SV=54 5 -0.206092 -0.829757 0.4282687 0.3169625 0.1984566

sp|Q3ZB98|BCAS1_RAT Breast carcinoma-amplified sequence 1 homolog (Fragment) OS=Rattus norvegicus GN=Bcas1 PE=1 SV=216 34 0.1174474 -0.094623 0.3317444 0.3189875 0.1987914

sp|B1H224|MUM1_RAT PWWP domain-containing protein MUM1 OS=Rattus norvegicus GN=Mum1 PE=2 SV=12 2 0.3061029 -0.940165 1.5486823 0.3193875 0.1991255

sp|Q4V8C7|PRKRA_RAT Interferon-inducible double stranded RNA-dependent protein kinase activator A OS=Rattus norvegicus GN=Prkra PE=1 SV=12 2 0.1906591 -0.351994 0.7617048 0.3194125 0.1997882

sp|Q9WV48|SHAN1_RAT SH3 and multiple ankyrin repeat domains protein 1 OS=Rattus norvegicus GN=Shank1 PE=1 SV=13 3 -0.147832 -0.516163 0.2110307 0.3194125 0.1994578

sp|P23764|GPX3_RAT Glutathione peroxidase 3 OS=Rattus norvegicus GN=Gpx3 PE=2 SV=25 10 -0.161816 -0.582941 0.2622426 0.3194625 0.200117

sp|P54100|VAV_RAT Proto-oncogene vav OS=Rattus norvegicus GN=Vav1 PE=2 SV=13 3 -0.162019 -0.639514 0.3652694 0.3197 0.2004446

sp|Q8K4F7|DCPS_RAT Scavenger mRNA-decapping enzyme DcpS OS=Rattus norvegicus GN=Dcps PE=2 SV=12 3 -0.152776 -0.523493 0.227368 0.319775 0.2007707

sp|P29147|BDH_RAT D-beta-hydroxybutyrate dehydrogenase, mitochondrial OS=Rattus norvegicus GN=Bdh1 PE=1 SV=24 4 0.1680592 -0.28526 0.6055936 0.3201 0.2010958

sp|B0BNA7|EIF3I_RAT Eukaryotic translation initiation factor 3 subunit I OS=Rattus norvegicus GN=Eif3i PE=2 SV=11 2 0.1396768 -0.173421 0.4503843 0.32185 0.2014239

sp|Q8K4K7|ABRA_RAT Actin-binding Rho-activating protein OS=Rattus norvegicus GN=Abra PE=1 SV=22 2 -0.163999 -0.613003 0.3154064 0.3236625 0.2017552

sp|Q6AYA6|CQ062_RAT Uncharacterized protein C17orf62 homolog OS=Rattus norvegicus PE=2 SV=12 3 -0.153987 -0.549365 0.2413957 0.323775 0.202085

sp|P17136|RSMB_RAT Small nuclear ribonucleoprotein-associated protein B (Fragment) OS=Rattus norvegicus GN=Snrpb PE=2 SV=12 2 0.168326 -0.287824 0.6243969 0.324225 0.2024142

sp|Q63180|ADAM7_RAT Disintegrin and metalloproteinase domain-containing protein 7 OS=Rattus norvegicus GN=Adam7 PE=1 SV=11 2 -0.119987 -0.374022 0.1320882 0.324525 0.2027425

sp|Q9JHW1|CBPD_RAT Carboxypeptidase D OS=Rattus norvegicus GN=Cpd PE=2 SV=23 3 0.1543396 -0.285156 0.5728279 0.32475 0.2030696

sp|Q6QBQ4|PLS3_RAT Phospholipid scramblase 3 OS=Rattus norvegicus GN=Plscr3 PE=2 SV=12 2 0.1716227 -0.383639 0.7305315 0.3247875 0.203395
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sp|P62738|ACTA_RAT Actin, aortic smooth muscle OS=Rattus norvegicus GN=Acta2 PE=1 SV=18 18 -0.222361 -0.942354 0.5022017 0.324875 0.203719

sp|P56574|IDHP_RAT Isocitrate dehydrogenase [NADP], mitochondrial OS=Rattus norvegicus GN=Idh2 PE=1 SV=211 20 -0.130159 -0.41271 0.1582052 0.325025 0.2040416

sp|Q6LED0|H31_RAT Histone H3.1 OS=Rattus norvegicus PE=1 SV=32 3 0.1657586 -0.240283 0.6004541 0.325075 0.2043626

sp|D4A4T9|CHRD1_RAT Cysteine and histidine-rich domain-containing protein 1 OS=Rattus norvegicus GN=Chordc1 PE=3 SV=13 3 -0.145737 -0.498042 0.1878626 0.325525 0.2046832

sp|P62278|RS13_RAT 40S ribosomal protein S13 OS=Rattus norvegicus GN=Rps13 PE=2 SV=210 22 0.0945626 -0.020796 0.2069844 0.32575 0.2050026

sp|Q63610|TPM3_RAT Tropomyosin alpha-3 chain OS=Rattus norvegicus GN=Tpm3 PE=1 SV=25 12 -0.093418 -0.20353 0.0173113 0.3273 0.2053244

sp|P50279|STX2_RAT Syntaxin-2 OS=Rattus norvegicus GN=Stx2 PE=2 SV=21 2 0.1245346 -0.132185 0.3744097 0.3274 0.2056448

sp|Q08602|PGTA_RAT Geranylgeranyl transferase type-2 subunit alpha OS=Rattus norvegicus GN=Rabggta PE=1 SV=12 3 -0.158029 -0.579383 0.255966 0.327675 0.2059643

sp|P31044|PEBP1_RAT Phosphatidylethanolamine-binding protein 1 OS=Rattus norvegicus GN=Pebp1 PE=1 SV=310 24 0.1216234 -0.121537 0.3694989 0.3282375 0.2062836

sp|P97546|NPTN_RAT Neuroplastin OS=Rattus norvegicus GN=Nptn PE=1 SV=23 5 -0.099825 -0.236781 0.041326 0.32875 0.2066025

sp|P47853|PGS1_RAT Biglycan OS=Rattus norvegicus GN=Bgn PE=2 SV=112 31 -0.18137 -0.730406 0.3732034 0.3291875 0.2069209

sp|Q9JJM9|SEPT5_RAT Septin-5 OS=Rattus norvegicus GN=Sept5 PE=1 SV=22 4 -0.142564 -0.488091 0.2157434 0.329875 0.2072394

sp|Q6AYN4|PHIPL_RAT Phytanoyl-CoA hydroxylase-interacting protein-like OS=Rattus norvegicus GN=Phyhipl PE=2 SV=25 9 -0.112741 -0.329003 0.1041371 0.3308125 0.2075587

sp|Q03346|MPPB_RAT Mitochondrial-processing peptidase subunit beta OS=Rattus norvegicus GN=Pmpcb PE=1 SV=31 2 0.2300821 -0.578866 1.054192 0.3310625 0.207877

sp|Q62902|LMAN1_RAT Protein ERGIC-53 OS=Rattus norvegicus GN=Lman1 PE=1 SV=12 2 -0.167246 -0.6688 0.2998629 0.3310875 0.2081938

sp|P56558|OGT1_RAT UDP-N-acetylglucosamine--peptide N-acetylglucosaminyltransferase 110 kDa subunit OS=Rattus norvegicus GN=Ogt PE=1 SV=12 3 -0.137168 -0.460961 0.2061147 0.3314875 0.2085099

sp|P21263|NEST_RAT Nestin OS=Rattus norvegicus GN=Nes PE=1 SV=217 22 -0.095404 -0.215441 0.0270837 0.33215 0.2088261

sp|Q62824|EXOC4_RAT Exocyst complex component 4 OS=Rattus norvegicus GN=Exoc4 PE=2 SV=13 3 -0.139446 -0.476877 0.1940395 0.3327875 0.2091423

sp|O88453|SAFB1_RAT Scaffold attachment factor B1 OS=Rattus norvegicus GN=Safb PE=1 SV=25 9 0.1240497 -0.120957 0.3650392 0.3332125 0.209458

sp|P26644|APOH_RAT Beta-2-glycoprotein 1 OS=Rattus norvegicus GN=Apoh PE=2 SV=27 13 -0.096078 -0.226832 0.0355252 0.335825 0.2097788

sp|Q64240|AMBP_RAT Protein AMBP OS=Rattus norvegicus GN=Ambp PE=1 SV=13 4 0.1203903 -0.144182 0.381065 0.3359375 0.2100982

sp|Q4FZU8|FA65A_RAT Protein FAM65A OS=Rattus norvegicus GN=Fam65a PE=2 SV=22 2 0.1399608 -0.206609 0.5013911 0.3365125 0.2104174

sp|Q9QUR2|DCTN4_RAT Dynactin subunit 4 OS=Rattus norvegicus GN=Dctn4 PE=2 SV=12 2 -0.189511 -0.769548 0.2759763 0.3371125 0.2107365

sp|P43138|APEX1_RAT DNA-(apurinic or apyrimidinic site) lyase OS=Rattus norvegicus GN=Apex1 PE=1 SV=23 4 0.1485816 -0.234829 0.5253504 0.337375 0.2110547

sp|Q3B8Q2|IF4A3_RAT Eukaryotic initiation factor 4A-III OS=Rattus norvegicus GN=Eif4a3 PE=1 SV=13 3 0.1297121 -0.143072 0.4107153 0.3378375 0.2113725

sp|Q63151|ACSL3_RAT Long-chain-fatty-acid--CoA ligase 3 OS=Rattus norvegicus GN=Acsl3 PE=1 SV=12 2 -0.209114 -1.015713 0.559823 0.33925 0.2116922

sp|Q5FVL2|CX4NB_RAT Neighbor of COX4 OS=Rattus norvegicus GN=Cox4nb PE=2 SV=12 3 0.1425953 -0.25543 0.5494383 0.3392875 0.2120103

sp|Q9WUD2|TRPV2_RAT Transient receptor potential cation channel subfamily V member 2 OS=Rattus norvegicus GN=Trpv2 PE=1 SV=22 3 0.164421 -0.333096 0.6460279 0.3403625 0.2123296

sp|P36407|TRI23_RAT E3 ubiquitin-protein ligase TRIM23 OS=Rattus norvegicus GN=Trim23 PE=2 SV=22 2 -0.155229 -0.607451 0.2986716 0.3411875 0.2126494

sp|Q5I0H4|TMCO1_RAT Transmembrane and coiled-coil domains protein 1 OS=Rattus norvegicus GN=Tmco1 PE=2 SV=12 2 -0.139056 -0.526981 0.2585916 0.3414875 0.2129683

sp|Q9WTY8|ZBT10_RAT Zinc finger and BTB domain-containing protein 10 OS=Rattus norvegicus GN=Zbtb10 PE=2 SV=11 3 0.1124869 -0.102431 0.3348964 0.3415875 0.2132859

sp|Q6IRK9|PGCP_RAT Plasma glutamate carboxypeptidase OS=Rattus norvegicus GN=Pgcp PE=1 SV=17 13 -0.108481 -0.307105 0.0819004 0.3417625 0.2136023

sp|Q4V7E8|LRRF2_RAT Leucine-rich repeat flightless-interacting protein 2 OS=Rattus norvegicus GN=Lrrfip2 PE=2 SV=12 3 -0.164745 -0.659251 0.3389218 0.3422375 0.2139184

sp|Q91XU8|CDS2_RAT Phosphatidate cytidylyltransferase 2 OS=Rattus norvegicus GN=Cds2 PE=2 SV=12 6 0.1389708 -0.221452 0.4894374 0.342525 0.2142336

sp|A1A5Q4|CF165_RAT UPF0704 protein C6orf165 homolog OS=Rattus norvegicus PE=2 SV=12 2 -0.18207 -0.91938 0.5911679 0.3429125 0.2145482

sp|P54311|GBB1_RAT Guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-1 OS=Rattus norvegicus GN=Gnb1 PE=1 SV=44 8 0.103232 -0.072259 0.2809043 0.3450625 0.2148665

sp|Q4KM74|SC22B_RAT Vesicle-trafficking protein SEC22b OS=Rattus norvegicus GN=Sec22b PE=1 SV=35 8 -0.101434 -0.269074 0.0659596 0.3454625 0.2151843

sp|Q6JAM9|TMM35_RAT Transmembrane protein 35 OS=Rattus norvegicus GN=Tmem35 PE=1 SV=12 3 0.1247629 -0.157446 0.4128235 0.3458125 0.2155013

sp|P41123|RL13_RAT 60S ribosomal protein L13 OS=Rattus norvegicus GN=Rpl13 PE=1 SV=29 23 0.0930751 -0.023253 0.2121215 0.346025 0.2158174

sp|P02401|RLA2_RAT 60S acidic ribosomal protein P2 OS=Rattus norvegicus GN=Rplp2 PE=1 SV=26 16 0.0952539 -0.03104 0.2256078 0.34635 0.2161327

sp|P19139|CSK21_RAT Casein kinase II subunit alpha OS=Rattus norvegicus GN=Csnk2a1 PE=1 SV=22 5 -0.14606 -0.539897 0.2386328 0.3464625 0.2164467

sp|P20272|CNR1_RAT Cannabinoid receptor 1 OS=Rattus norvegicus GN=Cnr1 PE=1 SV=12 2 0.1539762 -0.313146 0.6178703 0.34665 0.2167597

sp|P18484|AP2A2_RAT AP-2 complex subunit alpha-2 OS=Rattus norvegicus GN=Ap2a2 PE=1 SV=315 26 -0.09223 -0.206241 0.0217887 0.3468125 0.2170716

sp|P43278|H10_RAT Histone H1.0 OS=Rattus norvegicus GN=H1f0 PE=2 SV=28 23 0.115089 -0.134371 0.358251 0.3468875 0.2173821

sp|P23514|COPB_RAT Coatomer subunit beta OS=Rattus norvegicus GN=Copb1 PE=1 SV=12 2 0.1777393 -0.397426 0.7587004 0.3472625 0.2176921

sp|Q5XI22|THIC_RAT Acetyl-CoA acetyltransferase, cytosolic OS=Rattus norvegicus GN=Acat2 PE=1 SV=16 9 -0.10632 -0.340859 0.1357146 0.34735 0.2180008

sp|Q8R511|FNBP1_RAT Formin-binding protein 1 OS=Rattus norvegicus GN=Fnbp1 PE=1 SV=23 5 -0.105843 -0.288055 0.07791 0.3477375 0.218309
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sp|Q5BJT7|CCD93_RAT Coiled-coil domain-containing protein 93 OS=Rattus norvegicus GN=Ccdc93 PE=1 SV=12 2 -0.237603 -1.275975 0.8487922 0.3480375 0.2186164

sp|D4A615|TONSL_RAT Tonsoku-like protein OS=Rattus norvegicus GN=Tonsl PE=3 SV=13 3 -0.156622 -0.630603 0.3303327 0.3481375 0.2189226

sp|P35171|CX7A2_RAT Cytochrome c oxidase subunit 7A2, mitochondrial OS=Rattus norvegicus GN=Cox7a2 PE=1 SV=12 4 0.1027218 -0.17326 0.3509867 0.3485125 0.2192282

sp|P07896|ECHP_RAT Peroxisomal bifunctional enzyme OS=Rattus norvegicus GN=Ehhadh PE=1 SV=22 2 0.1756558 -0.448253 0.806193 0.3493875 0.2195345

sp|Q8CF97|VCIP1_RAT Deubiquitinating protein VCIP135 OS=Rattus norvegicus GN=Vcpip1 PE=1 SV=22 2 -0.140457 -0.53334 0.2630894 0.349925 0.2198406

sp|Q641Z6|EHD1_RAT EH domain-containing protein 1 OS=Rattus norvegicus GN=Ehd1 PE=1 SV=12 2 -0.176483 -0.792722 0.4043973 0.3499375 0.2201453

sp|Q5PQM2|KLC4_RAT Kinesin light chain 4 OS=Rattus norvegicus GN=Klc4 PE=2 SV=12 2 0.1586827 -0.323026 0.6391435 0.3502 0.2204491

sp|Q6IMF3|K2C1_RAT Keratin, type II cytoskeletal 1 OS=Rattus norvegicus GN=Krt1 PE=2 SV=13 3 -0.375983 -1.829283 0.40158 0.3504875 0.2207522

sp|P70619|GSHR_RAT Glutathione reductase (Fragment) OS=Rattus norvegicus GN=Gsr PE=2 SV=22 5 -0.106432 -0.304906 0.0900804 0.3505125 0.221054

sp|Q6TEK4|VKOR1_RAT Vitamin K epoxide reductase complex subunit 1 OS=Rattus norvegicus GN=Vkorc1 PE=1 SV=13 3 -0.134653 -0.496953 0.2435028 0.3509875 0.2213555

sp|P21139|MA2C1_RAT Alpha-mannosidase 2C1 OS=Rattus norvegicus GN=Man2c1 PE=1 SV=12 2 -0.155147 -0.650126 0.3111991 0.351425 0.2216566

sp|Q6B345|S10AB_RAT Protein S100-A11 OS=Rattus norvegicus GN=S100a11 PE=2 SV=12 3 -0.145957 -0.656158 0.3344641 0.3514625 0.2219564

sp|Q80Z30|PPM1E_RAT Protein phosphatase 1E OS=Rattus norvegicus GN=Ppm1e PE=2 SV=11 2 -0.154705 -0.68383 0.3666875 0.352075 0.2222562

sp|B2GUZ5|CAZA1_RAT F-actin-capping protein subunit alpha-1 OS=Rattus norvegicus GN=Capza1 PE=1 SV=13 7 0.1140381 -0.127666 0.3448722 0.352375 0.2225553

sp|Q6P7R8|DHB12_RAT Estradiol 17-beta-dehydrogenase 12 OS=Rattus norvegicus GN=Hsd17b12 PE=2 SV=16 12 -0.109001 -0.314461 0.0862163 0.353175 0.2228549

sp|P56720|SRBP1_RAT Sterol regulatory element-binding protein 1 OS=Rattus norvegicus GN=Srebf1 PE=1 SV=32 3 0.1081177 -0.108797 0.3146686 0.35325 0.2231533

sp|Q3KR56|GRM1A_RAT GRAM domain-containing protein 1A OS=Rattus norvegicus GN=Gramd1a PE=2 SV=21 2 0.1258463 -0.264604 0.5096116 0.3533375 0.2234505

sp|P54690|BCAT1_RAT Branched-chain-amino-acid aminotransferase, cytosolic OS=Rattus norvegicus GN=Bcat1 PE=1 SV=18 13 0.1024691 -0.067168 0.2816247 0.3539625 0.2237478

sp|P40615|DKC1_RAT H/ACA ribonucleoprotein complex subunit 4 OS=Rattus norvegicus GN=Dkc1 PE=1 SV=43 3 0.1570378 -0.481689 0.7591558 0.354925 0.2240459

sp|O35787|KIF1C_RAT Kinesin-like protein KIF1C OS=Rattus norvegicus GN=Kif1c PE=1 SV=12 2 0.1032175 -0.214273 0.3854751 0.355175 0.2243433

sp|P63329|PP2BA_RAT Serine/threonine-protein phosphatase 2B catalytic subunit alpha isoform OS=Rattus norvegicus GN=Ppp3ca PE=1 SV=17 9 -0.092206 -0.213339 0.0264849 0.35535 0.2246396

sp|Q5MYW4|ZN667_RAT Zinc finger protein 667 OS=Rattus norvegicus GN=Znf667 PE=2 SV=12 7 0.1309354 -0.209812 0.4741347 0.355525 0.2249351

sp|P97603|NEO1_RAT Neogenin (Fragment) OS=Rattus norvegicus GN=Neo1 PE=2 SV=11 2 -0.14098 -0.650457 0.3764542 0.355925 0.2252301

sp|Q4V897|CC90B_RAT Coiled-coil domain-containing protein 90B, mitochondrial OS=Rattus norvegicus GN=Ccdc90b PE=2 SV=12 2 0.1868385 -0.520436 0.9015332 0.3575875 0.2255276

sp|Q80U96|XPO1_RAT Exportin-1 OS=Rattus norvegicus GN=Xpo1 PE=2 SV=14 8 0.1032939 -0.070841 0.2746626 0.3576 0.2258237

sp|Q63524|TMED2_RAT Transmembrane emp24 domain-containing protein 2 OS=Rattus norvegicus GN=Tmed2 PE=1 SV=14 5 0.1137762 -0.128989 0.358115 0.3585375 0.2261206

sp|P97690|SMC3_RAT Structural maintenance of chromosomes protein 3 OS=Rattus norvegicus GN=Smc3 PE=1 SV=12 2 -0.146744 -0.628603 0.3404713 0.3585875 0.2264163

sp|D3ZTE0|FA12_RAT Coagulation factor XII OS=Rattus norvegicus GN=F12 PE=2 SV=11 3 0.232704 -0.963336 1.4935916 0.3586875 0.2267109

sp|O88900|GRB14_RAT Growth factor receptor-bound protein 14 OS=Rattus norvegicus GN=Grb14 PE=2 SV=12 2 0.1641951 -0.478246 0.7651394 0.3588625 0.2270045

sp|Q924U5|TESK2_RAT Dual specificity testis-specific protein kinase 2 OS=Rattus norvegicus GN=Tesk2 PE=2 SV=12 2 -0.156253 -0.673024 0.3666975 0.3597875 0.2272989

sp|Q6AY30|SCPDH_RAT Probable saccharopine dehydrogenase OS=Rattus norvegicus GN=Sccpdh PE=2 SV=19 19 0.089641 -0.026816 0.2018864 0.3607625 0.2275942

sp|P20611|PPAL_RAT Lysosomal acid phosphatase OS=Rattus norvegicus GN=Acp2 PE=1 SV=12 2 0.1253248 -0.209082 0.4607318 0.361925 0.2278908

sp|Q5EGY4|YKT6_RAT Synaptobrevin homolog YKT6 OS=Rattus norvegicus GN=Ykt6 PE=1 SV=12 3 0.12528 -0.346663 0.5638297 0.3623125 0.2281868

sp|P27139|CAH2_RAT Carbonic anhydrase 2 OS=Rattus norvegicus GN=Ca2 PE=1 SV=29 18 -0.118302 -0.435181 0.2195638 0.3627625 0.2284826

sp|B0BNI5|OLFL3_RAT Olfactomedin-like protein 3 OS=Rattus norvegicus GN=Olfml3 PE=2 SV=22 2 -0.10711 -0.842084 0.8540539 0.3627875 0.2287771

sp|Q7M6Z5|KIF27_RAT Kinesin-like protein KIF27 OS=Rattus norvegicus GN=Kif27 PE=2 SV=15 6 0.1163597 -0.208368 0.4428164 0.36455 0.2290742

sp|Q9Z339|GSTO1_RAT Glutathione S-transferase omega-1 OS=Rattus norvegicus GN=Gsto1 PE=1 SV=21 2 0.1519304 -0.360431 0.6610131 0.364825 0.2293706

sp|Q99MZ4|GGT7_RAT Gamma-glutamyltransferase 7 OS=Rattus norvegicus GN=Ggt7 PE=2 SV=22 3 0.1558229 -0.373787 0.7249521 0.3650125 0.2296661

sp|P45479|PPT1_RAT Palmitoyl-protein thioesterase 1 OS=Rattus norvegicus GN=Ppt1 PE=1 SV=13 3 -0.157778 -0.651199 0.3309884 0.3655375 0.2299615

sp|Q99JE6|PLCB3_RAT 1-phosphatidylinositol-4,5-bisphosphate phosphodiesterase beta-3 OS=Rattus norvegicus GN=Plcb3 PE=1 SV=23 3 0.1346228 -0.288947 0.5354117 0.3660125 0.2302566

sp|P63324|RS12_RAT 40S ribosomal protein S12 OS=Rattus norvegicus GN=Rps12 PE=1 SV=25 8 0.1064641 -0.108367 0.3211735 0.3662375 0.230551

sp|Q66HE5|NUAK2_RAT NUAK family SNF1-like kinase 2 OS=Rattus norvegicus GN=Nuak2 PE=1 SV=12 2 0.1194971 -0.181876 0.4279775 0.3666375 0.2308449

sp|Q5RK09|EIF3G_RAT Eukaryotic translation initiation factor 3 subunit G OS=Rattus norvegicus GN=Eif3g PE=2 SV=13 3 0.1383485 -0.300134 0.5944654 0.36785 0.2311402

sp|Q64654|CP51A_RAT Lanosterol 14-alpha demethylase OS=Rattus norvegicus GN=Cyp51a1 PE=2 SV=12 3 0.1208789 -0.187734 0.4209383 0.3680125 0.2314345

sp|Q9WTP0|E41L1_RAT Band 4.1-like protein 1 OS=Rattus norvegicus GN=Epb41l1 PE=1 SV=13 4 -0.106841 -0.313319 0.0979448 0.36855 0.2317288

sp|Q1HG60|PIF1_RAT ATP-dependent DNA helicase PIF1 OS=Rattus norvegicus GN=Pif1 PE=2 SV=12 2 -0.151624 -0.747292 0.4532818 0.3693625 0.2320235

sp|P18437|HMGN2_RAT Non-histone chromosomal protein HMG-17 OS=Rattus norvegicus GN=Hmgn2 PE=1 SV=22 3 0.1236999 -0.425874 0.6219466 0.3700625 0.2323184
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sp|Q62868|ROCK2_RAT Rho-associated protein kinase 2 OS=Rattus norvegicus GN=Rock2 PE=1 SV=12 3 0.1367648 -0.296917 0.5640543 0.3703875 0.2326128

sp|P09605|KCRS_RAT Creatine kinase S-type, mitochondrial OS=Rattus norvegicus GN=Ckmt2 PE=1 SV=21 2 -0.559745 -4.490083 3.310267 0.3716875 0.2329087

sp|P05712|RAB2A_RAT Ras-related protein Rab-2A OS=Rattus norvegicus GN=Rab2a PE=1 SV=15 7 -0.09456 -0.243284 0.0542833 0.3724875 0.2332051

sp|Q5PPL3|NSDHL_RAT Sterol-4-alpha-carboxylate 3-dehydrogenase, decarboxylating OS=Rattus norvegicus GN=Nsdhl PE=2 SV=11 3 0.1261853 -0.22358 0.4887629 0.373025 0.2335013

sp|Q9JKC9|SYNRG_RAT Synergin gamma OS=Rattus norvegicus GN=Synrg PE=1 SV=32 2 0.1964209 -0.810638 1.2414078 0.3738625 0.233798

sp|P81128|GRLF1_RAT Glucocorticoid receptor DNA-binding factor 1 OS=Rattus norvegicus GN=Grlf1 PE=1 SV=24 5 -0.134576 -0.59267 0.3228595 0.374625 0.2340951

sp|Q63347|PRS7_RAT 26S protease regulatory subunit 7 OS=Rattus norvegicus GN=Psmc2 PE=1 SV=38 12 0.0954629 -0.06187 0.2506225 0.37465 0.2343911

sp|O88677|BTG3_RAT Protein BTG3 OS=Rattus norvegicus GN=Btg3 PE=2 SV=11 4 0.1041809 -0.090201 0.3127812 0.3748 0.234686

sp|Q9R0T3|DNJC3_RAT DnaJ homolog subfamily C member 3 OS=Rattus norvegicus GN=Dnajc3 PE=2 SV=32 2 -0.269642 -1.688868 1.0222203 0.375025 0.2349802

sp|P61107|RAB14_RAT Ras-related protein Rab-14 OS=Rattus norvegicus GN=Rab14 PE=2 SV=36 10 -0.095075 -0.256958 0.0740798 0.375325 0.2352738

sp|O35987|NSF1C_RAT NSFL1 cofactor p47 OS=Rattus norvegicus GN=Nsfl1c PE=1 SV=19 13 0.0945475 -0.055318 0.2504421 0.3754125 0.2355664

sp|Q9QZM6|NCKX1_RAT Sodium/potassium/calcium exchanger 1 OS=Rattus norvegicus GN=Slc24a1 PE=2 SV=12 2 0.176966 -0.523636 0.9084455 0.3765125 0.2358601

sp|P01946|HBA_RAT Hemoglobin subunit alpha-1/2 OS=Rattus norvegicus GN=Hba1 PE=1 SV=314 100 -0.139993 -0.605847 0.3415541 0.376525 0.2361525

sp|Q9WUW3|CFAI_RAT Complement factor I OS=Rattus norvegicus GN=Cfi PE=2 SV=13 4 -0.114803 -0.503942 0.3200286 0.3769875 0.2364447

sp|P62775|MTPN_RAT Myotrophin OS=Rattus norvegicus GN=Mtpn PE=1 SV=22 5 0.1263718 -0.283072 0.5250183 0.37725 0.2367362

sp|Q9QZA6|CD151_RAT CD151 antigen OS=Rattus norvegicus GN=Cd151 PE=1 SV=25 13 0.0913001 -0.05406 0.2268071 0.37765 0.2370274

sp|P15800|LAMB2_RAT Laminin subunit beta-2 OS=Rattus norvegicus GN=Lamb2 PE=2 SV=143 71 0.0952658 -0.083637 0.2714743 0.3781375 0.2373183

sp|P63086|MK01_RAT Mitogen-activated protein kinase 1 OS=Rattus norvegicus GN=Mapk1 PE=1 SV=37 13 -0.093496 -0.250225 0.0743515 0.37815 0.2376081

sp|Q6IRE4|TS101_RAT Tumor susceptibility gene 101 protein OS=Rattus norvegicus GN=Tsg101 PE=1 SV=13 3 -0.134583 -0.564965 0.2847993 0.3781875 0.2378967

sp|Q00438|PTBP1_RAT Polypyrimidine tract-binding protein 1 OS=Rattus norvegicus GN=Ptbp1 PE=1 SV=13 5 -0.105928 -0.348805 0.1392458 0.3782375 0.2381843

sp|Q9QY17|PACN2_RAT Protein kinase C and casein kinase substrate in neurons 2 protein OS=Rattus norvegicus GN=Pacsin2 PE=1 SV=23 3 0.1335174 -0.30067 0.5601269 0.3787375 0.2384718

sp|Q5XIK2|TMX2_RAT Thioredoxin-related transmembrane protein 2 OS=Rattus norvegicus GN=Tmx2 PE=2 SV=14 7 -0.099804 -0.292463 0.0895993 0.379075 0.2387587

sp|P32089|TXTP_RAT Tricarboxylate transport protein, mitochondrial OS=Rattus norvegicus GN=Slc25a1 PE=1 SV=110 20 -0.081897 -0.157649 -0.009685 0.3792625 0.2390449

sp|Q27W01|RBM8A_RAT RNA-binding protein 8A OS=Rattus norvegicus GN=Rbm8a PE=2 SV=13 3 -0.135979 -0.6663 0.3874141 0.3793375 0.23933

sp|P63331|PP2AA_RAT Serine/threonine-protein phosphatase 2A catalytic subunit alpha isoform OS=Rattus norvegicus GN=Ppp2ca PE=1 SV=16 7 -0.111126 -0.390517 0.1644942 0.3800375 0.2396154

sp|Q3MHT4|STPAP_RAT Speckle targeted PIP5K1A-regulated poly(A) polymerase OS=Rattus norvegicus GN=Tut1 PE=2 SV=12 2 0.1338554 -0.3018 0.5717152 0.3803625 0.2399003

sp|Q62651|ECH1_RAT Delta(3,5)-Delta(2,4)-dienoyl-CoA isomerase, mitochondrial OS=Rattus norvegicus GN=Ech1 PE=1 SV=22 2 -0.114645 -0.450527 0.243759 0.3820375 0.2401875

sp|Q00657|CSPG4_RAT Chondroitin sulfate proteoglycan 4 OS=Rattus norvegicus GN=Cspg4 PE=1 SV=29 11 0.1160069 -0.200769 0.4397896 0.3820875 0.2404736

sp|Q5I0C3|MCCA_RAT Methylcrotonoyl-CoA carboxylase subunit alpha, mitochondrial OS=Rattus norvegicus GN=Mccc1 PE=1 SV=11 2 0.1325913 -0.293312 0.5580418 0.3823625 0.2407591

sp|B5DFA1|TBD2A_RAT TBC1 domain family member 2A OS=Rattus norvegicus GN=Tbc1d2 PE=2 SV=13 3 -0.137474 -0.690498 0.4263241 0.3826875 0.2410441

sp|Q920G2|NHRF2_RAT Na(+)/H(+) exchange regulatory cofactor NHE-RF2 OS=Rattus norvegicus GN=Slc9a3r2 PE=1 SV=12 2 0.128441 -0.364189 0.6281343 0.3835375 0.2413296

sp|P53563|B2CL1_RAT Bcl-2-like protein 1 OS=Rattus norvegicus GN=Bcl2l1 PE=1 SV=21 2 0.1280859 -0.295862 0.5594254 0.3838 0.2416146

sp|Q62844|FYN_RAT Tyrosine-protein kinase Fyn OS=Rattus norvegicus GN=Fyn PE=1 SV=12 4 0.1178796 -0.239496 0.4787532 0.38435 0.2418995

sp|Q66HG5|TM9S2_RAT Transmembrane 9 superfamily member 2 OS=Rattus norvegicus GN=Tm9sf2 PE=2 SV=12 2 0.1225235 -0.295817 0.5363231 0.3853875 0.2421853

sp|P85108|TBB2A_RAT Tubulin beta-2A chain OS=Rattus norvegicus GN=Tubb2a PE=1 SV=11 3 -0.125106 -0.608543 0.3770872 0.38635 0.2424719

sp|Q0ZHH6|ATLA3_RAT Atlastin-3 OS=Rattus norvegicus GN=Atl3 PE=2 SV=25 9 -0.096476 -0.279229 0.0908572 0.3866625 0.242758

sp|P62997|TRA2B_RAT Transformer-2 protein homolog beta OS=Rattus norvegicus GN=Tra2b PE=1 SV=12 2 -0.150963 -0.748016 0.4395438 0.3869375 0.2430435

sp|B2RYN7|SPAST_RAT Spastin OS=Rattus norvegicus GN=Spast PE=2 SV=12 2 -0.139206 -0.641433 0.3471514 0.3876375 0.2433292

sp|P0C644|VIP1_RAT Inositol hexakisphosphate and diphosphoinositol-pentakisphosphate kinase 1 OS=Rattus norvegicus GN=Ppip5k1 PE=1 SV=12 2 0.1285772 -0.277232 0.5530727 0.38785 0.2436143

sp|Q6KC51|ABLM2_RAT Actin-binding LIM protein 2 OS=Rattus norvegicus GN=Ablim2 PE=2 SV=12 2 0.1304406 -0.366841 0.6286039 0.3882 0.2438989

sp|P42346|MTOR_RAT Serine/threonine-protein kinase mTOR OS=Rattus norvegicus GN=Mtor PE=1 SV=13 3 -0.111549 -0.390614 0.1682707 0.388475 0.244183

sp|P84082|ARF2_RAT ADP-ribosylation factor 2 OS=Rattus norvegicus GN=Arf2 PE=2 SV=11 2 0.2987559 -1.852372 2.4356262 0.3886125 0.2444662

sp|Q9QYP2|CELR2_RAT Cadherin EGF LAG seven-pass G-type receptor 2 (Fragment) OS=Rattus norvegicus GN=Celsr2 PE=2 SV=12 5 0.1059548 -0.159254 0.3719391 0.3892625 0.2447495

sp|P62282|RS11_RAT 40S ribosomal protein S11 OS=Rattus norvegicus GN=Rps11 PE=1 SV=39 14 0.086122 -0.032928 0.2090096 0.3897125 0.2450326

sp|Q9JKU6|STRBP_RAT Spermatid perinuclear RNA-binding protein OS=Rattus norvegicus GN=Strbp PE=1 SV=14 4 -0.121728 -0.48587 0.2140508 0.390075 0.2453154

sp|Q9ESS6|BCAM_RAT Basal cell adhesion molecule OS=Rattus norvegicus GN=Bcam PE=2 SV=17 9 -0.093583 -0.263513 0.0780608 0.3903125 0.2455975

sp|P20294|CNTF_RAT Ciliary neurotrophic factor OS=Rattus norvegicus GN=Cntf PE=1 SV=14 4 0.1057558 -0.156081 0.3702434 0.390325 0.2458785
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sp|P70623|FABP4_RAT Fatty acid-binding protein, adipocyte OS=Rattus norvegicus GN=Fabp4 PE=1 SV=31 3 0.1258534 -0.438717 0.6732118 0.3918 0.2461613

sp|Q66HA4|TAXB1_RAT Tax1-binding protein 1 homolog OS=Rattus norvegicus GN=Tax1bp1 PE=2 SV=12 2 -0.16529 -0.889329 0.5505749 0.39215 0.2464437

sp|P55053|FABP5_RAT Fatty acid-binding protein, epidermal OS=Rattus norvegicus GN=Fabp5 PE=1 SV=37 15 0.0996652 -0.133475 0.3391128 0.394 0.2467285

sp|P10960|SAP_RAT Sulfated glycoprotein 1 OS=Rattus norvegicus GN=Psap PE=1 SV=110 24 0.08617 -0.027288 0.2055769 0.394275 0.2470128

sp|P24329|THTR_RAT Thiosulfate sulfurtransferase OS=Rattus norvegicus GN=Tst PE=1 SV=34 4 -0.097215 -0.31741 0.1312183 0.3945625 0.2472966

sp|Q3MHC2|INT11_RAT Integrator complex subunit 11 OS=Rattus norvegicus GN=Cpsf3l PE=2 SV=12 2 -0.122521 -0.546868 0.3032511 0.394675 0.2475794

sp|Q63604|NTRK2_RAT BDNF/NT-3 growth factors receptor OS=Rattus norvegicus GN=Ntrk2 PE=1 SV=13 3 -0.106633 -0.397538 0.1935009 0.3948125 0.2478615

sp|Q5U2X6|CCD47_RAT Coiled-coil domain-containing protein 47 OS=Rattus norvegicus GN=Ccdc47 PE=2 SV=16 8 -0.097651 -0.309642 0.1170248 0.3957625 0.2481443

sp|P97629|LCAP_RAT Leucyl-cystinyl aminopeptidase OS=Rattus norvegicus GN=Lnpep PE=1 SV=14 5 0.1065073 -0.166363 0.3861543 0.39585 0.2484262

sp|Q08290|CNN1_RAT Calponin-1 OS=Rattus norvegicus GN=Cnn1 PE=2 SV=13 4 0.2714308 -1.146506 1.7844736 0.3963125 0.2487079

sp|Q6P6T4|EMAL2_RAT Echinoderm microtubule-associated protein-like 2 OS=Rattus norvegicus GN=Eml2 PE=1 SV=13 3 0.1215552 -0.31448 0.5529317 0.3964 0.2489886

sp|O88656|ARC1B_RAT Actin-related protein 2/3 complex subunit 1B OS=Rattus norvegicus GN=Arpc1b PE=2 SV=32 2 -0.134459 -0.630547 0.3316872 0.3967 0.2492689

sp|Q71LX6|XIRP2_RAT Xin actin-binding repeat-containing protein 2 OS=Rattus norvegicus GN=Xirp2 PE=2 SV=14 4 0.1051462 -0.153895 0.3720392 0.397425 0.2495495

sp|Q9Z1P2|ACTN1_RAT Alpha-actinin-1 OS=Rattus norvegicus GN=Actn1 PE=1 SV=111 12 -0.150521 -0.863402 0.548125 0.3979125 0.24983

sp|Q99MC0|PP14A_RAT Protein phosphatase 1 regulatory subunit 14A OS=Rattus norvegicus GN=Ppp1r14a PE=2 SV=13 4 -0.14238 -0.802914 0.5200479 0.3981125 0.2501098

sp|Q63357|MYO1D_RAT Myosin-Id OS=Rattus norvegicus GN=Myo1d PE=1 SV=34 9 -0.148006 -0.802951 0.5616384 0.39825 0.2503887

sp|P21807|PERI_RAT Peripherin OS=Rattus norvegicus GN=Prph PE=1 SV=131 100 0.0853398 -0.037476 0.205587 0.398375 0.2506669

sp|P63047|ST4A1_RAT Sulfotransferase 4A1 OS=Rattus norvegicus GN=Sult4a1 PE=2 SV=11 2 0.1021852 -0.205377 0.3977536 0.3984625 0.2509442

sp|P0C5W1|MAP1S_RAT Microtubule-associated protein 1S OS=Rattus norvegicus GN=Map1s PE=1 SV=14 4 -0.097176 -0.331812 0.1450774 0.398875 0.2512212

sp|O88618|FTCD_RAT Formimidoyltransferase-cyclodeaminase OS=Rattus norvegicus GN=Ftcd PE=1 SV=42 3 0.0958538 -0.129155 0.3246621 0.3989375 0.2514973

sp|Q62780|DDX46_RAT Probable ATP-dependent RNA helicase DDX46 OS=Rattus norvegicus GN=Ddx46 PE=1 SV=12 2 -0.099215 -0.339926 0.1362482 0.3994375 0.2517733

sp|Q32KJ2|ARSK_RAT Arylsulfatase K OS=Rattus norvegicus GN=Arsk PE=2 SV=13 3 -0.121968 -0.600036 0.3686115 0.39995 0.2520493

sp|Q63210|GNA12_RAT Guanine nucleotide-binding protein subunit alpha-12 OS=Rattus norvegicus GN=Gna12 PE=2 SV=31 2 0.0973785 -0.181396 0.3848979 0.4007 0.2523256

sp|Q5FVI4|CEND_RAT Cell cycle exit and neuronal differentiation protein 1 OS=Rattus norvegicus GN=Cend1 PE=1 SV=14 12 0.0850506 -0.02532 0.1956872 0.401 0.2526014

sp|P51647|AL1A1_RAT Retinal dehydrogenase 1 OS=Rattus norvegicus GN=Aldh1a1 PE=1 SV=33 3 -0.11836 -0.533421 0.2983992 0.401325 0.2528768

sp|Q68FS4|AMPL_RAT Cytosol aminopeptidase OS=Rattus norvegicus GN=Lap3 PE=1 SV=113 21 -0.091489 -0.297822 0.1177257 0.4020375 0.2531525

sp|Q62736|CALD1_RAT Non-muscle caldesmon OS=Rattus norvegicus GN=Cald1 PE=1 SV=110 16 -0.099094 -0.408073 0.2140988 0.4024375 0.253428

sp|Q6MG08|ABCF1_RAT ATP-binding cassette sub-family F member 1 OS=Rattus norvegicus GN=Abcf1 PE=1 SV=13 4 -0.100529 -0.368603 0.1854073 0.4024625 0.2537024

sp|Q6PCT3|TPD54_RAT Tumor protein D54 OS=Rattus norvegicus GN=Tpd52l2 PE=2 SV=13 5 -0.111045 -0.469334 0.2373785 0.4026 0.2539761

sp|O70351|HCD2_RAT 3-hydroxyacyl-CoA dehydrogenase type-2 OS=Rattus norvegicus GN=Hsd17b10 PE=1 SV=36 10 -0.085424 -0.210856 0.0426722 0.4030125 0.2542496

sp|P70567|TMOD1_RAT Tropomodulin-1 OS=Rattus norvegicus GN=Tmod1 PE=2 SV=13 4 -0.112119 -0.4837 0.2661335 0.4034125 0.2545228

sp|P84060|DTNB_RAT Dystrobrevin beta OS=Rattus norvegicus GN=Dtnb PE=1 SV=23 4 0.1312971 -0.317929 0.6089603 0.4042375 0.2547965

sp|P15651|ACADS_RAT Short-chain specific acyl-CoA dehydrogenase, mitochondrial OS=Rattus norvegicus GN=Acads PE=1 SV=23 5 -0.095402 -0.297459 0.1027517 0.404725 0.2550701

sp|Q5EB59|MED23_RAT Mediator of RNA polymerase II transcription subunit 23 OS=Rattus norvegicus GN=Med23 PE=2 SV=22 3 -0.11231 -0.458002 0.2178616 0.4061375 0.2553453

sp|P13676|ACPH_RAT Acylamino-acid-releasing enzyme OS=Rattus norvegicus GN=Apeh PE=1 SV=13 4 -0.090102 -0.281017 0.1012117 0.406225 0.2556196

sp|Q6AXV7|F187A_RAT Ig-like V-type domain-containing protein FAM187A OS=Rattus norvegicus GN=Fam187a PE=2 SV=12 2 -0.123998 -0.64634 0.4082101 0.4065 0.2558934

sp|P13941|CO3A1_RAT Collagen alpha-1(III) chain OS=Rattus norvegicus GN=Col3a1 PE=2 SV=32 3 0.1201757 -0.303465 0.5336794 0.40695 0.2561671

sp|P24368|PPIB_RAT Peptidyl-prolyl cis-trans isomerase B OS=Rattus norvegicus GN=Ppib PE=2 SV=38 15 -0.085462 -0.243314 0.0743586 0.4072375 0.2564403

sp|Q6MGA9|BRD2_RAT Bromodomain-containing protein 2 OS=Rattus norvegicus GN=Brd2 PE=2 SV=12 4 -0.110667 -0.449868 0.2250065 0.408875 0.2567154

sp|Q5U2R3|FRMD8_RAT FERM domain-containing protein 8 OS=Rattus norvegicus GN=Frmd8 PE=2 SV=11 2 0.1828807 -0.86354 1.2772014 0.4095875 0.2569909

sp|P62850|RS24_RAT 40S ribosomal protein S24 OS=Rattus norvegicus GN=Rps24 PE=2 SV=15 8 0.099479 -0.259782 0.4506436 0.409925 0.2572659

sp|B2GV54|NCEH1_RAT Neutral cholesterol ester hydrolase 1 OS=Rattus norvegicus GN=Nceh1 PE=2 SV=11 2 0.1157369 -0.272329 0.4925405 0.4102 0.2575405

sp|Q6AY86|VP26A_RAT Vacuolar protein sorting-associated protein 26A OS=Rattus norvegicus GN=Vps26a PE=2 SV=13 3 0.1291037 -0.485965 0.7520537 0.4102375 0.2578141

sp|P02634|S100G_RAT Protein S100-G OS=Rattus norvegicus GN=S100g PE=1 SV=33 4 0.1001876 -0.154047 0.3817898 0.4106625 0.2580876

sp|P13697|MAOX_RAT NADP-dependent malic enzyme OS=Rattus norvegicus GN=Me1 PE=1 SV=27 8 -0.097033 -0.363 0.1700115 0.4107 0.2583601

sp|Q64122|MYL9_RAT Myosin regulatory light polypeptide 9 OS=Rattus norvegicus GN=Myl9 PE=2 SV=21 2 -0.164351 -1.106762 0.7825889 0.41105 0.2586323

sp|P41498|PPAC_RAT Low molecular weight phosphotyrosine protein phosphatase OS=Rattus norvegicus GN=Acp1 PE=1 SV=35 9 0.0959218 -0.12013 0.3210756 0.4112 0.2589037
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sp|Q63060|GLPK_RAT Glycerol kinase OS=Rattus norvegicus GN=Gk PE=2 SV=12 4 -0.100616 -0.379389 0.1842385 0.4113125 0.2591744

sp|P62250|RS16_RAT 40S ribosomal protein S16 OS=Rattus norvegicus GN=Rps16 PE=1 SV=27 11 0.0845334 -0.063434 0.2312364 0.41145 0.2594444

sp|P08010|GSTM2_RAT Glutathione S-transferase Mu 2 OS=Rattus norvegicus GN=Gstm2 PE=1 SV=25 7 0.0882096 -0.083565 0.2567645 0.4115875 0.2597137

sp|P24054|SPRL1_RAT SPARC-like protein 1 OS=Rattus norvegicus GN=Sparcl1 PE=2 SV=12 2 -0.123378 -0.777037 0.5553555 0.411725 0.2599823

sp|P09650|MCPT1_RAT Mast cell protease 1 OS=Rattus norvegicus GN=Mcpt1 PE=1 SV=38 18 0.1171386 -0.329206 0.5540311 0.4120125 0.2602504

sp|Q7TNJ2|ABCA7_RAT ATP-binding cassette sub-family A member 7 OS=Rattus norvegicus GN=Abca7 PE=1 SV=12 4 0.0989154 -0.176106 0.3690252 0.4121875 0.2605179

sp|P36970|GPX41_RAT Phospholipid hydroperoxide glutathione peroxidase, mitochondrial OS=Rattus norvegicus GN=Gpx4 PE=1 SV=32 2 0.1410941 -0.548467 0.8126895 0.413225 0.2607863

sp|Q99ML5|PCYOX_RAT Prenylcysteine oxidase OS=Rattus norvegicus GN=Pcyox1 PE=1 SV=14 6 0.1016664 -0.175231 0.3916411 0.4137625 0.2610547

sp|B3DMA2|ACD11_RAT Acyl-CoA dehydrogenase family member 11 OS=Rattus norvegicus GN=Acad11 PE=1 SV=12 2 -0.120736 -0.625361 0.3603639 0.4137875 0.2613222

sp|Q6Q760|NALCN_RAT Sodium leak channel non-selective protein OS=Rattus norvegicus GN=Nalcn PE=2 SV=13 3 -0.107402 -0.56463 0.3296551 0.4140125 0.2615891

sp|Q5XIM9|TCPB_RAT T-complex protein 1 subunit beta OS=Rattus norvegicus GN=Cct2 PE=1 SV=320 49 0.0782931 0.0047269 0.1521902 0.4140625 0.2618552

sp|P21775|THIKA_RAT 3-ketoacyl-CoA thiolase A, peroxisomal OS=Rattus norvegicus GN=Acaa1a PE=2 SV=27 9 -0.093351 -0.389349 0.2112216 0.4140875 0.2621204

sp|Q64268|HEP2_RAT Heparin cofactor 2 OS=Rattus norvegicus GN=Serpind1 PE=2 SV=11 2 0.1154672 -0.317839 0.5489982 0.41535 0.2623869

sp|Q5HZY0|UBXN4_RAT UBX domain-containing protein 4 OS=Rattus norvegicus GN=Ubxn4 PE=2 SV=12 2 0.1097525 -0.297015 0.5101146 0.4155125 0.2626527

sp|Q6MG49|BAG6_RAT Large proline-rich protein BAG6 OS=Rattus norvegicus GN=Bag6 PE=1 SV=23 3 0.1159043 -0.432729 0.6836599 0.4159 0.2629183

sp|Q62673|PLK1_RAT Serine/threonine-protein kinase PLK1 OS=Rattus norvegicus GN=Plk1 PE=2 SV=13 3 -0.112336 -0.521671 0.2877571 0.4160375 0.2631832

sp|O54874|MRCKA_RAT Serine/threonine-protein kinase MRCK alpha OS=Rattus norvegicus GN=Cdc42bpa PE=1 SV=13 3 0.1075599 -0.377525 0.5683349 0.4163875 0.2634478

sp|Q68FR6|EF1G_RAT Elongation factor 1-gamma OS=Rattus norvegicus GN=Eef1g PE=1 SV=328 73 0.0817798 -0.03732 0.1976982 0.417025 0.2637126

sp|B3GNI6|SEP11_RAT Septin-11 OS=Rattus norvegicus GN=Sept11 PE=1 SV=13 5 -0.09371 -0.354318 0.1713071 0.4182125 0.2639785

sp|Q9Z0N7|KCNQ1_RAT Potassium voltage-gated channel subfamily KQT member 1 OS=Rattus norvegicus GN=Kcnq1 PE=2 SV=12 2 -0.129621 -1.438886 1.4492027 0.41825 0.2642436

sp|P68101|IF2A_RAT Eukaryotic translation initiation factor 2 subunit 1 OS=Rattus norvegicus GN=Eif2s1 PE=1 SV=25 7 0.0892331 -0.115127 0.2997612 0.4190375 0.2645091

sp|O08629|TIF1B_RAT Transcription intermediary factor 1-beta OS=Rattus norvegicus GN=Trim28 PE=1 SV=24 6 0.0984537 -0.165755 0.3680534 0.4191 0.2647738

sp|O35783|CALU_RAT Calumenin OS=Rattus norvegicus GN=Calu PE=1 SV=13 4 -0.115969 -0.683184 0.4704747 0.4193375 0.2650381

sp|P07722|MAG_RAT Myelin-associated glycoprotein OS=Rattus norvegicus GN=Mag PE=1 SV=16 12 0.0880255 -0.157698 0.3096785 0.4199125 0.2653023

sp|P85968|6PGD_RAT 6-phosphogluconate dehydrogenase, decarboxylating OS=Rattus norvegicus GN=Pgd PE=1 SV=111 19 0.0873626 -0.070651 0.2493103 0.4203875 0.2655665

sp|B2GUV7|IF2P_RAT Eukaryotic translation initiation factor 5B OS=Rattus norvegicus GN=Eif5b PE=1 SV=12 2 -0.114141 -0.640459 0.4090051 0.420475 0.26583

sp|Q63258|ITA7_RAT Integrin alpha-7 OS=Rattus norvegicus GN=Itga7 PE=1 SV=29 13 0.0837535 -0.074471 0.2317965 0.4207125 0.266093

sp|Q4KLF8|ARPC5_RAT Actin-related protein 2/3 complex subunit 5 OS=Rattus norvegicus GN=Arpc5 PE=1 SV=34 6 -0.088079 -0.297457 0.1271052 0.4207125 0.266355

sp|P04462|MYH8_RAT Myosin-8 (Fragment) OS=Rattus norvegicus GN=Myh8 PE=2 SV=12 3 -0.256917 -2.22159 1.6418445 0.421475 0.2666175

sp|P17220|PSA2_RAT Proteasome subunit alpha type-2 OS=Rattus norvegicus GN=Psma2 PE=1 SV=35 8 -0.088296 -0.281337 0.1063834 0.4215875 0.2668793

sp|Q6AYK8|EIF3D_RAT Eukaryotic translation initiation factor 3 subunit D OS=Rattus norvegicus GN=Eif3d PE=2 SV=13 3 0.1189381 -0.360641 0.5949887 0.4217 0.2671403

sp|Q62703|RCN2_RAT Reticulocalbin-2 OS=Rattus norvegicus GN=Rcn2 PE=1 SV=22 3 0.1217546 -0.351613 0.6279688 0.42215 0.2674013

sp|P70627|FOLH1_RAT Glutamate carboxypeptidase 2 OS=Rattus norvegicus GN=Folh1 PE=2 SV=15 8 -0.095653 -0.360475 0.1703555 0.42245 0.2676619

sp|Q7TNY6|GCP60_RAT Golgi resident protein GCP60 OS=Rattus norvegicus GN=Acbd3 PE=2 SV=32 2 -0.108952 -0.574392 0.3372988 0.4225 0.2679217

sp|Q9JIL9|NBN_RAT Nibrin OS=Rattus norvegicus GN=Nbn PE=1 SV=22 2 0.1498126 -0.529174 0.8564718 0.4226625 0.2681809

sp|P58200|VTI1B_RAT Vesicle transport through interaction with t-SNAREs homolog 1B OS=Rattus norvegicus GN=Vti1b PE=1 SV=22 2 -0.106972 -0.498531 0.2913215 0.422875 0.2684396

sp|Q62667|MVP_RAT Major vault protein OS=Rattus norvegicus GN=Mvp PE=1 SV=48 11 -0.088898 -0.288692 0.1053957 0.4234125 0.2686983

sp|Q920A6|RISC_RAT Retinoid-inducible serine carboxypeptidase OS=Rattus norvegicus GN=Scpep1 PE=2 SV=12 2 -0.114541 -0.626146 0.404215 0.4243125 0.2689576

sp|P48768|NAC2_RAT Sodium/calcium exchanger 2 OS=Rattus norvegicus GN=Slc8a2 PE=2 SV=13 3 -0.146029 -0.916297 0.5530387 0.424425 0.2692163

sp|Q6AXX6|CJ058_RAT UPF0765 protein C10orf58 homolog OS=Rattus norvegicus PE=1 SV=13 3 -0.112762 -0.681101 0.4819506 0.425825 0.2694765

sp|P22509|FBRL_RAT rRNA 2'-O-methyltransferase fibrillarin OS=Rattus norvegicus GN=Fbl PE=1 SV=24 5 -0.088713 -0.321434 0.1378831 0.4263375 0.2697366

sp|P11608|ATP8_RAT ATP synthase protein 8 OS=Rattus norvegicus GN=Mt-atp8 PE=1 SV=12 4 0.0979055 -0.196539 0.3963746 0.42655 0.2699962

sp|P05065|ALDOA_RAT Fructose-bisphosphate aldolase A OS=Rattus norvegicus GN=Aldoa PE=1 SV=221 49 -0.078861 -0.174423 0.0111038 0.426925 0.2702556

sp|Q62658|FKB1A_RAT Peptidyl-prolyl cis-trans isomerase FKBP1A OS=Rattus norvegicus GN=Fkbp1a PE=2 SV=33 9 0.0886617 -0.088547 0.2699556 0.4272125 0.2705146

sp|Q6P9T8|TBB2C_RAT Tubulin beta-2C chain OS=Rattus norvegicus GN=Tubb2c PE=1 SV=12 7 -0.094094 -0.366715 0.1813263 0.427825 0.2707738

sp|P14669|ANXA3_RAT Annexin A3 OS=Rattus norvegicus GN=Anxa3 PE=1 SV=43 4 -0.096431 -0.444751 0.2588792 0.428725 0.2710336

sp|Q9WVC0|SEPT7_RAT Septin-7 OS=Rattus norvegicus GN=Sept7 PE=1 SV=110 20 -0.078294 -0.170746 0.0148566 0.42905 0.271293
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sp|P00388|NCPR_RAT NADPH--cytochrome P450 reductase OS=Rattus norvegicus GN=Por PE=1 SV=36 10 -0.084012 -0.243302 0.0745378 0.4293125 0.2715521

sp|Q5XHY7|STAM2_RAT Signal transducing adapter molecule 2 OS=Rattus norvegicus GN=Stam2 PE=2 SV=11 2 0.1019805 -0.239771 0.4631036 0.429375 0.2718104

sp|Q4V7A0|WDR61_RAT WD repeat-containing protein 61 OS=Rattus norvegicus GN=Wdr61 PE=1 SV=11 2 0.1204909 -0.571147 0.8442147 0.4296875 0.2720684

sp|Q63796|M3K12_RAT Mitogen-activated protein kinase kinase kinase 12 OS=Rattus norvegicus GN=Map3k12 PE=1 SV=12 2 0.126102 -0.548278 0.7994328 0.4297125 0.2723255

sp|Q9Z0V6|PRDX3_RAT Thioredoxin-dependent peroxide reductase, mitochondrial OS=Rattus norvegicus GN=Prdx3 PE=1 SV=22 2 -0.11223 -0.616522 0.4009329 0.4307875 0.2725836

sp|P21670|PSA4_RAT Proteasome subunit alpha type-4 OS=Rattus norvegicus GN=Psma4 PE=1 SV=13 4 0.0886355 -0.116432 0.2939446 0.430875 0.272841

sp|Q9JIX3|FHIT_RAT Bis(5'-adenosyl)-triphosphatase OS=Rattus norvegicus GN=Fhit PE=1 SV=12 2 -0.087463 -0.6158 0.5283437 0.4310125 0.2730978

sp|Q08877|DYN3_RAT Dynamin-3 OS=Rattus norvegicus GN=Dnm3 PE=1 SV=24 12 -0.090701 -0.331519 0.1303094 0.43135 0.2733543

sp|Q8VIJ5|NCOAT_RAT Bifunctional protein NCOAT OS=Rattus norvegicus GN=Mgea5 PE=1 SV=16 7 0.0894902 -0.120864 0.3060283 0.431575 0.2736103

sp|P54313|GBB2_RAT Guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-2 OS=Rattus norvegicus GN=Gnb2 PE=1 SV=44 5 -0.090617 -0.313538 0.1342295 0.4317875 0.2738658

sp|O88204|LRP3_RAT Low-density lipoprotein receptor-related protein 3 OS=Rattus norvegicus GN=Lrp3 PE=1 SV=12 2 -0.117659 -0.732535 0.5026037 0.4318875 0.2741207

sp|Q69FB3|JPH4_RAT Junctophilin-4 OS=Rattus norvegicus GN=Jph4 PE=2 SV=12 2 0.1009737 -0.213808 0.4495717 0.432075 0.274375

sp|P70566|TMOD2_RAT Tropomodulin-2 OS=Rattus norvegicus GN=Tmod2 PE=1 SV=17 7 0.0908319 -0.154121 0.3320912 0.43245 0.2746292

sp|P47819|GFAP_RAT Glial fibrillary acidic protein OS=Rattus norvegicus GN=Gfap PE=1 SV=228 58 0.1597067 -0.920259 1.2642468 0.4326125 0.2748828

sp|Q62785|HAP28_RAT 28 kDa heat- and acid-stable phosphoprotein OS=Rattus norvegicus GN=Pdap1 PE=1 SV=15 5 0.0944784 -0.189679 0.3832912 0.432625 0.2751356

sp|Q9Z2F5|CTBP1_RAT C-terminal-binding protein 1 OS=Rattus norvegicus GN=Ctbp1 PE=1 SV=32 2 -0.11739 -0.648994 0.3891407 0.4331375 0.2753884

sp|Q6P799|SYSC_RAT Seryl-tRNA synthetase, cytoplasmic OS=Rattus norvegicus GN=Sars PE=1 SV=36 9 0.0889524 -0.130269 0.3148595 0.4334 0.2756408

sp|P17702|RL28_RAT 60S ribosomal protein L28 OS=Rattus norvegicus GN=Rpl28 PE=1 SV=44 7 0.079437 -0.028395 0.1928902 0.4338875 0.2758932

sp|B0BNN3|CAH1_RAT Carbonic anhydrase 1 OS=Rattus norvegicus GN=Ca1 PE=1 SV=15 8 -0.106284 -0.575107 0.3831059 0.4353 0.276147

sp|Q6AYM2|TEKT2_RAT Tektin-2 OS=Rattus norvegicus GN=Tekt2 PE=2 SV=12 2 -0.088707 -0.345956 0.1767781 0.4355625 0.2764004

sp|Q8K585|HMGA1_RAT High mobility group protein HMG-I/HMG-Y OS=Rattus norvegicus GN=Hmga1 PE=1 SV=34 5 0.0832029 -0.081419 0.2530989 0.435575 0.2766531

sp|Q641X8|EIF3E_RAT Eukaryotic translation initiation factor 3 subunit E OS=Rattus norvegicus GN=Eif3e PE=2 SV=14 4 0.1096032 -0.426466 0.6607045 0.4371125 0.2769074

sp|Q9EPX0|HSPB8_RAT Heat shock protein beta-8 OS=Rattus norvegicus GN=Hspb8 PE=1 SV=14 4 -0.095229 -0.415729 0.2193339 0.437475 0.2771615

sp|Q9R1T5|ACY2_RAT Aspartoacylase OS=Rattus norvegicus GN=Aspa PE=1 SV=29 11 -0.090262 -0.296658 0.1099682 0.4375625 0.2774148

sp|Q68FQ2|JAM3_RAT Junctional adhesion molecule C OS=Rattus norvegicus GN=Jam3 PE=1 SV=12 2 -0.129793 -0.736336 0.4020195 0.4379375 0.277668

sp|P09811|PYGL_RAT Glycogen phosphorylase, liver form OS=Rattus norvegicus GN=Pygl PE=1 SV=52 4 -0.103114 -0.50299 0.3114184 0.4387875 0.2779218

sp|Q6RFZ7|PKHG5_RAT Pleckstrin homology domain-containing family G member 5 OS=Rattus norvegicus GN=Plekhg5 PE=1 SV=12 2 -0.094215 -0.528708 0.3413022 0.4390375 0.2781751

sp|P84586|HNRPG_RAT Heterogeneous nuclear ribonucleoprotein G OS=Rattus norvegicus GN=Rbmx PE=1 SV=18 11 -0.080557 -0.22181 0.0655598 0.43925 0.278428

sp|Q4VSI4|UBP7_RAT Ubiquitin carboxyl-terminal hydrolase 7 OS=Rattus norvegicus GN=Usp7 PE=1 SV=13 4 -0.090201 -0.39824 0.2480477 0.4400875 0.2786813

sp|P0C0A9|SVIP_RAT Small VCP/p97-interacting protein OS=Rattus norvegicus GN=Svip PE=1 SV=13 8 0.0832631 -0.122318 0.2830422 0.440225 0.2789342

sp|P23593|APOD_RAT Apolipoprotein D OS=Rattus norvegicus GN=Apod PE=1 SV=13 6 0.1055649 -0.359144 0.5729042 0.4403375 0.2791863

sp|A2VD12|PBIP1_RAT Pre-B-cell leukemia transcription factor-interacting protein 1 OS=Rattus norvegicus GN=Pbxip1 PE=2 SV=12 2 -0.108631 -0.664432 0.4650583 0.4405875 0.2794381

sp|Q6RJR6|RTN3_RAT Reticulon-3 OS=Rattus norvegicus GN=Rtn3 PE=1 SV=14 6 0.086599 -0.15171 0.3186317 0.44095 0.2796897

sp|Q3SWU3|HNRDL_RAT Heterogeneous nuclear ribonucleoprotein D-like OS=Rattus norvegicus GN=Hnrpdl PE=2 SV=11 2 0.0960605 -0.236579 0.4341918 0.44105 0.2799407

sp|Q5U2U2|CRKL_RAT Crk-like protein OS=Rattus norvegicus GN=Crkl PE=1 SV=12 4 -0.094525 -0.463399 0.2823589 0.441525 0.2801916

sp|P49088|ASNS_RAT Asparagine synthetase [glutamine-hydrolyzing] OS=Rattus norvegicus GN=Asns PE=2 SV=32 3 -0.08444 -0.385702 0.2344974 0.4418 0.2804421

sp|Q6AXS3|DEK_RAT Protein DEK OS=Rattus norvegicus GN=Dek PE=2 SV=11 2 0.1153415 -0.626482 0.8458019 0.442025 0.2806923

sp|P07340|AT1B1_RAT Sodium/potassium-transporting ATPase subunit beta-1 OS=Rattus norvegicus GN=Atp1b1 PE=1 SV=112 33 -0.078336 -0.186098 0.0217712 0.442175 0.2809418

sp|P62982|RS27A_RAT Ubiquitin-40S ribosomal protein S27a OS=Rattus norvegicus GN=Rps27a PE=1 SV=28 36 0.0764453 -0.022075 0.1758997 0.4425125 0.2811912

sp|Q5RJQ4|SIRT2_RAT NAD-dependent deacetylase sirtuin-2 OS=Rattus norvegicus GN=Sirt2 PE=1 SV=15 9 -0.100564 -0.534053 0.3497121 0.4428 0.2814402

sp|P63174|RL38_RAT 60S ribosomal protein L38 OS=Rattus norvegicus GN=Rpl38 PE=1 SV=24 6 0.0902227 -0.128762 0.3242139 0.44325 0.2816891

sp|Q8R4C0|CAN5_RAT Calpain-5 OS=Rattus norvegicus GN=Capn5 PE=1 SV=12 2 -0.110929 -0.839377 0.6212248 0.4435125 0.2819377

sp|Q5M9G3|CAPR1_RAT Caprin-1 OS=Rattus norvegicus GN=Caprin1 PE=1 SV=26 7 0.0813033 -0.081424 0.2363169 0.444425 0.2821869

sp|P24049|RL17_RAT 60S ribosomal protein L17 OS=Rattus norvegicus GN=Rpl17 PE=2 SV=37 10 0.0833173 -0.079798 0.2509536 0.4450875 0.2824364

sp|Q5U1Z0|RBGPR_RAT Rab3 GTPase-activating protein non-catalytic subunit OS=Rattus norvegicus GN=Rab3gap2 PE=1 SV=23 4 0.0859992 -0.150677 0.3294558 0.4452125 0.2826853

sp|P20070|NB5R3_RAT NADH-cytochrome b5 reductase 3 OS=Rattus norvegicus GN=Cyb5r3 PE=1 SV=27 14 0.0801458 -0.061711 0.2216554 0.4457125 0.2829342

sp|P16975|SPRC_RAT SPARC OS=Rattus norvegicus GN=Sparc PE=1 SV=45 7 -0.088274 -0.354371 0.1778766 0.4459375 0.2831827
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sp|P85970|ARPC2_RAT Actin-related protein 2/3 complex subunit 2 OS=Rattus norvegicus GN=Arpc2 PE=1 SV=16 9 -0.092595 -0.412589 0.222092 0.4460625 0.2834306

sp|A1L1K3|APC5_RAT Anaphase-promoting complex subunit 5 OS=Rattus norvegicus GN=Anapc5 PE=2 SV=12 2 -0.095525 -0.599323 0.4151121 0.4462125 0.283678

sp|Q62881|NOL3_RAT Nucleolar protein 3 OS=Rattus norvegicus GN=Nol3 PE=1 SV=12 3 -0.094187 -0.44918 0.2759125 0.4464875 0.283925

sp|Q6AXS5|PAIRB_RAT Plasminogen activator inhibitor 1 RNA-binding protein OS=Rattus norvegicus GN=Serbp1 PE=1 SV=25 7 0.085575 -0.138754 0.3058633 0.4475375 0.2841729

sp|Q64060|DDX4_RAT Probable ATP-dependent RNA helicase DDX4 OS=Rattus norvegicus GN=Ddx4 PE=2 SV=12 4 0.0828685 -0.180428 0.3267726 0.4477625 0.2844204

sp|Q9Z340|PARD3_RAT Partitioning defective 3 homolog OS=Rattus norvegicus GN=Pard3 PE=1 SV=11 2 0.1010744 -0.395291 0.5883386 0.4478125 0.2846672

sp|Q3KRE8|TBB2B_RAT Tubulin beta-2B chain OS=Rattus norvegicus GN=Tubb2b PE=1 SV=11 2 0.1105909 -0.524847 0.750977 0.44845 0.2849143

sp|P28840|NEC1_RAT Neuroendocrine convertase 1 OS=Rattus norvegicus GN=Pcsk1 PE=2 SV=11 2 -0.125187 -0.972573 0.728017 0.4486125 0.2851608

sp|P20069|MPPA_RAT Mitochondrial-processing peptidase subunit alpha OS=Rattus norvegicus GN=Pmpca PE=1 SV=12 2 0.1059179 -0.448776 0.6765282 0.448725 0.2854067

sp|Q9Z2K3|ZN394_RAT Zinc finger protein 394 OS=Rattus norvegicus GN=Znf394 PE=2 SV=11 2 -0.132741 -1.412113 1.1127909 0.4489875 0.2856524

sp|P70628|IMPG2_RAT Interphotoreceptor matrix proteoglycan 2 OS=Rattus norvegicus GN=Impg2 PE=2 SV=22 2 0.1713884 -0.431078 0.9535228 0.4491 0.2858974

sp|P49816|TSC2_RAT Tuberin OS=Rattus norvegicus GN=Tsc2 PE=1 SV=13 5 0.0992683 -0.232226 0.4696475 0.4493 0.286142

sp|Q9QXQ0|ACTN4_RAT Alpha-actinin-4 OS=Rattus norvegicus GN=Actn4 PE=1 SV=220 27 -0.080089 -0.272624 0.1095196 0.4494875 0.2863862

sp|Q4L208|SL9A8_RAT Sodium/hydrogen exchanger 8 OS=Rattus norvegicus GN=Slc9a8 PE=2 SV=12 3 -0.092407 -0.464492 0.2543402 0.44975 0.28663

sp|Q7TT49|MRCKB_RAT Serine/threonine-protein kinase MRCK beta OS=Rattus norvegicus GN=Cdc42bpb PE=1 SV=12 2 -0.100161 -0.602147 0.4412653 0.449775 0.2868732

sp|Q8VII6|CTL1_RAT Choline transporter-like protein 1 OS=Rattus norvegicus GN=Slc44a1 PE=1 SV=19 19 0.0764118 -0.061753 0.2116125 0.450275 0.2871163

sp|Q9WUB5|NCOR1_RAT Nuclear receptor corepressor 1 (Fragment) OS=Rattus norvegicus GN=Ncor1 PE=2 SV=13 3 -0.092702 -0.60145 0.426306 0.450275 0.2873587

sp|Q64680|CP2DI_RAT Cytochrome P450 2D18 OS=Rattus norvegicus GN=Cyp2d18 PE=2 SV=12 2 0.0929997 -0.384881 0.583816 0.450375 0.2876006

sp|P13471|RS14_RAT 40S ribosomal protein S14 OS=Rattus norvegicus GN=Rps14 PE=2 SV=34 9 0.0793638 -0.075518 0.2341487 0.4504375 0.2878419

sp|P36201|CRIP2_RAT Cysteine-rich protein 2 OS=Rattus norvegicus GN=Crip2 PE=2 SV=14 10 -0.088458 -0.423032 0.2431332 0.451175 0.2880835

sp|Q0ZCA7|CLC2L_RAT C-type lectin domain family 2 member L OS=Rattus norvegicus GN=Clec2l PE=2 SV=23 5 0.0796861 -0.224881 0.3664473 0.4524125 0.2883262

sp|Q4QQV8|CHMP5_RAT Charged multivesicular body protein 5 OS=Rattus norvegicus GN=Chmp5 PE=2 SV=12 3 -0.094956 -0.578463 0.3671461 0.452475 0.2885683

sp|P50475|SYAC_RAT Alanyl-tRNA synthetase, cytoplasmic OS=Rattus norvegicus GN=Aars PE=1 SV=320 30 -0.076891 -0.187942 0.0376361 0.452575 0.2888098

sp|O08838|AMPH_RAT Amphiphysin OS=Rattus norvegicus GN=Amph PE=1 SV=17 11 0.0852098 -0.165415 0.3288201 0.4528875 0.2890511

sp|Q01986|MP2K1_RAT Dual specificity mitogen-activated protein kinase kinase 1 OS=Rattus norvegicus GN=Map2k1 PE=1 SV=22 4 0.1038911 -0.39149 0.6095955 0.452925 0.2892918

sp|Q62950|DPYL1_RAT Dihydropyrimidinase-related protein 1 OS=Rattus norvegicus GN=Crmp1 PE=1 SV=12 7 -0.080617 -0.243809 0.076332 0.4542625 0.2895337

sp|P34064|PSA5_RAT Proteasome subunit alpha type-5 OS=Rattus norvegicus GN=Psma5 PE=2 SV=12 3 0.0912265 -0.298329 0.4985278 0.4545 0.2897752

sp|Q9EPB1|DPP2_RAT Dipeptidyl peptidase 2 OS=Rattus norvegicus GN=Dpp7 PE=1 SV=12 7 -0.079312 -0.241551 0.0914418 0.4545625 0.2900161

sp|Q505J8|SYFA_RAT Phenylalanyl-tRNA synthetase alpha chain OS=Rattus norvegicus GN=Farsa PE=1 SV=15 5 0.0871842 -0.199282 0.3676669 0.45505 0.290257

sp|Q460M5|LRFN2_RAT Leucine-rich repeat and fibronectin type-III domain-containing protein 2 OS=Rattus norvegicus GN=Lrfn2 PE=1 SV=12 6 -0.080866 -0.252448 0.0926688 0.45565 0.2904981

sp|P04631|S100B_RAT Protein S100-B OS=Rattus norvegicus GN=S100b PE=1 SV=24 19 0.0960722 -0.281527 0.4931749 0.4557625 0.2907387

sp|P62853|RS25_RAT 40S ribosomal protein S25 OS=Rattus norvegicus GN=Rps25 PE=2 SV=13 5 0.0854587 -0.17696 0.3573285 0.4564625 0.2909796

sp|Q62839|GOGA2_RAT Golgin subfamily A member 2 OS=Rattus norvegicus GN=Golga2 PE=1 SV=32 2 -0.0762 -0.521099 0.4415389 0.4568 0.2912202

sp|Q9Z1W6|LYRIC_RAT Protein LYRIC OS=Rattus norvegicus GN=Mtdh PE=1 SV=22 6 0.1023372 -0.409636 0.6224683 0.4569875 0.2914605

sp|P62828|RAN_RAT GTP-binding nuclear protein Ran OS=Rattus norvegicus GN=Ran PE=1 SV=36 13 -0.085832 -0.407335 0.2404552 0.457175 0.2917003

sp|Q04931|SSRP1_RAT FACT complex subunit SSRP1 OS=Rattus norvegicus GN=Ssrp1 PE=1 SV=24 4 0.0813472 -0.184341 0.345142 0.4576 0.29194

sp|P06907|MYP0_RAT Myelin protein P0 OS=Rattus norvegicus GN=Mpz PE=1 SV=110 100 -0.077415 -0.221468 0.0667121 0.4577125 0.2921793

sp|Q6U6G5|ZC3HF_RAT Zinc finger CCCH domain-containing protein 15 OS=Rattus norvegicus GN=Zc3h15 PE=2 SV=11 2 0.0930515 -0.456391 0.6241843 0.45835 0.2924187

sp|Q812D1|PSIP1_RAT PC4 and SFRS1-interacting protein OS=Rattus norvegicus GN=Psip1 PE=2 SV=12 2 0.0941932 -0.442127 0.6474256 0.4586 0.2926578

sp|O55096|DPP3_RAT Dipeptidyl peptidase 3 OS=Rattus norvegicus GN=Dpp3 PE=1 SV=27 9 -0.075266 -0.25407 0.1164049 0.458625 0.2928963

sp|P63100|CANB1_RAT Calcineurin subunit B type 1 OS=Rattus norvegicus GN=Ppp3r1 PE=1 SV=25 5 0.0823154 -0.169843 0.3390652 0.4587 0.2931341

sp|O54963|REST_RAT RE1-silencing transcription factor OS=Rattus norvegicus GN=Rest PE=2 SV=13 5 0.0774875 -0.053764 0.2164291 0.45905 0.2933718

sp|Q63362|NDUA5_RAT NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 5 OS=Rattus norvegicus GN=Ndufa5 PE=1 SV=32 3 0.0817254 -0.284648 0.4352159 0.4592 0.2936091

sp|Q63754|SYUB_RAT Beta-synuclein OS=Rattus norvegicus GN=Sncb PE=1 SV=11 2 0.1491207 -1.183664 1.5286566 0.4609 0.2938481

sp|P60203|MYPR_RAT Myelin proteolipid protein OS=Rattus norvegicus GN=Plp1 PE=1 SV=211 53 0.10137 -0.542573 0.7623269 0.4613125 0.294087

sp|Q794F9|4F2_RAT 4F2 cell-surface antigen heavy chain OS=Rattus norvegicus GN=Slc3a2 PE=1 SV=14 7 -0.078967 -0.250968 0.0972616 0.461425 0.2943253

sp|Q5PQQ1|GTPB3_RAT tRNA modification GTPase GTPBP3, mitochondrial OS=Rattus norvegicus GN=Gtpbp3 PE=2 SV=12 2 0.093184 -0.442264 0.5959645 0.461475 0.2945631
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sp|Q2PQA9|KINH_RAT Kinesin-1 heavy chain OS=Rattus norvegicus GN=Kif5b PE=1 SV=110 13 0.0769404 -0.058544 0.209505 0.4617625 0.2948006

sp|Q4FZZ1|PXK_RAT PX domain-containing protein kinase-like protein OS=Rattus norvegicus GN=Pxk PE=2 SV=12 3 0.0837855 -0.219827 0.377999 0.462025 0.2950378

sp|P02454|CO1A1_RAT Collagen alpha-1(I) chain OS=Rattus norvegicus GN=Col1a1 PE=1 SV=511 26 -0.086468 -0.466322 0.2714467 0.4636625 0.2952766

sp|P06238|A2MG_RAT Alpha-2-macroglobulin OS=Rattus norvegicus GN=A2m PE=2 SV=22 2 0.0965004 -0.429955 0.6374854 0.464025 0.2955153

sp|P05696|KPCA_RAT Protein kinase C alpha type OS=Rattus norvegicus GN=Prkca PE=1 SV=35 7 0.0754126 -0.072062 0.2242393 0.4640375 0.2957534

sp|Q68FQ0|TCPE_RAT T-complex protein 1 subunit epsilon OS=Rattus norvegicus GN=Cct5 PE=1 SV=117 26 0.0741038 -0.009436 0.157195 0.464525 0.2959914

sp|Q10743|ADA10_RAT Disintegrin and metalloproteinase domain-containing protein 10 (Fragment) OS=Rattus norvegicus GN=Adam10 PE=2 SV=12 2 0.0791555 -0.284686 0.4250811 0.4646625 0.296229

sp|Q32Q06|AP1M1_RAT AP-1 complex subunit mu-1 OS=Rattus norvegicus GN=Ap1m1 PE=1 SV=32 2 -0.092969 -0.663239 0.4551192 0.46515 0.2964665

sp|Q63484|AKT3_RAT RAC-gamma serine/threonine-protein kinase OS=Rattus norvegicus GN=Akt3 PE=2 SV=22 2 0.1145203 -1.017517 1.236957 0.4652625 0.2967036

sp|Q63569|PRS6A_RAT 26S protease regulatory subunit 6A OS=Rattus norvegicus GN=Psmc3 PE=2 SV=17 9 0.0788068 -0.111857 0.276336 0.465575 0.2969405

sp|Q80ZG5|SLU7_RAT Pre-mRNA-splicing factor SLU7 OS=Rattus norvegicus GN=Slu7 PE=2 SV=23 3 -0.091273 -0.645386 0.4303993 0.466975 0.2971786

sp|Q2M2R8|PEX5_RAT Peroxisomal targeting signal 1 receptor OS=Rattus norvegicus GN=Pex5 PE=1 SV=22 2 0.0901876 -0.520246 0.7175909 0.467825 0.2974173

sp|Q9WVH8|FBLN5_RAT Fibulin-5 OS=Rattus norvegicus GN=Fbln5 PE=2 SV=18 12 0.0788904 -0.073399 0.2359101 0.4679875 0.2976555

sp|Q9JIP0|TRPV5_RAT Transient receptor potential cation channel subfamily V member 5 OS=Rattus norvegicus GN=Trpv5 PE=2 SV=12 2 -0.087745 -0.596161 0.4367433 0.468125 0.2978933

sp|Q64649|KPB1_RAT Phosphorylase b kinase regulatory subunit alpha, skeletal muscle isoform OS=Rattus norvegicus GN=Phka1 PE=2 SV=24 5 0.0803979 -0.208556 0.3720335 0.468275 0.2981306

sp|Q66HA6|ARL8B_RAT ADP-ribosylation factor-like protein 8B OS=Rattus norvegicus GN=Arl8b PE=2 SV=18 22 0.073318 -0.015691 0.1643691 0.46855 0.2983676

sp|Q6RFY2|PHAR3_RAT Phosphatase and actin regulator 3 OS=Rattus norvegicus GN=Phactr3 PE=2 SV=11 3 0.088854 -0.443618 0.610709 0.46925 0.2986049

sp|O35952|GLO2_RAT Hydroxyacylglutathione hydrolase, mitochondrial OS=Rattus norvegicus GN=Hagh PE=1 SV=24 6 -0.077724 -0.261061 0.1036435 0.4693 0.2988417

sp|P38983|RSSA_RAT 40S ribosomal protein SA OS=Rattus norvegicus GN=Rpsa PE=1 SV=39 21 0.0749484 -0.031588 0.1823675 0.4695875 0.2990782

sp|Q62807|SYT17_RAT Synaptotagmin-17 OS=Rattus norvegicus GN=Syt17 PE=2 SV=12 2 0.0783489 -0.329344 0.4522822 0.4699125 0.2993144

sp|P13635|CERU_RAT Ceruloplasmin OS=Rattus norvegicus GN=Cp PE=2 SV=319 36 0.0753747 -0.053639 0.2070461 0.4701875 0.2995504

sp|O35094|TIM44_RAT Mitochondrial import inner membrane translocase subunit TIM44 OS=Rattus norvegicus GN=Timm44 PE=2 SV=14 6 0.0831743 -0.230904 0.3908881 0.47065 0.2997864

sp|P20767|LAC2_RAT Ig lambda-2 chain C region OS=Rattus norvegicus PE=4 SV=13 8 0.0844747 -0.245511 0.4222525 0.4706625 0.3000218

sp|Q6AY84|SCRN1_RAT Secernin-1 OS=Rattus norvegicus GN=Scrn1 PE=1 SV=110 20 0.0774582 -0.117297 0.2777825 0.4707625 0.3002567

sp|Q4FZY0|EFHD2_RAT EF-hand domain-containing protein D2 OS=Rattus norvegicus GN=Efhd2 PE=1 SV=14 5 0.0761731 -0.121517 0.280426 0.4713875 0.3004917

sp|P06687|AT1A3_RAT Sodium/potassium-transporting ATPase subunit alpha-3 OS=Rattus norvegicus GN=Atp1a3 PE=1 SV=211 21 -0.076353 -0.214613 0.0549343 0.471425 0.3007262

sp|P23562|B3AT_RAT Band 3 anion transport protein OS=Rattus norvegicus GN=Slc4a1 PE=2 SV=37 15 0.0931792 -0.442536 0.6567181 0.471625 0.3009603

sp|Q4V8K2|CTBL1_RAT Beta-catenin-like protein 1 OS=Rattus norvegicus GN=Ctnnbl1 PE=2 SV=12 2 -0.084765 -0.53873 0.3527054 0.4717875 0.301194

sp|P02680|FIBG_RAT Fibrinogen gamma chain OS=Rattus norvegicus GN=Fgg PE=1 SV=32 2 -0.092195 -0.681126 0.5082435 0.4725 0.301428

sp|P09456|KAP0_RAT cAMP-dependent protein kinase type I-alpha regulatory subunit OS=Rattus norvegicus GN=Prkar1a PE=2 SV=23 3 -0.087212 -0.549493 0.3676648 0.4725875 0.3016615

sp|Q793F9|VPS4A_RAT Vacuolar protein sorting-associated protein 4A OS=Rattus norvegicus GN=Vps4a PE=2 SV=15 6 0.0809497 -0.298355 0.4519961 0.4732125 0.3018953

sp|Q5EB77|RAB18_RAT Ras-related protein Rab-18 OS=Rattus norvegicus GN=Rab18 PE=2 SV=12 2 0.0830425 -0.358791 0.5207303 0.4733125 0.3021285

sp|P05943|S10AA_RAT Protein S100-A10 OS=Rattus norvegicus GN=S100a10 PE=1 SV=25 19 0.0778017 -0.114187 0.2702271 0.47345 0.3023613

sp|Q8VHK7|HDGF_RAT Hepatoma-derived growth factor OS=Rattus norvegicus GN=Hdgf PE=1 SV=24 7 0.0784478 -0.150085 0.3020693 0.47365 0.3025937

sp|P35465|PAK1_RAT Serine/threonine-protein kinase PAK 1 OS=Rattus norvegicus GN=Pak1 PE=1 SV=32 2 -0.083277 -0.498687 0.3549592 0.4741 0.3028261

sp|P63039|CH60_RAT 60 kDa heat shock protein, mitochondrial OS=Rattus norvegicus GN=Hspd1 PE=1 SV=128 54 -0.071882 -0.127751 -0.014723 0.474125 0.3030579

sp|P52555|ERP29_RAT Endoplasmic reticulum resident protein 29 OS=Rattus norvegicus GN=Erp29 PE=1 SV=25 6 -0.078283 -0.307601 0.1508462 0.4745375 0.3032896

sp|P85969|SNAB_RAT Beta-soluble NSF attachment protein OS=Rattus norvegicus GN=Napb PE=1 SV=13 6 0.0751448 -0.074286 0.2298697 0.47505 0.3035214

sp|P08461|ODP2_RAT Dihydrolipoyllysine-residue acetyltransferase component of pyruvate dehydrogenase complex, mitochondrial OS=Rattus norvegicus GN=Dlat PE=1 SV=313 25 -0.073855 -0.185234 0.0352878 0.4752 0.3037528

sp|Q4V7C6|GUAA_RAT GMP synthase [glutamine-hydrolyzing] OS=Rattus norvegicus GN=Gmps PE=1 SV=14 6 -0.076642 -0.329437 0.1733797 0.4760375 0.3039846

sp|Q63356|MYO1E_RAT Myosin-Ie OS=Rattus norvegicus GN=Myo1e PE=2 SV=13 3 0.0804359 -0.339787 0.5157083 0.476275 0.3042162

sp|Q5XIE1|CH055_RAT UPF0670 protein C8orf55 homolog OS=Rattus norvegicus PE=2 SV=15 7 -0.073831 -0.31429 0.1878532 0.476425 0.3044474

sp|P40241|CD9_RAT CD9 antigen OS=Rattus norvegicus GN=Cd9 PE=1 SV=29 44 0.0756397 -0.091806 0.2496793 0.47685 0.3046785

sp|P84092|AP2M1_RAT AP-2 complex subunit mu OS=Rattus norvegicus GN=Ap2m1 PE=1 SV=16 8 -0.074645 -0.226959 0.0750427 0.4776 0.30491

sp|Q6P4Z6|LCMT1_RAT Leucine carboxyl methyltransferase 1 OS=Rattus norvegicus GN=Lcmt1 PE=2 SV=12 3 -0.078646 -0.353184 0.1749481 0.477775 0.3051411

sp|P62747|RHOB_RAT Rho-related GTP-binding protein RhoB OS=Rattus norvegicus GN=Rhob PE=1 SV=13 4 0.0766471 -0.143566 0.3001972 0.4779 0.3053717

sp|Q4KM73|KCY_RAT UMP-CMP kinase OS=Rattus norvegicus GN=Cmpk1 PE=1 SV=24 6 -0.074871 -0.310152 0.1580953 0.477975 0.3056019
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sp|Q5RKH0|GLYR1_RAT Putative oxidoreductase GLYR1 OS=Rattus norvegicus GN=Glyr1 PE=2 SV=12 3 -0.073785 -0.467463 0.3388033 0.4780375 0.3058315

sp|P20717|PADI2_RAT Protein-arginine deiminase type-2 OS=Rattus norvegicus GN=Padi2 PE=1 SV=15 8 0.0807865 -0.318855 0.4750777 0.47835 0.3060609

sp|P60522|GBRL2_RAT Gamma-aminobutyric acid receptor-associated protein-like 2 OS=Rattus norvegicus GN=Gabarapl2 PE=2 SV=12 3 0.0775394 -0.34353 0.4833743 0.478525 0.3062899

sp|P58775|TPM2_RAT Tropomyosin beta chain OS=Rattus norvegicus GN=Tpm2 PE=2 SV=17 12 -0.097363 -1.250494 1.0813481 0.4787125 0.3065186

sp|Q2V057|PROD2_RAT Probable proline dehydrogenase 2 OS=Rattus norvegicus GN=Prodh2 PE=2 SV=11 2 0.0793461 -0.315069 0.4666891 0.4787625 0.3067467

sp|Q64232|TECR_RAT Trans-2,3-enoyl-CoA reductase OS=Rattus norvegicus GN=Tecr PE=2 SV=14 7 0.0753121 -0.094892 0.2417362 0.4788375 0.3069744

sp|Q9QY78|IKKB_RAT Inhibitor of nuclear factor kappa-B kinase subunit beta OS=Rattus norvegicus GN=Ikbkb PE=1 SV=14 5 -0.075597 -0.319184 0.1662976 0.478875 0.3072014

sp|Q5RKH1|PRP4B_RAT Serine/threonine-protein kinase PRP4 homolog OS=Rattus norvegicus GN=Prpf4b PE=2 SV=14 4 -0.077394 -0.376686 0.2307244 0.47975 0.3074291

sp|O35763|MOES_RAT Moesin OS=Rattus norvegicus GN=Msn PE=1 SV=316 25 -0.071348 -0.143939 0.0029372 0.4803625 0.3076569

sp|O55035|PPIG_RAT Peptidyl-prolyl cis-trans isomerase G OS=Rattus norvegicus GN=Ppig PE=1 SV=22 2 0.0842083 -0.402162 0.6078893 0.4803875 0.3078842

sp|Q63624|SFR19_RAT Splicing factor, arginine/serine-rich 19 OS=Rattus norvegicus GN=Scaf1 PE=1 SV=22 2 -0.129559 -0.817686 0.4479366 0.4804625 0.308111

sp|Q9QXU9|PCSK1_RAT ProSAAS OS=Rattus norvegicus GN=Pcsk1n PE=1 SV=13 4 0.0812561 -0.422001 0.5813669 0.480475 0.3083372

sp|Q4G075|ILEUA_RAT Leukocyte elastase inhibitor A OS=Rattus norvegicus GN=Serpinb1a PE=2 SV=13 3 -0.113391 -1.238113 0.9278007 0.480875 0.3085633

sp|Q8R4T5|GRASP_RAT General receptor for phosphoinositides 1-associated scaffold protein OS=Rattus norvegicus GN=Grasp PE=1 SV=12 2 0.0910417 -0.325553 0.5366303 0.4809625 0.308789

sp|Q99PF5|FUBP2_RAT Far upstream element-binding protein 2 OS=Rattus norvegicus GN=Khsrp PE=1 SV=17 8 0.0748483 -0.094879 0.2439616 0.4810875 0.3090142

sp|Q62645|NMDE4_RAT Glutamate [NMDA] receptor subunit epsilon-4 OS=Rattus norvegicus GN=Grin2d PE=1 SV=21 6 -0.075702 -0.250025 0.1001498 0.4812125 0.309239

sp|P11883|AL3A1_RAT Aldehyde dehydrogenase, dimeric NADP-preferring OS=Rattus norvegicus GN=Aldh3a1 PE=1 SV=32 2 0.0824944 -0.705945 0.8372604 0.481525 0.3094636

sp|Q62714|DEF4_RAT Neutrophil antibiotic peptide NP-4 OS=Rattus norvegicus GN=Np4 PE=1 SV=11 3 -0.075484 -0.30023 0.137756 0.4818 0.309688

sp|Q03410|SYCP1_RAT Synaptonemal complex protein 1 OS=Rattus norvegicus GN=Sycp1 PE=2 SV=22 3 -0.07735 -0.514041 0.3509263 0.4819625 0.309912

sp|P09606|GLNA_RAT Glutamine synthetase OS=Rattus norvegicus GN=Glul PE=1 SV=37 10 -0.073897 -0.320679 0.177683 0.4819875 0.3101355

sp|Q923V4|FBX6_RAT F-box only protein 6 OS=Rattus norvegicus GN=Fbxo6 PE=2 SV=12 3 0.07533 -0.200972 0.3430381 0.48225 0.3103587

sp|Q4V7C7|ARP3_RAT Actin-related protein 3 OS=Rattus norvegicus GN=Actr3 PE=1 SV=113 27 -0.07246 -0.180538 0.0349386 0.482275 0.3105814

sp|P51792|CLCN3_RAT H(+)/Cl(-) exchange transporter 3 OS=Rattus norvegicus GN=Clcn3 PE=2 SV=22 2 0.0855107 -0.349071 0.5293904 0.483075 0.3108046

sp|P04905|GSTM1_RAT Glutathione S-transferase Mu 1 OS=Rattus norvegicus GN=Gstm1 PE=1 SV=26 9 0.0750846 -0.129532 0.2778204 0.4833125 0.3110275

sp|B1H228|CC114_RAT Coiled-coil domain-containing protein 114 OS=Rattus norvegicus GN=Ccdc114 PE=2 SV=12 2 -0.083504 -0.587996 0.4091675 0.4834 0.3112499

sp|P41562|IDHC_RAT Isocitrate dehydrogenase [NADP] cytoplasmic OS=Rattus norvegicus GN=Idh1 PE=1 SV=19 20 -0.072419 -0.228411 0.0874347 0.4836 0.311472

sp|O35923|BRCA2_RAT Breast cancer type 2 susceptibility protein homolog OS=Rattus norvegicus GN=Brca2 PE=1 SV=14 4 -0.081205 -0.789776 0.6446701 0.483725 0.3116937

sp|Q99MI7|UBA3_RAT NEDD8-activating enzyme E1 catalytic subunit OS=Rattus norvegicus GN=Uba3 PE=1 SV=12 4 0.072786 -0.171324 0.3190673 0.48375 0.3119148

sp|O35162|HSP13_RAT Heat shock 70 kDa protein 13 OS=Rattus norvegicus GN=Hspa13 PE=2 SV=22 2 0.0793579 -0.628825 0.7983311 0.483875 0.3121356

sp|Q64632|ITB4_RAT Integrin beta-4 OS=Rattus norvegicus GN=Itgb4 PE=2 SV=139 56 0.0723263 -0.034865 0.1797766 0.4842375 0.3123562

sp|P70580|PGRC1_RAT Membrane-associated progesterone receptor component 1 OS=Rattus norvegicus GN=Pgrmc1 PE=1 SV=32 5 0.0747302 -0.123239 0.2802949 0.4844 0.3125765

sp|Q6AYG3|PRUNE_RAT Protein prune homolog OS=Rattus norvegicus GN=Prune PE=2 SV=12 4 0.0763009 -0.267672 0.405708 0.4844375 0.3127963

sp|O35821|MBB1A_RAT Myb-binding protein 1A OS=Rattus norvegicus GN=Mybbp1a PE=2 SV=23 4 -0.075984 -0.352175 0.1990012 0.4847625 0.3130159

sp|Q711G3|IAH1_RAT Isoamyl acetate-hydrolyzing esterase 1 homolog OS=Rattus norvegicus GN=Iah1 PE=2 SV=22 2 -0.077754 -0.512002 0.3542647 0.4850375 0.3132353

sp|O08697|ARL2_RAT ADP-ribosylation factor-like protein 2 OS=Rattus norvegicus GN=Arl2 PE=1 SV=13 4 -0.075265 -0.410287 0.2565377 0.4862375 0.3134557

sp|A1L108|ARP5L_RAT Actin-related protein 2/3 complex subunit 5-like protein OS=Rattus norvegicus GN=Arpc5l PE=1 SV=22 2 0.0758187 -0.337889 0.4708093 0.486625 0.3138958

sp|Q5U2Y0|WIPI4_RAT WD repeat domain phosphoinositide-interacting protein 4 OS=Rattus norvegicus GN=Wdr45 PE=2 SV=11 3 -0.097296 -1.369745 1.1748043 0.486625 0.313676

sp|Q9JKL7|SREK1_RAT Splicing regulatory glutamine/lysine-rich protein 1 OS=Rattus norvegicus GN=Srek1 PE=1 SV=12 2 -0.073577 -0.584281 0.4308972 0.4868 0.3141152

sp|P26772|CH10_RAT 10 kDa heat shock protein, mitochondrial OS=Rattus norvegicus GN=Hspe1 PE=1 SV=310 24 -0.069857 -0.165875 0.0264944 0.48705 0.3143344

sp|P11030|ACBP_RAT Acyl-CoA-binding protein OS=Rattus norvegicus GN=Dbi PE=1 SV=38 27 0.0758511 -0.249053 0.4072232 0.4873125 0.3145533

sp|P53812|PIPNB_RAT Phosphatidylinositol transfer protein beta isoform OS=Rattus norvegicus GN=Pitpnb PE=1 SV=22 2 -0.067772 -0.51801 0.3920467 0.48805 0.3147727

sp|D3ZAP3|K1383_RAT Uncharacterized protein KIAA1383 homolog OS=Rattus norvegicus PE=4 SV=11 2 0.0767528 -0.346682 0.4919669 0.4882875 0.3149917

sp|P11884|ALDH2_RAT Aldehyde dehydrogenase, mitochondrial OS=Rattus norvegicus GN=Aldh2 PE=1 SV=116 41 0.0716894 -0.058027 0.1961158 0.4887625 0.3152109

sp|Q5RJR2|TWF1_RAT Twinfilin-1 OS=Rattus norvegicus GN=Twf1 PE=2 SV=12 3 0.0752304 -0.564876 0.6956503 0.489225 0.31543

sp|O35263|PA1B3_RAT Platelet-activating factor acetylhydrolase IB subunit gamma OS=Rattus norvegicus GN=Pafah1b3 PE=1 SV=13 6 0.0744771 -0.117677 0.2711559 0.4892875 0.3156487

sp|P42930|HSPB1_RAT Heat shock protein beta-1 OS=Rattus norvegicus GN=Hspb1 PE=1 SV=112 28 -0.072241 -0.175792 0.0313775 0.4893125 0.3158669

sp|Q4V8H8|EHD2_RAT EH domain-containing protein 2 OS=Rattus norvegicus GN=Ehd2 PE=1 SV=114 21 -0.073889 -0.285373 0.1361707 0.489575 0.3160848
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sp|P00406|COX2_RAT Cytochrome c oxidase subunit 2 OS=Rattus norvegicus GN=Mtco2 PE=2 SV=23 8 0.0736709 -0.067465 0.2130998 0.48965 0.3163023

sp|Q5I0D5|LHPP_RAT Phospholysine phosphohistidine inorganic pyrophosphate phosphatase OS=Rattus norvegicus GN=Lhpp PE=2 SV=11 3 -0.07691 -0.837701 0.7057478 0.49015 0.3165199

sp|P60669|PKHA4_RAT Pleckstrin homology domain-containing family A member 4 OS=Rattus norvegicus GN=Plekha4 PE=2 SV=18 12 0.0735524 -0.099183 0.2433426 0.4904875 0.3167374

sp|P47196|AKT1_RAT RAC-alpha serine/threonine-protein kinase OS=Rattus norvegicus GN=Akt1 PE=1 SV=11 2 -0.074019 -0.492038 0.3600048 0.490625 0.3169545

sp|Q9QZ86|NOP58_RAT Nucleolar protein 58 OS=Rattus norvegicus GN=Nop58 PE=1 SV=12 2 -0.073997 -0.320497 0.182311 0.49095 0.3171714

sp|Q9HB97|PARVA_RAT Alpha-parvin OS=Rattus norvegicus GN=Parva PE=1 SV=25 6 -0.073075 -0.287017 0.1436233 0.4909875 0.3173879

sp|P97846|CNTP1_RAT Contactin-associated protein 1 OS=Rattus norvegicus GN=Cntnap1 PE=1 SV=14 10 0.0709731 -0.163219 0.2970296 0.4919 0.3176049

sp|O35509|RB11B_RAT Ras-related protein Rab-11B OS=Rattus norvegicus GN=Rab11b PE=2 SV=410 19 -0.07198 -0.175056 0.0285189 0.492175 0.3178218

sp|Q63692|CDC37_RAT Hsp90 co-chaperone Cdc37 OS=Rattus norvegicus GN=Cdc37 PE=1 SV=24 9 -0.06995 -0.260151 0.1270255 0.4929125 0.318039

sp|Q8K4T4|FLIP1_RAT Filamin-A-interacting protein 1 OS=Rattus norvegicus GN=Filip1 PE=1 SV=13 4 0.0712833 -0.513369 0.677485 0.4932125 0.3182561

sp|Q63345|MOG_RAT Myelin-oligodendrocyte glycoprotein OS=Rattus norvegicus GN=Mog PE=1 SV=12 4 0.08448 -0.847892 1.0760991 0.4936875 0.3184732

sp|O08730|GLYG_RAT Glycogenin-1 OS=Rattus norvegicus GN=Gyg1 PE=2 SV=43 6 0.0726501 -0.17627 0.3239992 0.49445 0.3186907

sp|D3ZXK7|RN123_RAT E3 ubiquitin-protein ligase RNF123 OS=Rattus norvegicus GN=Rnf123 PE=1 SV=12 3 0.0749705 -0.292135 0.4455206 0.4945625 0.3189079

sp|Q63486|RRAGA_RAT Ras-related GTP-binding protein A OS=Rattus norvegicus GN=Rraga PE=1 SV=12 3 0.072589 -0.368741 0.5105461 0.494725 0.3191247

sp|Q9JLS3|TAOK2_RAT Serine/threonine-protein kinase TAO2 OS=Rattus norvegicus GN=Taok2 PE=1 SV=12 2 0.0772787 -0.564877 0.7400047 0.4949625 0.3193412

sp|O35889|AFAD_RAT Afadin OS=Rattus norvegicus GN=Mllt4 PE=1 SV=15 5 -0.071169 -0.272696 0.1248719 0.4950125 0.3195573

sp|Q505J6|GHC2_RAT Mitochondrial glutamate carrier 2 OS=Rattus norvegicus GN=Slc25a18 PE=2 SV=22 4 0.0726201 -0.077735 0.223461 0.495075 0.3197729

sp|Q62774|MYO1A_RAT Myosin-Ia (Fragment) OS=Rattus norvegicus GN=Myo1a PE=2 SV=13 3 0.0932956 -0.954302 1.1487603 0.495225 0.3199882

sp|Q6P742|PLP2_RAT Proteolipid protein 2 OS=Rattus norvegicus GN=Plp2 PE=2 SV=11 3 0.0887446 -0.536986 0.7832801 0.495275 0.320203

sp|O35824|DNJA2_RAT DnaJ homolog subfamily A member 2 OS=Rattus norvegicus GN=Dnaja2 PE=2 SV=17 10 -0.070494 -0.195865 0.0639485 0.49645 0.3204187

sp|O54861|SORT_RAT Sortilin OS=Rattus norvegicus GN=Sort1 PE=1 SV=35 5 0.0790375 -0.195281 0.3826796 0.498675 0.3206366

sp|Q9R283|TRPC2_RAT Short transient receptor potential channel 2 OS=Rattus norvegicus GN=Trpc2 PE=2 SV=22 2 0.069585 -0.708953 0.8538498 0.498675 0.320854

sp|P47863|AQP4_RAT Aquaporin-4 OS=Rattus norvegicus GN=Aqp4 PE=1 SV=12 3 -0.071178 -1.210223 1.0504703 0.498775 0.321071

sp|Q62611|ILRL1_RAT Interleukin-1 receptor-like 1 OS=Rattus norvegicus GN=Il1rl1 PE=2 SV=13 3 0.0712088 -0.291233 0.4280543 0.4987875 0.3212875

sp|Q4KLL9|KI18B_RAT Kinesin-like protein KIF18B OS=Rattus norvegicus GN=Kif18b PE=2 SV=12 2 -0.089825 -2.535286 2.3026117 0.4993 0.321504

sp|Q3ZU82|GOGA5_RAT Golgin subfamily A member 5 OS=Rattus norvegicus GN=Golga5 PE=1 SV=16 7 0.0707103 -0.148435 0.2862518 0.49955 0.3217204

sp|Q9EQZ1|T22D3_RAT TSC22 domain family protein 3 OS=Rattus norvegicus GN=Tsc22d3 PE=2 SV=11 4 -0.055195 -0.364694 0.2800148 0.4998625 0.3219366

sp|Q4FZT0|STML2_RAT Stomatin-like protein 2 OS=Rattus norvegicus GN=Stoml2 PE=1 SV=14 5 0.0696583 -0.16557 0.3089848 0.4998875 0.3221523

sp|P36972|APT_RAT Adenine phosphoribosyltransferase OS=Rattus norvegicus GN=Aprt PE=1 SV=14 6 0.0717025 -0.155376 0.3013989 0.5 0.3223676

sp|B5DF41|SNPH_RAT Syntaphilin OS=Rattus norvegicus GN=Snph PE=2 SV=12 2 0.07016 -0.597111 0.7789928 0.5000875 0.3225825

sp|O35346|FAK1_RAT Focal adhesion kinase 1 OS=Rattus norvegicus GN=Ptk2 PE=1 SV=13 4 0.0688001 -0.353525 0.4788568 0.50025 0.322797

sp|Q9JMC1|PI5PA_RAT Phosphatidylinositol 4,5-bisphosphate 5-phosphatase A OS=Rattus norvegicus GN=Inpp5j PE=1 SV=12 2 -0.063598 -0.446539 0.3491354 0.5009 0.3230119

sp|Q5XHY1|LR16B_RAT Leucine-rich repeat-containing protein 16B OS=Rattus norvegicus GN=Lrrc16b PE=2 SV=22 2 -0.068862 -0.490148 0.3436397 0.5014625 0.3232269

sp|P57097|MERTK_RAT Tyrosine-protein kinase Mer OS=Rattus norvegicus GN=Mertk PE=2 SV=12 2 0.0709124 -1.0255 1.2283024 0.50175 0.3234417

sp|Q920R4|GASP1_RAT G-protein coupled receptor-associated sorting protein 1 OS=Rattus norvegicus GN=Gprasp1 PE=1 SV=14 4 -0.06889 -0.516799 0.3775501 0.50185 0.3236561

sp|Q08326|MSS4_RAT Guanine nucleotide exchange factor MSS4 OS=Rattus norvegicus GN=Rabif PE=1 SV=11 2 0.0710579 -0.386201 0.5498211 0.5019125 0.3238701

sp|Q99J82|ILK_RAT Integrin-linked protein kinase OS=Rattus norvegicus GN=Ilk PE=2 SV=15 5 -0.06714 -0.369548 0.2344452 0.502 0.3240837

sp|B1WBU8|U639_RAT UPF0639 protein OS=Rattus norvegicus PE=2 SV=13 4 0.0681168 -0.186497 0.3119845 0.50205 0.3242969

sp|P02091|HBB1_RAT Hemoglobin subunit beta-1 OS=Rattus norvegicus GN=Hbb PE=1 SV=33 32 -0.070876 -0.52849 0.3890469 0.502175 0.3245096

sp|O35112|CD166_RAT CD166 antigen OS=Rattus norvegicus GN=Alcam PE=1 SV=13 3 -0.067401 -0.434536 0.3152557 0.50265 0.3247225

sp|Q9EPJ0|NUCKS_RAT Nuclear ubiquitous casein and cyclin-dependent kinases substrate OS=Rattus norvegicus GN=Nucks1 PE=1 SV=12 4 0.0708933 -0.120288 0.2672675 0.5032 0.3249354

sp|Q792I0|LIN7C_RAT Protein lin-7 homolog C OS=Rattus norvegicus GN=Lin7c PE=1 SV=15 7 0.0768292 -0.133092 0.3008683 0.503575 0.3251484

sp|Q99JD4|CLAP2_RAT CLIP-associating protein 2 OS=Rattus norvegicus GN=Clasp2 PE=2 SV=18 10 -0.068084 -0.265674 0.1323345 0.5038375 0.3253611

sp|Q9JLH7|CK5P3_RAT CDK5 regulatory subunit-associated protein 3 OS=Rattus norvegicus GN=Cdk5rap3 PE=1 SV=13 3 -0.062875 -0.456487 0.3463283 0.504525 0.3255741

sp|P69735|RB3GP_RAT Rab3 GTPase-activating protein catalytic subunit (Fragments) OS=Rattus norvegicus GN=Rab3gap1 PE=1 SV=22 3 0.0741379 -0.223642 0.3810158 0.5048125 0.325787

sp|Q9Z142|TMM33_RAT Transmembrane protein 33 OS=Rattus norvegicus GN=Tmem33 PE=2 SV=12 4 0.0697332 -0.211969 0.362928 0.5054 0.3260001

sp|P10536|RAB1B_RAT Ras-related protein Rab-1B OS=Rattus norvegicus GN=Rab1b PE=1 SV=13 3 -0.070399 -0.367309 0.2111018 0.505475 0.3262127
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sp|P0C0A2|VPS36_RAT Vacuolar protein-sorting-associated protein 36 OS=Rattus norvegicus GN=Vps36 PE=1 SV=12 2 -0.066751 -0.755749 0.6335908 0.5064125 0.326426

sp|Q7M0E3|DEST_RAT Destrin OS=Rattus norvegicus GN=Dstn PE=1 SV=310 17 -0.067962 -0.29816 0.168894 0.506425 0.3266387

sp|P15390|SCN4A_RAT Sodium channel protein type 4 subunit alpha OS=Rattus norvegicus GN=Scn4a PE=2 SV=13 3 -0.064324 -0.510044 0.3793858 0.5068125 0.3268514

sp|Q8R4A1|ERO1A_RAT ERO1-like protein alpha OS=Rattus norvegicus GN=Ero1l PE=1 SV=12 2 -0.063353 -0.570312 0.4348624 0.5071625 0.3270641

sp|P62483|KCAB2_RAT Voltage-gated potassium channel subunit beta-2 OS=Rattus norvegicus GN=Kcnab2 PE=1 SV=14 6 -0.071629 -0.260948 0.1012234 0.507275 0.3272763

sp|Q5XI32|CAPZB_RAT F-actin-capping protein subunit beta OS=Rattus norvegicus GN=Capzb PE=1 SV=16 10 -0.067052 -0.261118 0.1280442 0.508425 0.3274895

sp|Q63413|UAP56_RAT Spliceosome RNA helicase Bat1 OS=Rattus norvegicus GN=Bat1 PE=1 SV=38 13 0.0691831 -0.032402 0.1667146 0.5088125 0.3277025

sp|Q32PX2|AIMP2_RAT Aminoacyl tRNA synthase complex-interacting multifunctional protein 2 OS=Rattus norvegicus GN=Aimp2 PE=2 SV=15 5 -0.068189 -0.287251 0.1494039 0.5088375 0.3279151

sp|Q5HZV9|PP1R7_RAT Protein phosphatase 1 regulatory subunit 7 OS=Rattus norvegicus GN=Ppp1r7 PE=1 SV=13 4 -0.065637 -0.370471 0.2523084 0.509 0.3281274

sp|P26770|ADCY4_RAT Adenylate cyclase type 4 OS=Rattus norvegicus GN=Adcy4 PE=2 SV=12 2 -0.073265 -0.502506 0.3617381 0.50915 0.3283394

sp|P0C7L8|PPR3E_RAT Protein phosphatase 1 regulatory subunit 3E OS=Rattus norvegicus GN=Ppp1r3e PE=2 SV=13 3 0.0610819 -1.097027 1.2029284 0.50925 0.328551

sp|Q9JJ50|HGS_RAT Hepatocyte growth factor-regulated tyrosine kinase substrate OS=Rattus norvegicus GN=Hgs PE=1 SV=13 6 0.0686101 -0.321857 0.466395 0.5094 0.3287623

sp|P13803|ETFA_RAT Electron transfer flavoprotein subunit alpha, mitochondrial OS=Rattus norvegicus GN=Etfa PE=1 SV=410 15 -0.06815 -0.20753 0.078518 0.5096375 0.3289733

sp|Q62920|PDLI5_RAT PDZ and LIM domain protein 5 OS=Rattus norvegicus GN=Pdlim5 PE=1 SV=22 2 -0.065546 -0.566579 0.4368457 0.5098625 0.3291841

sp|P30835|K6PL_RAT 6-phosphofructokinase, liver type OS=Rattus norvegicus GN=Pfkl PE=2 SV=33 3 -0.070403 -0.353612 0.2012327 0.509975 0.3293946

sp|P63095|GNAS2_RAT Guanine nucleotide-binding protein G(s) subunit alpha isoforms short OS=Rattus norvegicus GN=Gnas PE=1 SV=16 10 -0.068056 -0.247169 0.1125594 0.510625 0.3296053

sp|Q99M63|SMU1_RAT WD40 repeat-containing protein SMU1 OS=Rattus norvegicus GN=Smu1 PE=2 SV=14 7 0.0655064 -0.17854 0.2946411 0.51065 0.3298156

sp|Q71UE8|NEDD8_RAT NEDD8 OS=Rattus norvegicus GN=Nedd8 PE=1 SV=14 8 0.0680936 -0.183372 0.3222382 0.510675 0.3300254

sp|Q5BJS7|CPNE9_RAT Copine-9 OS=Rattus norvegicus GN=Cpne9 PE=2 SV=12 4 0.0649624 -0.361979 0.4684362 0.511075 0.3302352

sp|P62907|RL10A_RAT 60S ribosomal protein L10a OS=Rattus norvegicus GN=Rpl10a PE=1 SV=27 14 0.0692044 -0.053885 0.1922159 0.51145 0.330445

sp|P62898|CYC_RAT Cytochrome c, somatic OS=Rattus norvegicus GN=Cycs PE=1 SV=26 14 -0.061373 -0.488006 0.3587932 0.5115875 0.3306544

sp|Q99N27|SNX1_RAT Sorting nexin-1 OS=Rattus norvegicus GN=Snx1 PE=1 SV=16 8 -0.068835 -0.292017 0.1429755 0.5115875 0.3308633

sp|P62893|RL39_RAT 60S ribosomal protein L39 OS=Rattus norvegicus GN=Rpl39 PE=1 SV=21 2 0.0561131 -0.984573 1.1250028 0.511725 0.3310719

sp|P22756|GRIK1_RAT Glutamate receptor, ionotropic kainate 1 OS=Rattus norvegicus GN=Grik1 PE=1 SV=32 2 0.0476624 -0.753359 0.8221062 0.5118125 0.3312801

sp|P31232|TAGL_RAT Transgelin OS=Rattus norvegicus GN=Tagln PE=1 SV=216 45 -0.055818 -1.130976 1.0009119 0.51255 0.3314887

sp|Q9QZR8|PDZD2_RAT PDZ domain-containing protein 2 OS=Rattus norvegicus GN=Pdzd2 PE=1 SV=12 2 -0.067148 -0.655176 0.4947267 0.5128 0.3316971

sp|Q566C7|NUDT3_RAT Diphosphoinositol polyphosphate phosphohydrolase 1 OS=Rattus norvegicus GN=Nudt3 PE=1 SV=12 3 0.0664181 -0.246159 0.389974 0.512875 0.3319051

sp|Q5U2Y1|GTF2I_RAT General transcription factor II-I OS=Rattus norvegicus GN=Gtf2i PE=2 SV=21 4 -0.063602 -0.647081 0.5222995 0.5139625 0.3321139

sp|P21396|AOFA_RAT Amine oxidase [flavin-containing] A OS=Rattus norvegicus GN=Maoa PE=1 SV=15 7 0.0685211 -0.153375 0.2839321 0.51435 0.3323227

sp|A0JPP8|CCD61_RAT Coiled-coil domain-containing protein 61 OS=Rattus norvegicus GN=Ccdc61 PE=2 SV=12 2 -0.062668 -0.458185 0.3394505 0.5147125 0.3325314

sp|Q4QR80|RT25_RAT 28S ribosomal protein S25, mitochondrial OS=Rattus norvegicus GN=Mrps25 PE=2 SV=11 2 0.0617776 -0.302714 0.4048873 0.5148 0.3327397

sp|P0C0R5|PI3R4_RAT Phosphoinositide 3-kinase regulatory subunit 4 OS=Rattus norvegicus GN=Pik3r4 PE=3 SV=23 3 -0.064193 -0.491813 0.3432127 0.51485 0.3329475

sp|Q4G055|RBM40_RAT RNA-binding protein 40 OS=Rattus norvegicus GN=Rnpc3 PE=2 SV=22 2 0.0537574 -0.842665 0.9752665 0.5160875 0.3331564

sp|P35467|S10A1_RAT Protein S100-A1 OS=Rattus norvegicus GN=S100a1 PE=1 SV=31 2 -0.054756 -0.76691 0.6926629 0.5165375 0.3333652

sp|Q5U2Q3|CK054_RAT Ester hydrolase C11orf54 homolog OS=Rattus norvegicus PE=1 SV=12 4 0.0639087 -0.33408 0.4714574 0.516575 0.3335737

sp|B2RZ78|VPS29_RAT Vacuolar protein sorting-associated protein 29 OS=Rattus norvegicus GN=Vps29 PE=1 SV=26 13 0.0699456 -0.093675 0.2454045 0.517025 0.3337821

sp|Q6I7R3|ISOC1_RAT Isochorismatase domain-containing protein 1 OS=Rattus norvegicus GN=Isoc1 PE=2 SV=11 4 -0.062395 -0.414564 0.2775268 0.5171375 0.3339903

sp|Q62835|RABE2_RAT Rab GTPase-binding effector protein 2 OS=Rattus norvegicus GN=Rabep2 PE=2 SV=12 3 -0.062666 -0.400093 0.2777848 0.517625 0.3341985

sp|P13638|AT1B2_RAT Sodium/potassium-transporting ATPase subunit beta-2 OS=Rattus norvegicus GN=Atp1b2 PE=2 SV=12 9 -0.060459 -0.422829 0.3064959 0.5181375 0.3344068

sp|Q9Z1M9|SMC1A_RAT Structural maintenance of chromosomes protein 1A OS=Rattus norvegicus GN=Smc1a PE=1 SV=16 6 0.0660308 -0.179687 0.3042799 0.518875 0.3346154

sp|Q9R0I8|PI42A_RAT Phosphatidylinositol-5-phosphate 4-kinase type-2 alpha OS=Rattus norvegicus GN=Pip4k2a PE=2 SV=12 3 -0.058743 -0.359604 0.2567991 0.5193125 0.3348241

sp|P13668|STMN1_RAT Stathmin OS=Rattus norvegicus GN=Stmn1 PE=1 SV=212 26 -0.064058 -0.298642 0.1701535 0.5200125 0.3350332

sp|Q3KRD5|TOM34_RAT Mitochondrial import receptor subunit TOM34 OS=Rattus norvegicus GN=Tomm34 PE=2 SV=15 7 -0.066311 -0.30961 0.1827957 0.5200375 0.3352417

sp|O54772|SMRD2_RAT SWI/SNF-related matrix-associated actin-dependent regulator of chromatin subfamily D member 2 OS=Rattus norvegicus GN=Smarcd2 PE=2 SV=31 3 0.0634783 -0.268218 0.3983789 0.5200625 0.3354499

sp|Q5XI78|ODO1_RAT 2-oxoglutarate dehydrogenase, mitochondrial OS=Rattus norvegicus GN=Ogdh PE=1 SV=119 34 -0.067947 -0.187459 0.0509836 0.520175 0.3356576

sp|P11506|AT2B2_RAT Plasma membrane calcium-transporting ATPase 2 OS=Rattus norvegicus GN=Atp2b2 PE=2 SV=22 2 0.0594216 -0.549035 0.7029418 0.520225 0.335865

sp|Q66H10|FBX39_RAT F-box only protein 39 OS=Rattus norvegicus GN=Fbxo39 PE=2 SV=22 2 -0.068434 -0.596979 0.4387528 0.5205375 0.3360723
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sp|P06686|AT1A2_RAT Sodium/potassium-transporting ATPase subunit alpha-2 OS=Rattus norvegicus GN=Atp1a2 PE=1 SV=116 21 -0.062982 -0.339811 0.2106549 0.5206375 0.3362792

sp|P63055|PCP4_RAT Purkinje cell protein 4 OS=Rattus norvegicus GN=Pcp4 PE=1 SV=23 12 0.0647695 -0.205375 0.3415354 0.52095 0.336486

sp|P70645|BLMH_RAT Bleomycin hydrolase OS=Rattus norvegicus GN=Blmh PE=1 SV=13 3 0.0596407 -0.40253 0.5296026 0.5211625 0.3366926

sp|Q62871|DC1I2_RAT Cytoplasmic dynein 1 intermediate chain 2 OS=Rattus norvegicus GN=Dync1i2 PE=1 SV=16 12 0.0677318 -0.056498 0.1893093 0.521425 0.336899

sp|P11517|HBB2_RAT Hemoglobin subunit beta-2 OS=Rattus norvegicus PE=1 SV=23 17 -0.057211 -0.525788 0.4124912 0.5215 0.337105

sp|Q6IMX7|HPBP1_RAT Hsp70-binding protein 1 OS=Rattus norvegicus GN=Hspbp1 PE=2 SV=15 6 0.061673 -0.27143 0.4095625 0.52185 0.337311

sp|P08289|PPBT_RAT Alkaline phosphatase, tissue-nonspecific isozyme OS=Rattus norvegicus GN=Alpl PE=1 SV=25 8 -0.060762 -0.401209 0.2698455 0.52215 0.3375168

sp|P61972|NTF2_RAT Nuclear transport factor 2 OS=Rattus norvegicus GN=Nutf2 PE=1 SV=13 5 0.065019 -0.101283 0.2356813 0.5225625 0.3377226

sp|P32577|CSK_RAT Tyrosine-protein kinase CSK OS=Rattus norvegicus GN=Csk PE=1 SV=12 2 -0.058998 -0.441449 0.3358495 0.5228875 0.3379284

sp|P97834|CSN1_RAT COP9 signalosome complex subunit 1 OS=Rattus norvegicus GN=Gps1 PE=1 SV=13 3 -0.059981 -0.402344 0.2720419 0.5241375 0.338135

sp|P63029|TCTP_RAT Translationally-controlled tumor protein OS=Rattus norvegicus GN=Tpt1 PE=1 SV=17 16 0.0679694 -0.090487 0.2297693 0.5252875 0.3383425

sp|P20595|GCYB1_RAT Guanylate cyclase soluble subunit beta-1 OS=Rattus norvegicus GN=Gucy1b3 PE=1 SV=22 2 0.0481296 -0.697582 0.787257 0.52585 0.3385502

sp|P15146|MAP2_RAT Microtubule-associated protein 2 OS=Rattus norvegicus GN=Map2 PE=1 SV=39 10 0.0661486 -0.116629 0.2508284 0.5259 0.3387574

sp|Q6F6B3|TANC1_RAT Protein TANC1 OS=Rattus norvegicus GN=Tanc1 PE=1 SV=12 2 -0.059597 -0.476957 0.3334585 0.5273625 0.3389658

sp|P09626|ATP4A_RAT Potassium-transporting ATPase alpha chain 1 OS=Rattus norvegicus GN=Atp4a PE=2 SV=32 2 0.056162 -0.302285 0.4003044 0.5281375 0.3391746

sp|Q66H86|OLFL1_RAT Olfactomedin-like protein 1 OS=Rattus norvegicus GN=Olfml1 PE=2 SV=13 5 0.0594511 -0.290334 0.4160663 0.52855 0.3393834

sp|Q9QUH6|SYGP1_RAT Ras GTPase-activating protein SynGAP OS=Rattus norvegicus GN=Syngap1 PE=1 SV=22 9 -0.061564 -0.298102 0.1874069 0.5286375 0.3395919

sp|Q6AYE2|SHLB1_RAT Endophilin-B1 OS=Rattus norvegicus GN=Sh3glb1 PE=2 SV=12 2 0.0453231 -0.87636 0.963281 0.5286625 0.3397998

sp|Q5XIS1|SSH3_RAT Protein phosphatase Slingshot homolog 3 OS=Rattus norvegicus GN=Ssh3 PE=2 SV=12 2 0.0672582 -0.216822 0.3665234 0.528775 0.3400075

sp|P62138|PP1A_RAT Serine/threonine-protein phosphatase PP1-alpha catalytic subunit OS=Rattus norvegicus GN=Ppp1ca PE=1 SV=13 4 0.064209 -0.138138 0.2686208 0.529275 0.3402153

sp|Q5U300|UBA1_RAT Ubiquitin-like modifier-activating enzyme 1 OS=Rattus norvegicus GN=Uba1 PE=1 SV=127 46 0.0663433 -0.074482 0.2041036 0.5294125 0.3404227

sp|P27653|C1TC_RAT C-1-tetrahydrofolate synthase, cytoplasmic OS=Rattus norvegicus GN=Mthfd1 PE=1 SV=37 11 -0.063804 -0.234097 0.1086382 0.529625 0.34063

sp|Q80VJ4|GPCP1_RAT Putative glycerophosphocholine phosphodiesterase GPCPD1 OS=Rattus norvegicus GN=Gpcpd1 PE=2 SV=12 2 -0.062872 -0.412712 0.2628061 0.5299875 0.3408371

sp|Q9Z2X3|PSD10_RAT 26S proteasome non-ATPase regulatory subunit 10 OS=Rattus norvegicus GN=Psmd10 PE=2 SV=12 2 0.0559229 -0.42593 0.5198543 0.5300875 0.341044

sp|P35446|SPON1_RAT Spondin-1 OS=Rattus norvegicus GN=Spon1 PE=1 SV=12 4 -0.065591 -0.224946 0.0879478 0.5302625 0.3412505

sp|Q63862|MYH11_RAT Myosin-11 (Fragments) OS=Rattus norvegicus GN=Myh11 PE=2 SV=318 28 -0.04083 -0.912687 0.8134597 0.5302875 0.3414567

sp|P83732|RL24_RAT 60S ribosomal protein L24 OS=Rattus norvegicus GN=Rpl24 PE=1 SV=16 10 0.0658777 -0.079634 0.2108005 0.5305375 0.3416626

sp|P13596|NCAM1_RAT Neural cell adhesion molecule 1 OS=Rattus norvegicus GN=Ncam1 PE=1 SV=117 25 0.0649494 -0.056774 0.1856423 0.531475 0.3418692

sp|P05370|G6PD_RAT Glucose-6-phosphate 1-dehydrogenase OS=Rattus norvegicus GN=G6pdx PE=1 SV=311 19 -0.059932 -0.329048 0.2018093 0.5315375 0.3420754

sp|Q63584|TMEDA_RAT Transmembrane emp24 domain-containing protein 10 OS=Rattus norvegicus GN=Tmed10 PE=1 SV=24 9 0.0673017 -0.047829 0.1851748 0.5322625 0.3422819

sp|A4L9P8|K1731_RAT Protein KIAA1731 homolog OS=Rattus norvegicus PE=2 SV=22 2 -0.048794 -0.530511 0.4438363 0.5327 0.3424884

sp|P18421|PSB1_RAT Proteasome subunit beta type-1 OS=Rattus norvegicus GN=Psmb1 PE=1 SV=37 8 -0.060127 -0.240117 0.1207884 0.532825 0.3426946

sp|Q4V8C3|EMAL1_RAT Echinoderm microtubule-associated protein-like 1 OS=Rattus norvegicus GN=Eml1 PE=2 SV=23 8 -0.060171 -0.302554 0.1797446 0.53345 0.342901

sp|Q6AXM7|HBS1L_RAT HBS1-like protein OS=Rattus norvegicus GN=Hbs1l PE=2 SV=15 6 0.0582342 -0.258984 0.3728016 0.53405 0.3431077

sp|Q811U3|RB6I2_RAT ELKS/Rab6-interacting/CAST family member 1 OS=Rattus norvegicus GN=Erc1 PE=1 SV=12 2 -0.047239 -0.479229 0.4004118 0.5340625 0.3433139

sp|P46844|BIEA_RAT Biliverdin reductase A OS=Rattus norvegicus GN=Blvra PE=1 SV=16 6 -0.060965 -0.27811 0.1565877 0.5341125 0.3435197

sp|Q6BBI8|UFC1_RAT Ubiquitin-fold modifier-conjugating enzyme 1 OS=Rattus norvegicus GN=Ufc1 PE=2 SV=12 3 -0.059239 -0.305727 0.1882248 0.5341625 0.3437252

sp|P12346|TRFE_RAT Serotransferrin OS=Rattus norvegicus GN=Tf PE=1 SV=335 100 -0.059933 -0.340603 0.2198252 0.5341875 0.3439302

sp|Q6AXQ0|SAE1_RAT SUMO-activating enzyme subunit 1 OS=Rattus norvegicus GN=Sae1 PE=2 SV=12 3 -0.052618 -0.500497 0.4038629 0.5342875 0.3441349

sp|Q5U211|SNX3_RAT Sorting nexin-3 OS=Rattus norvegicus GN=Snx3 PE=1 SV=12 3 0.0580533 -0.295474 0.4176177 0.5344625 0.3443393

sp|Q62639|RHEB_RAT GTP-binding protein Rheb OS=Rattus norvegicus GN=Rheb PE=1 SV=13 4 0.0580703 -0.223849 0.3369809 0.534475 0.3445433

sp|P02466|CO1A2_RAT Collagen alpha-2(I) chain OS=Rattus norvegicus GN=Col1a2 PE=1 SV=37 16 -0.055175 -0.456689 0.3245301 0.534975 0.3447474

sp|Q5U2N3|PITM1_RAT Membrane-associated phosphatidylinositol transfer protein 1 OS=Rattus norvegicus GN=Pitpnm1 PE=2 SV=12 2 -0.061747 -0.251157 0.1325986 0.5353875 0.3449515

sp|Q63644|ROCK1_RAT Rho-associated protein kinase 1 OS=Rattus norvegicus GN=Rock1 PE=1 SV=13 3 -0.059901 -0.400996 0.2899208 0.535675 0.3451555

sp|Q5XI55|NGLY1_RAT Peptide-N(4)-(N-acetyl-beta-glucosaminyl)asparagine amidase OS=Rattus norvegicus GN=Ngly1 PE=2 SV=22 2 -0.057093 -0.352778 0.2465214 0.5358 0.3453592

sp|Q68FX0|IDH3B_RAT Isocitrate dehydrogenase [NAD] subunit beta, mitochondrial OS=Rattus norvegicus GN=Idh3B PE=1 SV=17 14 -0.064973 -0.212032 0.0777366 0.5364375 0.3455631

sp|Q4QR75|EXOS9_RAT Exosome complex exonuclease RRP45 OS=Rattus norvegicus GN=Exosc9 PE=2 SV=12 2 -0.038719 -0.558138 0.5100091 0.5364625 0.3457666
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sp|O08700|VPS45_RAT Vacuolar protein sorting-associated protein 45 OS=Rattus norvegicus GN=Vps45 PE=2 SV=13 3 -0.049722 -0.52172 0.4218358 0.5368625 0.3459701

sp|P30009|MARCS_RAT Myristoylated alanine-rich C-kinase substrate OS=Rattus norvegicus GN=Marcks PE=1 SV=28 16 -0.060436 -0.262451 0.1501922 0.5372 0.3461736

sp|Q62698|DC1L2_RAT Cytoplasmic dynein 1 light intermediate chain 2 OS=Rattus norvegicus GN=Dync1li2 PE=1 SV=14 4 -0.047394 -0.43386 0.3675396 0.5372 0.3463766

sp|Q66HA8|HS105_RAT Heat shock protein 105 kDa OS=Rattus norvegicus GN=Hsph1 PE=1 SV=118 26 -0.065444 -0.16887 0.0438511 0.5387 0.3465807

sp|Q9ES21|SAC1_RAT Phosphatidylinositide phosphatase SAC1 OS=Rattus norvegicus GN=Sacm1l PE=1 SV=15 6 -0.061693 -0.262283 0.1366904 0.5389625 0.3467848

sp|Q9ESW0|DDB1_RAT DNA damage-binding protein 1 OS=Rattus norvegicus GN=Ddb1 PE=2 SV=110 13 0.0641543 -0.090944 0.2157209 0.53935 0.3469887

sp|P70579|GRM8_RAT Metabotropic glutamate receptor 8 OS=Rattus norvegicus GN=Grm8 PE=1 SV=12 2 -0.056438 -0.460005 0.3219999 0.5393875 0.3471923

sp|P08082|CLCB_RAT Clathrin light chain B OS=Rattus norvegicus GN=Cltb PE=1 SV=17 14 -0.065089 -0.171699 0.0420507 0.5397375 0.3473959

sp|Q5S6T3|ISPD_RAT 2-C-methyl-D-erythritol 4-phosphate cytidylyltransferase-like protein OS=Rattus norvegicus GN=Ispd PE=2 SV=11 2 -0.044904 -0.562672 0.4772036 0.5400625 0.3475993

sp|O35567|PUR9_RAT Bifunctional purine biosynthesis protein PURH OS=Rattus norvegicus GN=Atic PE=1 SV=212 20 -0.06506 -0.181792 0.0518659 0.5401375 0.3478024

sp|P0C0S7|H2AZ_RAT Histone H2A.Z OS=Rattus norvegicus GN=H2afz PE=1 SV=22 5 0.0583395 -0.165577 0.2798063 0.5406875 0.3480057

sp|Q10758|K2C8_RAT Keratin, type II cytoskeletal 8 OS=Rattus norvegicus GN=Krt8 PE=1 SV=32 2 -0.04157 -0.641869 0.5885844 0.54115 0.348209

sp|Q9JLA3|UGGG1_RAT UDP-glucose:glycoprotein glucosyltransferase 1 OS=Rattus norvegicus GN=Uggt1 PE=1 SV=26 6 0.0530706 -0.275972 0.3748492 0.5412125 0.3484119

sp|P04646|RL35A_RAT 60S ribosomal protein L35a OS=Rattus norvegicus GN=Rpl35a PE=3 SV=15 9 0.0638795 -0.066764 0.2015219 0.5413625 0.3486146

sp|P50408|VATF_RAT V-type proton ATPase subunit F OS=Rattus norvegicus GN=Atp6v1f PE=1 SV=12 2 -0.041623 -0.547028 0.5067934 0.541525 0.348817

sp|Q68FR9|EF1D_RAT Elongation factor 1-delta OS=Rattus norvegicus GN=Eef1d PE=1 SV=24 11 0.065487 -0.058936 0.1919133 0.541625 0.3490191

sp|P18163|ACSL1_RAT Long-chain-fatty-acid--CoA ligase 1 OS=Rattus norvegicus GN=Acsl1 PE=1 SV=12 2 0.0513023 -0.344697 0.4469673 0.5416875 0.3492209

sp|P21708|MK03_RAT Mitogen-activated protein kinase 3 OS=Rattus norvegicus GN=Mapk3 PE=1 SV=514 26 0.0633368 -0.103347 0.2334771 0.541925 0.3494225

sp|P52591|PO121_RAT Nuclear envelope pore membrane protein POM 121 OS=Rattus norvegicus GN=Pom121 PE=1 SV=12 2 -0.049999 -0.401983 0.3117482 0.541925 0.3496236

sp|Q9ES54|NPL4_RAT Nuclear protein localization protein 4 homolog OS=Rattus norvegicus GN=Nploc4 PE=1 SV=32 2 -0.036599 -0.75867 0.7118687 0.5424625 0.3498249

sp|Q80ZF0|CORA1_RAT Collagen alpha-1(XXVII) chain OS=Rattus norvegicus GN=Col27a1 PE=2 SV=13 4 -0.052565 -0.598059 0.4653864 0.5431875 0.3500265

sp|P23785|GRN_RAT Granulins OS=Rattus norvegicus GN=Grn PE=1 SV=32 3 -0.050792 -0.587973 0.4809175 0.543375 0.3502279

sp|P16303|CES3_RAT Carboxylesterase 3 OS=Rattus norvegicus GN=Ces3 PE=1 SV=26 8 -0.029584 -0.654467 0.6364628 0.5433875 0.3504289

sp|P62749|HPCL1_RAT Hippocalcin-like protein 1 OS=Rattus norvegicus GN=Hpcal1 PE=1 SV=22 4 0.0569695 -0.199078 0.3226959 0.5435375 0.3506297

sp|Q9ESR9|ABCA2_RAT ATP-binding cassette sub-family A member 2 OS=Rattus norvegicus GN=Abca2 PE=1 SV=12 2 -0.048981 -0.524457 0.425513 0.5447125 0.3508312

sp|P41350|CAV1_RAT Caveolin-1 OS=Rattus norvegicus GN=Cav1 PE=1 SV=39 17 -0.056741 -0.316411 0.2100931 0.5450875 0.3510327

sp|Q5FWY5|AIP_RAT AH receptor-interacting protein OS=Rattus norvegicus GN=Aip PE=1 SV=11 2 0.0471569 -0.363599 0.4660255 0.5455 0.3512342

sp|Q08834|MGT5A_RAT Alpha-1,6-mannosylglycoprotein 6-beta-N-acetylglucosaminyltransferase A OS=Rattus norvegicus GN=Mgat5 PE=1 SV=12 2 0.0438475 -0.490181 0.5604578 0.5457 0.3514356

sp|P26817|ARBK1_RAT Beta-adrenergic receptor kinase 1 OS=Rattus norvegicus GN=Adrbk1 PE=2 SV=14 4 -0.047691 -0.669157 0.5652868 0.546025 0.3516368

sp|O70173|P3C2G_RAT Phosphatidylinositol-4-phosphate 3-kinase C2 domain-containing subunit gamma OS=Rattus norvegicus GN=Pik3c2g PE=2 SV=12 2 0.0232548 -0.90471 0.9937444 0.54645 0.351838

sp|Q4QR83|STRA6_RAT Stimulated by retinoic acid gene 6 protein homolog OS=Rattus norvegicus GN=Stra6 PE=2 SV=13 3 0.0475679 -0.448413 0.5192358 0.5464625 0.3520389

sp|P62914|RL11_RAT 60S ribosomal protein L11 OS=Rattus norvegicus GN=Rpl11 PE=1 SV=24 5 -0.060354 -0.225845 0.1094153 0.546575 0.3522394

sp|P05714|RAB4A_RAT Ras-related protein Rab-4A OS=Rattus norvegicus GN=Rab4a PE=2 SV=21 2 -0.049334 -0.39127 0.2949888 0.5474625 0.3524405

sp|Q6Q0N1|CNDP2_RAT Cytosolic non-specific dipeptidase OS=Rattus norvegicus GN=Cndp2 PE=1 SV=14 7 0.0632936 -0.070333 0.1994134 0.5475125 0.3526412

sp|Q78ZR5|HOP_RAT Homeodomain-only protein OS=Rattus norvegicus GN=Hopx PE=2 SV=12 2 0.0492729 -0.34108 0.4362408 0.5478625 0.3528418

sp|Q641Y8|DDX1_RAT ATP-dependent RNA helicase DDX1 OS=Rattus norvegicus GN=Ddx1 PE=2 SV=18 13 -0.063123 -0.232696 0.0970238 0.5480875 0.3530423

sp|O88902|PTN23_RAT Tyrosine-protein phosphatase non-receptor type 23 (Fragment) OS=Rattus norvegicus GN=Ptpn23 PE=1 SV=23 3 0.0363995 -0.773079 0.8414012 0.5487625 0.353243

sp|Q5I0H9|PDIA5_RAT Protein disulfide-isomerase A5 OS=Rattus norvegicus GN=Pdia5 PE=2 SV=12 2 0.0496402 -0.403242 0.5185859 0.5488125 0.3534434

sp|Q6AY20|MPRD_RAT Cation-dependent mannose-6-phosphate receptor OS=Rattus norvegicus GN=M6pr PE=2 SV=14 8 0.0603949 -0.106922 0.2244397 0.548925 0.3536435

sp|Q63525|NUDC_RAT Nuclear migration protein nudC OS=Rattus norvegicus GN=Nudc PE=1 SV=16 7 0.060675 -0.104785 0.2229347 0.548925 0.3538432

sp|Q62665|LEG8_RAT Galectin-8 OS=Rattus norvegicus GN=Lgals8 PE=2 SV=11 2 -0.045681 -0.443275 0.3447061 0.54955 0.3540431

sp|Q02874|H2AY_RAT Core histone macro-H2A.1 OS=Rattus norvegicus GN=H2afy PE=1 SV=48 18 0.0605224 -0.103606 0.2239944 0.5496625 0.3542427

sp|O88267|ACOT1_RAT Acyl-coenzyme A thioesterase 1 OS=Rattus norvegicus GN=Acot1 PE=1 SV=13 4 -0.056651 -0.37487 0.2566423 0.5501125 0.3544423

sp|Q9JJ54|HNRPD_RAT Heterogeneous nuclear ribonucleoprotein D0 OS=Rattus norvegicus GN=Hnrnpd PE=1 SV=16 10 0.0643292 -0.116173 0.2649425 0.5505125 0.354642

sp|Q8CG45|ARK72_RAT Aflatoxin B1 aldehyde reductase member 2 OS=Rattus norvegicus GN=Akr7a2 PE=1 SV=25 7 -0.057624 -0.283469 0.1655086 0.550625 0.3548414

sp|P62859|RS28_RAT 40S ribosomal protein S28 OS=Rattus norvegicus GN=Rps28 PE=1 SV=13 7 0.0569474 -0.15768 0.2837058 0.5515375 0.3550413

sp|Q80W92|VAC14_RAT Protein VAC14 homolog OS=Rattus norvegicus GN=Vac14 PE=1 SV=12 2 0.0258458 -0.878236 0.9691726 0.5515625 0.3552408
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sp|P07633|PCCB_RAT Propionyl-CoA carboxylase beta chain, mitochondrial OS=Rattus norvegicus GN=Pccb PE=2 SV=12 2 -0.030981 -0.81473 0.760032 0.551825 0.3554402

sp|P41777|NOLC1_RAT Nucleolar and coiled-body phosphoprotein 1 OS=Rattus norvegicus GN=Nolc1 PE=1 SV=12 2 0.0579049 -0.161904 0.2852705 0.552075 0.3556394

sp|P62744|AP2S1_RAT AP-2 complex subunit sigma OS=Rattus norvegicus GN=Ap2s1 PE=2 SV=12 3 -0.037944 -0.5226 0.4366737 0.5524375 0.3558386

sp|O88506|STK39_RAT STE20/SPS1-related proline-alanine-rich protein kinase OS=Rattus norvegicus GN=Stk39 PE=2 SV=28 13 0.0611123 -0.085399 0.2039245 0.552575 0.3560375

sp|Q704S8|CACP_RAT Carnitine O-acetyltransferase OS=Rattus norvegicus GN=Crat PE=1 SV=16 6 0.0559059 -0.168125 0.2734979 0.5527 0.3562361

sp|Q71UF4|RBBP7_RAT Histone-binding protein RBBP7 OS=Rattus norvegicus GN=Rbbp7 PE=2 SV=13 4 -0.0523 -0.308091 0.2017616 0.5533 0.356435

sp|Q4KMA0|AZI2_RAT 5-azacytidine-induced protein 2 OS=Rattus norvegicus GN=Azi2 PE=2 SV=12 3 0.0538244 -0.183637 0.2993168 0.5542625 0.3568334

sp|P14408|FUMH_RAT Fumarate hydratase, mitochondrial OS=Rattus norvegicus GN=Fh PE=1 SV=110 19 -0.062502 -0.181827 0.0620672 0.5547625 0.3570325

sp|Q704E8|ABCB7_RAT ATP-binding cassette sub-family B member 7, mitochondrial OS=Rattus norvegicus GN=Abcb7 PE=2 SV=12 4 -0.046645 -0.388655 0.2979462 0.554775 0.3572312

sp|Q62838|MUSK_RAT Muscle, skeletal receptor tyrosine protein kinase OS=Rattus norvegicus GN=Musk PE=1 SV=12 2 -0.024087 -0.734354 0.7219688 0.555 0.3574298

sp|Q3T1J8|CT043_RAT UPF0549 protein C20orf43 homolog OS=Rattus norvegicus PE=2 SV=12 2 -0.031916 -0.70307 0.6210602 0.55565 0.3576286

sp|Q99M64|P4K2A_RAT Phosphatidylinositol 4-kinase type 2-alpha OS=Rattus norvegicus GN=Pi4k2a PE=1 SV=12 2 0.048062 -0.331449 0.4371341 0.55645 0.3578278

sp|Q62910|SYNJ1_RAT Synaptojanin-1 OS=Rattus norvegicus GN=Synj1 PE=1 SV=317 25 0.0627228 -0.07788 0.2112493 0.55655 0.3580268

sp|P83868|TEBP_RAT Prostaglandin E synthase 3 OS=Rattus norvegicus GN=Ptges3 PE=1 SV=24 8 0.0619094 -0.069304 0.1986764 0.556825 0.3582256

sp|Q6DGG0|PPID_RAT Peptidyl-prolyl cis-trans isomerase D OS=Rattus norvegicus GN=Ppid PE=1 SV=35 8 0.0568767 -0.135556 0.2587535 0.5576375 0.3584248

sp|Q3T1J1|IF5A1_RAT Eukaryotic translation initiation factor 5A-1 OS=Rattus norvegicus GN=Eif5a PE=1 SV=36 10 0.061452 -0.119459 0.2445191 0.55765 0.3586236

sp|Q9R1T9|KCNH4_RAT Potassium voltage-gated channel subfamily H member 4 OS=Rattus norvegicus GN=Kcnh4 PE=2 SV=13 3 0.0406944 -0.4255 0.5013408 0.55785 0.3588222

sp|B0K025|OSTC_RAT Oligosaccharyltransferase complex subunit OSTC OS=Rattus norvegicus GN=Ostc PE=2 SV=11 2 0.025674 -0.705068 0.7739525 0.557875 0.3590205

sp|Q60587|ECHB_RAT Trifunctional enzyme subunit beta, mitochondrial OS=Rattus norvegicus GN=Hadhb PE=1 SV=114 28 -0.064085 -0.162137 0.0305763 0.558575 0.3592191

sp|P09414|NFIA_RAT Nuclear factor 1 A-type OS=Rattus norvegicus GN=Nfia PE=1 SV=21 2 0.049431 -0.254125 0.3543564 0.558625 0.3594173

sp|P14659|HSP72_RAT Heat shock-related 70 kDa protein 2 OS=Rattus norvegicus GN=Hspa2 PE=2 SV=216 24 -0.06068 -0.222619 0.0983408 0.5587 0.3596152

sp|Q66HG3|CNDP1_RAT Beta-Ala-His dipeptidase OS=Rattus norvegicus GN=Cndp1 PE=2 SV=11 2 0.0421242 -0.328744 0.3984667 0.5587875 0.3598128

sp|P62628|DLRB1_RAT Dynein light chain roadblock-type 1 OS=Rattus norvegicus GN=Dynlrb1 PE=1 SV=33 5 -0.046371 -0.350949 0.2524008 0.5590125 0.3600102

sp|P32198|CPT1A_RAT Carnitine O-palmitoyltransferase 1, liver isoform OS=Rattus norvegicus GN=Cpt1a PE=1 SV=23 6 0.0506064 -0.231997 0.3358177 0.5597125 0.3602079

sp|Q64380|SARDH_RAT Sarcosine dehydrogenase, mitochondrial OS=Rattus norvegicus GN=Sardh PE=1 SV=22 3 -0.041112 -0.423071 0.3576129 0.5597125 0.3604052

sp|Q05764|ADDB_RAT Beta-adducin OS=Rattus norvegicus GN=Add2 PE=2 SV=45 7 0.0545151 -0.167903 0.2756979 0.5597375 0.3606022

sp|P0CB49|YLPM1_RAT YLP motif-containing protein 1 OS=Rattus norvegicus GN=Ylpm1 PE=1 SV=12 2 -0.019832 -0.838757 0.7939173 0.5602625 0.3607993

sp|P41413|PCSK5_RAT Proprotein convertase subtilisin/kexin type 5 (Fragment) OS=Rattus norvegicus GN=Pcsk5 PE=2 SV=22 2 -0.0292 -0.664171 0.5974632 0.5603625 0.3609961

sp|P04906|GSTP1_RAT Glutathione S-transferase P OS=Rattus norvegicus GN=Gstp1 PE=1 SV=27 25 0.0601383 -0.089278 0.2126254 0.560875 0.361193

sp|Q66H80|COPD_RAT Coatomer subunit delta OS=Rattus norvegicus GN=Arcn1 PE=2 SV=13 5 0.0574954 -0.1422 0.2597647 0.561025 0.3613897

sp|P85973|PNPH_RAT Purine nucleoside phosphorylase OS=Rattus norvegicus GN=Pnp PE=1 SV=16 8 0.0475023 -0.282801 0.3665081 0.561225 0.3615862

sp|O88420|SCN8A_RAT Sodium channel protein type 8 subunit alpha OS=Rattus norvegicus GN=Scn8a PE=2 SV=15 5 -0.047634 -0.336004 0.255215 0.5616625 0.3617828

sp|P47860|K6PP_RAT 6-phosphofructokinase type C OS=Rattus norvegicus GN=Pfkp PE=1 SV=217 31 -0.059246 -0.203343 0.0877079 0.5622125 0.3619795

sp|P97521|MCAT_RAT Mitochondrial carnitine/acylcarnitine carrier protein OS=Rattus norvegicus GN=Slc25a20 PE=1 SV=12 2 -0.047817 -0.555592 0.4210479 0.5631625 0.3621767

sp|P51886|LUM_RAT Lumican OS=Rattus norvegicus GN=Lum PE=2 SV=116 61 -0.047956 -0.349161 0.2527914 0.5632625 0.3623736

sp|Q5PQN2|BFAR_RAT Bifunctional apoptosis regulator OS=Rattus norvegicus GN=Bfar PE=2 SV=12 2 0.0304489 -0.358481 0.3910755 0.5633 0.3625702

sp|P62804|H4_RAT Histone H4 OS=Rattus norvegicus GN=Hist1h4b PE=1 SV=211 61 0.0587435 -0.089386 0.2065661 0.5634875 0.3627666

sp|P26051|CD44_RAT CD44 antigen OS=Rattus norvegicus GN=Cd44 PE=1 SV=21 2 0.0468437 -0.330228 0.4169369 0.5637 0.3629629

sp|Q9Z1B2|GSTM5_RAT Glutathione S-transferase Mu 5 OS=Rattus norvegicus GN=Gstm5 PE=1 SV=32 5 -0.05573 -0.236405 0.1222153 0.5638125 0.3631588

sp|Q5SGE0|LPPRC_RAT Leucine-rich PPR motif-containing protein, mitochondrial OS=Rattus norvegicus GN=Lrpprc PE=1 SV=16 9 0.0577889 -0.093798 0.2099472 0.5638625 0.3633544

sp|P56571|ES1_RAT ES1 protein homolog, mitochondrial OS=Rattus norvegicus PE=1 SV=211 21 -0.061377 -0.164799 0.0457551 0.5639 0.3635497

sp|Q63755|PRDM2_RAT PR domain zinc finger protein 2 OS=Rattus norvegicus GN=Prdm2 PE=2 SV=12 2 -0.009614 -0.708009 0.716313 0.5652125 0.3637459

sp|Q5XI63|KIFC1_RAT Kinesin-like protein KIFC1 OS=Rattus norvegicus GN=Kifc1 PE=2 SV=14 4 -0.018747 -0.449422 0.4443448 0.56535 0.3639418

sp|Q5M7A7|CNRP1_RAT CB1 cannabinoid receptor-interacting protein 1 OS=Rattus norvegicus GN=Cnrip1 PE=1 SV=12 2 -0.016287 -0.724352 0.6764734 0.565425 0.3641374

sp|Q63537|SYN2_RAT Synapsin-2 OS=Rattus norvegicus GN=Syn2 PE=1 SV=11 3 0.0387036 -0.366411 0.4451859 0.56555 0.3643328

sp|P63245|GBLP_RAT Guanine nucleotide-binding protein subunit beta-2-like 1 OS=Rattus norvegicus GN=Gnb2l1 PE=1 SV=310 19 0.0603772 -0.059885 0.1853081 0.5656625 0.3645279

sp|P35559|IDE_RAT Insulin-degrading enzyme OS=Rattus norvegicus GN=Ide PE=1 SV=12 3 -0.043585 -0.327956 0.2463423 0.565775 0.3647227
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sp|Q5M9F8|NTKL_RAT N-terminal kinase-like protein OS=Rattus norvegicus GN=Scyl1 PE=2 SV=13 3 -0.043747 -0.583076 0.4496981 0.5667125 0.364918

sp|Q6AYT3|CV028_RAT UPF0027 protein C22orf28 homolog OS=Rattus norvegicus PE=2 SV=19 14 0.059546 -0.066092 0.1848471 0.5669875 0.3651133

sp|Q9QXU8|DC1L1_RAT Cytoplasmic dynein 1 light intermediate chain 1 OS=Rattus norvegicus GN=Dync1li1 PE=1 SV=15 5 -0.049972 -0.315718 0.2143981 0.5670875 0.3653082

sp|P63012|RAB3A_RAT Ras-related protein Rab-3A OS=Rattus norvegicus GN=Rab3a PE=1 SV=12 2 -0.048812 -0.489173 0.3740353 0.5671375 0.3655028

sp|Q62951|DPYL4_RAT Dihydropyrimidinase-related protein 4 (Fragment) OS=Rattus norvegicus GN=Dpysl4 PE=1 SV=16 8 -0.049477 -0.298733 0.1968789 0.5675 0.3656974

sp|P0C588|CNNM4_RAT Metal transporter CNNM4 OS=Rattus norvegicus GN=Cnnm4 PE=1 SV=13 3 0.0346117 -0.383247 0.4540707 0.5675375 0.3658917

sp|Q8VHZ8|DSCAM_RAT Down syndrome cell adhesion molecule homolog OS=Rattus norvegicus GN=Dscam PE=1 SV=12 2 0.0288374 -0.495813 0.5434642 0.567675 0.3660857

sp|P62963|PROF1_RAT Profilin-1 OS=Rattus norvegicus GN=Pfn1 PE=1 SV=29 18 -0.061341 -0.171717 0.0535307 0.5681875 0.3662799

sp|Q4L1J4|MAGI1_RAT Membrane-associated guanylate kinase, WW and PDZ domain-containing protein 1 OS=Rattus norvegicus GN=Magi1 PE=1 SV=11 2 0.0372076 -0.386833 0.4498426 0.5682875 0.3664737

sp|O70143|SHC3_RAT SHC-transforming protein 3 OS=Rattus norvegicus GN=Shc3 PE=2 SV=12 2 0.0029052 -0.875583 0.8808456 0.5684125 0.3666674

sp|A7VJC2|ROA2_RAT Heterogeneous nuclear ribonucleoproteins A2/B1 OS=Rattus norvegicus GN=Hnrnpa2b1 PE=1 SV=111 20 0.0625285 -0.04955 0.175571 0.5689 0.3668611

sp|Q63797|PSME1_RAT Proteasome activator complex subunit 1 OS=Rattus norvegicus GN=Psme1 PE=2 SV=15 7 0.0579604 -0.09193 0.2164057 0.568925 0.3670544

sp|P36953|AFAM_RAT Afamin OS=Rattus norvegicus GN=Afm PE=2 SV=19 16 -0.047152 -0.339811 0.2548149 0.5690875 0.3672476

sp|Q10728|MYPT1_RAT Protein phosphatase 1 regulatory subunit 12A OS=Rattus norvegicus GN=Ppp1r12a PE=1 SV=22 2 -0.039542 -0.376137 0.31415 0.5695125 0.3674408

sp|Q6AYQ3|SYFM_RAT Phenylalanyl-tRNA synthetase, mitochondrial OS=Rattus norvegicus GN=Fars2 PE=2 SV=12 2 0.0395646 -0.392571 0.466985 0.569525 0.3676336

sp|Q4V8F9|HSDL2_RAT Hydroxysteroid dehydrogenase-like protein 2 OS=Rattus norvegicus GN=Hsdl2 PE=2 SV=12 2 -0.031223 -0.581651 0.4978885 0.569625 0.3678261

sp|Q09426|CGT_RAT 2-hydroxyacylsphingosine 1-beta-galactosyltransferase OS=Rattus norvegicus GN=Ugt8 PE=2 SV=13 3 -0.034773 -0.368998 0.317542 0.5701125 0.3680188

sp|O35274|NEB2_RAT Neurabin-2 OS=Rattus norvegicus GN=Ppp1r9b PE=1 SV=12 2 -0.052649 -0.296809 0.1922498 0.57015 0.3682111

sp|P70541|EI2BG_RAT Translation initiation factor eIF-2B subunit gamma OS=Rattus norvegicus GN=Eif2b3 PE=2 SV=21 2 0.0377569 -0.362174 0.4146305 0.570325 0.3684032

sp|P50411|IPP2_RAT Protein phosphatase inhibitor 2 OS=Rattus norvegicus GN=Ppp1r2 PE=2 SV=21 2 0.0447605 -0.276429 0.3602679 0.5703625 0.368595

sp|O89046|COR1B_RAT Coronin-1B OS=Rattus norvegicus GN=Coro1b PE=1 SV=13 3 0.046592 -0.233996 0.326473 0.57045 0.3687866

sp|Q9JHZ4|GRAP1_RAT GRIP1-associated protein 1 OS=Rattus norvegicus GN=Gripap1 PE=1 SV=14 5 -0.053425 -0.248248 0.1368499 0.570475 0.3689777

sp|Q8K4G9|PODO_RAT Podocin OS=Rattus norvegicus GN=Nphs2 PE=1 SV=22 2 -0.038871 -0.58949 0.4953708 0.5708 0.3691688

sp|Q8CJ99|SCLT1_RAT Sodium channel and clathrin linker 1 OS=Rattus norvegicus GN=Sclt1 PE=1 SV=12 2 -0.031134 -0.528108 0.4728907 0.5709875 0.3693598

sp|P18596|AT2A3_RAT Sarcoplasmic/endoplasmic reticulum calcium ATPase 3 OS=Rattus norvegicus GN=Atp2a3 PE=1 SV=11 3 -0.044583 -0.315975 0.2392043 0.5711375 0.3695505

sp|P36876|2ABA_RAT Serine/threonine-protein phosphatase 2A 55 kDa regulatory subunit B alpha isoform OS=Rattus norvegicus GN=Ppp2r2a PE=2 SV=13 3 0.0171808 -0.711745 0.7527508 0.5715875 0.3697413

sp|P58365|CAD23_RAT Cadherin-23 OS=Rattus norvegicus GN=Cdh23 PE=2 SV=13 5 0.0512827 -0.16573 0.2738235 0.57165 0.3699318

sp|P27321|ICAL_RAT Calpastatin OS=Rattus norvegicus GN=Cast PE=1 SV=35 5 -0.05243 -0.295368 0.1823108 0.572475 0.3701227

sp|Q9Z2G8|NP1L1_RAT Nucleosome assembly protein 1-like 1 OS=Rattus norvegicus GN=Nap1l1 PE=2 SV=15 5 -0.032292 -0.412971 0.3740716 0.5726375 0.3703133

sp|Q8K3X0|CASC3_RAT Protein CASC3 OS=Rattus norvegicus GN=Casc3 PE=1 SV=12 2 -0.047973 -0.773065 0.5742712 0.57265 0.3705037

sp|Q63505|TF3C1_RAT General transcription factor 3C polypeptide 1 OS=Rattus norvegicus GN=Gtf3c1 PE=1 SV=14 5 -0.051655 -0.373255 0.2517324 0.5726625 0.3706937

sp|O55171|ACOT2_RAT Acyl-coenzyme A thioesterase 2, mitochondrial OS=Rattus norvegicus GN=Acot2 PE=1 SV=14 7 0.0432558 -0.242034 0.3173209 0.5728 0.3708835

sp|P04897|GNAI2_RAT Guanine nucleotide-binding protein G(i) subunit alpha-2 OS=Rattus norvegicus GN=Gnai2 PE=1 SV=37 12 0.0569046 -0.086822 0.2015292 0.57325 0.3710733

sp|Q5M7V8|TR150_RAT Thyroid hormone receptor-associated protein 3 OS=Rattus norvegicus GN=Thrap3 PE=1 SV=15 5 0.0474143 -0.220417 0.3300773 0.574175 0.3712636

sp|P47198|RL22_RAT 60S ribosomal protein L22 OS=Rattus norvegicus GN=Rpl22 PE=2 SV=24 10 0.0585219 -0.079643 0.1937357 0.5743 0.3714538

sp|P38444|AVR2A_RAT Activin receptor type-2A OS=Rattus norvegicus GN=Acvr2a PE=1 SV=12 4 0.0394593 -0.336778 0.4332175 0.5743625 0.3716436

sp|A2RRU3|UTP15_RAT U3 small nucleolar RNA-associated protein 15 homolog OS=Rattus norvegicus GN=Utp15 PE=2 SV=12 2 -0.015419 -0.475243 0.482363 0.574675 0.3718333

sp|P19527|NFL_RAT Neurofilament light polypeptide OS=Rattus norvegicus GN=Nefl PE=1 SV=325 100 -0.064567 -0.133344 0.0032471 0.574925 0.3720229

sp|P97576|GRPE1_RAT GrpE protein homolog 1, mitochondrial OS=Rattus norvegicus GN=Grpel1 PE=1 SV=25 7 -0.046096 -0.314271 0.2154032 0.57505 0.3722123

sp|O35550|RABE1_RAT Rab GTPase-binding effector protein 1 OS=Rattus norvegicus GN=Rabep1 PE=1 SV=12 2 -0.033243 -0.522312 0.4238942 0.5753375 0.3724016

sp|Q63531|KS6A1_RAT Ribosomal protein S6 kinase alpha-1 OS=Rattus norvegicus GN=Rps6ka1 PE=2 SV=12 3 -0.024736 -0.723721 0.6633767 0.5754375 0.3725907

sp|Q8VHK0|ACOT8_RAT Acyl-coenzyme A thioesterase 8 OS=Rattus norvegicus GN=Acot8 PE=2 SV=12 3 0.045051 -0.215806 0.3205581 0.575675 0.3727796

sp|Q9EQV9|CBPB2_RAT Carboxypeptidase B2 OS=Rattus norvegicus GN=Cpb2 PE=2 SV=11 2 -0.034163 -0.511303 0.4279488 0.5759625 0.3729684

sp|P37397|CNN3_RAT Calponin-3 OS=Rattus norvegicus GN=Cnn3 PE=1 SV=18 16 0.0568116 -0.108281 0.2342027 0.575975 0.3731569

sp|Q6AXU3|I20L2_RAT Interferon-stimulated 20 kDa exonuclease-like 2 OS=Rattus norvegicus GN=Isg20l2 PE=2 SV=12 2 0.039873 -0.338989 0.3949019 0.5765 0.3733456

sp|B0BNF1|SEPT8_RAT Septin-8 OS=Rattus norvegicus GN=Sept8 PE=1 SV=13 5 0.051129 -0.147572 0.2560266 0.5766875 0.373534

sp|Q9WTZ3|MBTP1_RAT Membrane-bound transcription factor site-1 protease OS=Rattus norvegicus GN=Mbtps1 PE=1 SV=12 4 0.0524086 -0.138589 0.2550825 0.5768375 0.3737223
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sp|O35413|SRBS2_RAT Sorbin and SH3 domain-containing protein 2 OS=Rattus norvegicus GN=Sorbs2 PE=1 SV=25 6 -0.016308 -0.651109 0.6140626 0.5770875 0.3739104

sp|P41542|USO1_RAT General vesicular transport factor p115 OS=Rattus norvegicus GN=Uso1 PE=1 SV=111 15 0.0535708 -0.154578 0.2719404 0.57715 0.3740982

sp|P08033|CXB1_RAT Gap junction beta-1 protein OS=Rattus norvegicus GN=Gjb1 PE=1 SV=11 3 0.0366467 -0.392812 0.4550911 0.5773 0.3742858

sp|Q6DGG1|ABHEB_RAT Abhydrolase domain-containing protein 14B OS=Rattus norvegicus GN=Abhd14b PE=2 SV=12 2 0.0228211 -0.48774 0.5251294 0.577675 0.3744735

sp|Q5HZA6|PPCEL_RAT Prolyl endopeptidase-like OS=Rattus norvegicus GN=Prepl PE=2 SV=27 11 -0.053112 -0.225133 0.1215373 0.577925 0.374661

sp|Q6PEC0|AP4A_RAT Bis(5'-nucleosyl)-tetraphosphatase [asymmetrical] OS=Rattus norvegicus GN=Nudt2 PE=2 SV=33 3 0.0277154 -0.429146 0.4647081 0.5780375 0.3748483

sp|Q5XHZ0|TRAP1_RAT Heat shock protein 75 kDa, mitochondrial OS=Rattus norvegicus GN=Trap1 PE=1 SV=15 6 0.0539857 -0.125503 0.2260048 0.578675 0.3750358

sp|Q8CG09|MRP1_RAT Multidrug resistance-associated protein 1 OS=Rattus norvegicus GN=Abcc1 PE=1 SV=22 2 0.0218859 -0.688425 0.782924 0.5789875 0.3752232

sp|O35828|CORO7_RAT Coronin-7 (Fragment) OS=Rattus norvegicus GN=Coro7 PE=2 SV=13 3 0.0394319 -0.273404 0.3581341 0.57905 0.3754104

sp|P61265|STX1B_RAT Syntaxin-1B OS=Rattus norvegicus GN=Stx1b PE=1 SV=14 6 0.0511959 -0.147821 0.2442969 0.5791125 0.3755973

sp|O70593|SGTA_RAT Small glutamine-rich tetratricopeptide repeat-containing protein alpha OS=Rattus norvegicus GN=Sgta PE=1 SV=12 5 -0.044358 -0.303326 0.2118646 0.5792 0.3757839

sp|P63090|PTN_RAT Pleiotrophin OS=Rattus norvegicus GN=Ptn PE=1 SV=13 4 0.0557062 -0.106539 0.2255509 0.5793375 0.3759703

sp|Q9R0T4|CADH1_RAT Cadherin-1 OS=Rattus norvegicus GN=Cdh1 PE=2 SV=16 7 -0.054783 -0.216588 0.1003007 0.5797625 0.3761568

sp|Q3B7D1|UBE2Z_RAT Ubiquitin-conjugating enzyme E2 Z OS=Rattus norvegicus GN=Ube2z PE=2 SV=21 2 0.0083789 -0.752113 0.7488054 0.580175 0.3763432

sp|Q62764|DBPA_RAT DNA-binding protein A OS=Rattus norvegicus GN=Csda PE=2 SV=12 4 -0.036586 -0.388247 0.3113939 0.5802125 0.3765294

sp|Q9JJ79|DYHC2_RAT Cytoplasmic dynein 2 heavy chain 1 OS=Rattus norvegicus GN=Dync2h1 PE=1 SV=13 3 -0.037309 -0.391467 0.3168804 0.5804375 0.3767155

sp|Q99J86|ATRN_RAT Attractin OS=Rattus norvegicus GN=Atrn PE=2 SV=12 2 -0.027521 -0.636882 0.5654077 0.580675 0.3769014

sp|Q63544|SYUG_RAT Gamma-synuclein OS=Rattus norvegicus GN=Sncg PE=1 SV=210 35 0.0513546 -0.161767 0.2677807 0.58125 0.3770875

sp|O35831|CDK17_RAT Cyclin-dependent kinase 17 OS=Rattus norvegicus GN=Cdk17 PE=1 SV=12 2 0.015076 -0.533757 0.5635322 0.5816125 0.3772736

sp|P50123|AMPE_RAT Glutamyl aminopeptidase OS=Rattus norvegicus GN=Enpep PE=1 SV=22 2 0.0106035 -0.670387 0.6706293 0.5816375 0.3774594

sp|P62815|VATB2_RAT V-type proton ATPase subunit B, brain isoform OS=Rattus norvegicus GN=Atp6v1b2 PE=1 SV=18 16 -0.058374 -0.175417 0.0604235 0.58205 0.3776452

sp|Q9QWN8|SPTN2_RAT Spectrin beta chain, brain 2 OS=Rattus norvegicus GN=Sptbn2 PE=1 SV=214 28 0.0610352 -0.036351 0.1582043 0.582075 0.3778307

sp|Q7TP36|SHRM2_RAT Protein Shroom2 OS=Rattus norvegicus GN=Shroom2 PE=2 SV=12 2 0.0209434 -0.480396 0.5362067 0.58255 0.3780163

sp|P07335|KCRB_RAT Creatine kinase B-type OS=Rattus norvegicus GN=Ckb PE=1 SV=220 50 -0.054063 -0.215836 0.1102323 0.5825875 0.3782016

sp|O55081|RBL2_RAT Retinoblastoma-like protein 2 OS=Rattus norvegicus GN=Rbl2 PE=1 SV=12 2 0.0239867 -0.470912 0.5280224 0.5830125 0.378387

sp|Q63663|GBP2_RAT Interferon-induced guanylate-binding protein 2 OS=Rattus norvegicus GN=Gbp2 PE=1 SV=23 4 -0.033575 -0.439931 0.3646691 0.5834625 0.3785724

sp|P50554|GABT_RAT 4-aminobutyrate aminotransferase, mitochondrial OS=Rattus norvegicus GN=Abat PE=1 SV=39 16 0.0524449 -0.133648 0.2360641 0.58475 0.3787586

sp|P29315|RINI_RAT Ribonuclease inhibitor OS=Rattus norvegicus GN=Rnh1 PE=1 SV=210 18 0.0600399 -0.0448 0.1700996 0.584825 0.3789446

sp|Q3B7L1|PKHH3_RAT Pleckstrin homology domain-containing family H member 3 OS=Rattus norvegicus GN=Plekhh3 PE=2 SV=11 2 -0.05104 -0.216403 0.1251603 0.58485 0.3791303

sp|Q5U312|RAI14_RAT Ankycorbin OS=Rattus norvegicus GN=Rai14 PE=2 SV=24 4 0.0363475 -0.313793 0.3736384 0.5850875 0.3793158

sp|Q5M827|PIR_RAT Pirin OS=Rattus norvegicus GN=Pir PE=1 SV=13 3 0.0313588 -0.38616 0.4487055 0.5854 0.3795013

sp|B2RYT9|TACO1_RAT Translational activator of cytochrome c oxidase 1 OS=Rattus norvegicus GN=Taco1 PE=2 SV=11 2 -0.041726 -0.352575 0.2582797 0.585875 0.3796869

sp|Q62688|PLCL1_RAT Inactive phospholipase C-like protein 1 OS=Rattus norvegicus GN=Plcl1 PE=1 SV=11 3 -0.039092 -0.345668 0.2638898 0.5863875 0.3798726

sp|P11348|DHPR_RAT Dihydropteridine reductase OS=Rattus norvegicus GN=Qdpr PE=1 SV=18 13 -0.054154 -0.212883 0.0988184 0.58675 0.3802436

sp|Q6TRW4|PDS5B_RAT Sister chromatid cohesion protein PDS5 homolog B OS=Rattus norvegicus GN=Pds5b PE=2 SV=22 3 0.0388115 -0.255975 0.3311639 0.5868375 0.3804287

sp|Q6UPE1|ETFD_RAT Electron transfer flavoprotein-ubiquinone oxidoreductase, mitochondrial OS=Rattus norvegicus GN=Etfdh PE=2 SV=13 3 0.0437606 -0.248869 0.3259074 0.587175 0.3806138

sp|Q2Q0I9|FNDC1_RAT Fibronectin type III domain-containing protein 1 OS=Rattus norvegicus GN=Fndc1 PE=2 SV=23 3 0.0201497 -0.474359 0.5093317 0.587975 0.3807993

sp|Q5FVK6|C2D1B_RAT Coiled-coil and C2 domain-containing protein 1B OS=Rattus norvegicus GN=Cc2d1b PE=2 SV=22 2 0.0282303 -0.493693 0.6031789 0.5880125 0.3809845

sp|P07483|FABPH_RAT Fatty acid-binding protein, heart OS=Rattus norvegicus GN=Fabp3 PE=1 SV=24 7 -0.051469 -0.228503 0.1218107 0.588525 0.3811698

sp|Q4QQV3|F162A_RAT Protein FAM162A OS=Rattus norvegicus GN=Fam162a PE=2 SV=13 3 0.0360032 -0.321711 0.3879333 0.5886375 0.3813548

sp|Q6DTM3|AHI1_RAT Jouberin OS=Rattus norvegicus GN=Ahi1 PE=2 SV=12 2 0.0101118 -0.580791 0.594492 0.5890375 0.3815399

sp|Q68FP5|SPN1_RAT Snurportin-1 OS=Rattus norvegicus GN=Snupn PE=2 SV=12 3 0.0214411 -0.396182 0.4326417 0.589825 0.3817254

sp|O88763|PK3C3_RAT Phosphatidylinositol 3-kinase catalytic subunit type 3 OS=Rattus norvegicus GN=Pik3c3 PE=2 SV=12 2 0.019517 -0.707885 0.8022987 0.5900375 0.3819107

sp|Q5BJS0|DHX30_RAT Putative ATP-dependent RNA helicase DHX30 OS=Rattus norvegicus GN=Dhx30 PE=2 SV=14 4 -0.042814 -0.290721 0.2075646 0.5908625 0.3820965

sp|P23711|HMOX2_RAT Heme oxygenase 2 OS=Rattus norvegicus GN=Hmox2 PE=1 SV=12 4 -0.041853 -0.28568 0.2160066 0.59145 0.3822824

sp|O88658|KIF1B_RAT Kinesin-like protein KIF1B OS=Rattus norvegicus GN=Kif1b PE=1 SV=25 5 -0.047674 -0.271852 0.1639456 0.5918375 0.3824683

sp|Q63046|RUNX1_RAT Runt-related transcription factor 1 OS=Rattus norvegicus GN=Runx1 PE=2 SV=11 2 -0.043859 -0.297527 0.2052264 0.59185 0.382654
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sp|Q32PX7|FUBP1_RAT Far upstream element-binding protein 1 OS=Rattus norvegicus GN=Fubp1 PE=1 SV=13 3 -0.027873 -0.409999 0.3718656 0.59225 0.3828396

sp|Q8VIL3|ZWINT_RAT ZW10 interactor OS=Rattus norvegicus GN=Zwint PE=1 SV=13 3 0.0271213 -0.321708 0.3762245 0.592525 0.3830252

sp|Q6MG61|CLIC1_RAT Chloride intracellular channel protein 1 OS=Rattus norvegicus GN=Clic1 PE=1 SV=13 4 0.037684 -0.24245 0.3281717 0.592675 0.3832105

sp|B0BN18|PFD2_RAT Prefoldin subunit 2 OS=Rattus norvegicus GN=Pfdn2 PE=2 SV=12 2 -0.03793 -0.360779 0.2590865 0.592925 0.3833958

sp|Q75Q39|TOM70_RAT Mitochondrial import receptor subunit TOM70 OS=Rattus norvegicus GN=Tomm70a PE=1 SV=16 12 0.0490384 -0.143371 0.2477414 0.5933 0.3835811

sp|P09527|RAB7A_RAT Ras-related protein Rab-7a OS=Rattus norvegicus GN=Rab7a PE=1 SV=27 12 -0.050863 -0.231703 0.1254937 0.5933875 0.3839507

sp|P27274|CD59_RAT CD59 glycoprotein OS=Rattus norvegicus GN=Cd59 PE=1 SV=25 12 -0.03648 -0.348483 0.2668185 0.5935375 0.3841352

sp|Q9Z1H9|PRDBP_RAT Protein kinase C delta-binding protein OS=Rattus norvegicus GN=Prkcdbp PE=1 SV=16 15 -0.046976 -0.272053 0.1686631 0.593725 0.3843195

sp|Q924S5|LONM_RAT Lon protease homolog, mitochondrial OS=Rattus norvegicus GN=Lonp1 PE=2 SV=15 7 -0.042386 -0.27424 0.1919799 0.593725 0.3845035

sp|P51583|PUR6_RAT Multifunctional protein ADE2 OS=Rattus norvegicus GN=Paics PE=2 SV=34 4 -0.029123 -0.393413 0.3646458 0.594075 0.3846875

sp|P62836|RAP1A_RAT Ras-related protein Rap-1A OS=Rattus norvegicus GN=Rap1a PE=1 SV=13 3 0.0437096 -0.296954 0.3747379 0.594175 0.3848713

sp|P19234|NDUV2_RAT NADH dehydrogenase [ubiquinone] flavoprotein 2, mitochondrial OS=Rattus norvegicus GN=Ndufv2 PE=1 SV=23 3 0.0201337 -0.462271 0.5173814 0.594475 0.385055

sp|Q9JIH7|WNK1_RAT Serine/threonine-protein kinase WNK1 OS=Rattus norvegicus GN=Wnk1 PE=1 SV=24 4 -0.038287 -0.293953 0.2329689 0.59515 0.3854226

sp|Q9ES40|PRAF3_RAT PRA1 family protein 3 OS=Rattus norvegicus GN=Arl6ip5 PE=1 SV=11 3 -0.031825 -0.323321 0.2854926 0.595675 0.3856064

sp|Q63270|ACOC_RAT Cytoplasmic aconitate hydratase OS=Rattus norvegicus GN=Aco1 PE=1 SV=15 5 -0.040144 -0.34956 0.2505537 0.5958 0.38579

sp|P21531|RL3_RAT 60S ribosomal protein L3 OS=Rattus norvegicus GN=Rpl3 PE=1 SV=316 30 0.0594812 -0.034477 0.1531373 0.5959125 0.3859733

sp|P68255|1433T_RAT 14-3-3 protein theta OS=Rattus norvegicus GN=Ywhaq PE=1 SV=110 15 -0.048753 -0.24605 0.1548031 0.596 0.3861564

sp|P63004|LIS1_RAT Platelet-activating factor acetylhydrolase IB subunit alpha OS=Rattus norvegicus GN=Pafah1b1 PE=1 SV=27 12 0.051495 -0.113829 0.2273473 0.596025 0.3863393

sp|Q7TPJ0|SSRA_RAT Translocon-associated protein subunit alpha OS=Rattus norvegicus GN=Ssr1 PE=2 SV=12 4 0.0391417 -0.225939 0.3090561 0.5965625 0.3865222

sp|Q9Z2X5|HOME3_RAT Homer protein homolog 3 OS=Rattus norvegicus GN=Homer3 PE=2 SV=21 3 0.0232428 -0.504788 0.5205593 0.5966875 0.386705

sp|P20650|PPM1A_RAT Protein phosphatase 1A OS=Rattus norvegicus GN=Ppm1a PE=1 SV=12 3 0.0251143 -0.368335 0.4109111 0.597275 0.3870701

sp|Q9JI92|SDCB1_RAT Syntenin-1 OS=Rattus norvegicus GN=Sdcbp PE=1 SV=12 2 -0.010876 -0.626779 0.6127936 0.597325 0.3872525

sp|Q6P6Q2|K2C5_RAT Keratin, type II cytoskeletal 5 OS=Rattus norvegicus GN=Krt5 PE=1 SV=14 5 0.0428722 -0.200316 0.2873919 0.5975 0.3876165

sp|P63057|NOE3_RAT Noelin-3 OS=Rattus norvegicus GN=Olfm3 PE=1 SV=12 2 0.0070629 -0.549159 0.5503759 0.597925 0.3877984

sp|Q9ERC1|MYO16_RAT Myosin-XVI OS=Rattus norvegicus GN=Myo16 PE=1 SV=13 3 -0.02132 -0.530775 0.4912346 0.5983 0.3879804

sp|Q5PPJ9|SHLB2_RAT Endophilin-B2 OS=Rattus norvegicus GN=Sh3glb2 PE=2 SV=23 4 -0.031633 -0.346771 0.2903405 0.59845 0.3881621

sp|Q498E0|TXD12_RAT Thioredoxin domain-containing protein 12 OS=Rattus norvegicus GN=Txndc12 PE=2 SV=22 3 0.0147533 -0.457436 0.4816454 0.5997625 0.3883447

sp|P02564|MYH7_RAT Myosin-7 OS=Rattus norvegicus GN=Myh7 PE=2 SV=24 5 0.010883 -0.486732 0.5192263 0.60055 0.38871

sp|P62994|GRB2_RAT Growth factor receptor-bound protein 2 OS=Rattus norvegicus GN=Grb2 PE=1 SV=13 5 0.041171 -0.202167 0.2918104 0.6024375 0.3892597

sp|Q9Z1N4|BPNT1_RAT 3'(2'),5'-bisphosphate nucleotidase 1 OS=Rattus norvegicus GN=Bpnt1 PE=1 SV=13 3 -0.033578 -0.326219 0.2607628 0.6033125 0.3896262

sp|P70584|ACDSB_RAT Short/branched chain specific acyl-CoA dehydrogenase, mitochondrial OS=Rattus norvegicus GN=Acadsb PE=1 SV=15 5 0.0357127 -0.233849 0.3135172 0.603575 0.3898095

sp|Q8R431|MGLL_RAT Monoglyceride lipase OS=Rattus norvegicus GN=Mgll PE=1 SV=16 13 -0.053371 -0.208626 0.0934518 0.6036625 0.3899926

sp|Q3MJK5|CDK12_RAT Cyclin-dependent kinase 12 OS=Rattus norvegicus GN=Cdk12 PE=1 SV=13 3 -0.02352 -0.486121 0.4219281 0.6036625 0.3901754

sp|O88664|TAOK1_RAT Serine/threonine-protein kinase TAO1 OS=Rattus norvegicus GN=Taok1 PE=1 SV=11 2 0.0060362 -0.444644 0.4323773 0.60435 0.3903584

sp|Q6AYS6|SNX17_RAT Sorting nexin-17 OS=Rattus norvegicus GN=Snx17 PE=1 SV=12 2 -0.003733 -0.527158 0.5253278 0.604525 0.3905413

sp|Q68FW9|CSN3_RAT COP9 signalosome complex subunit 3 OS=Rattus norvegicus GN=Cops3 PE=2 SV=14 4 -0.01522 -0.431446 0.4056084 0.6052 0.3907245

sp|Q9JHL4|DBNL_RAT Drebrin-like protein OS=Rattus norvegicus GN=Dbnl PE=1 SV=13 4 -0.009244 -0.515736 0.5101513 0.60545 0.3910902

sp|Q66HF1|NDUS1_RAT NADH-ubiquinone oxidoreductase 75 kDa subunit, mitochondrial OS=Rattus norvegicus GN=Ndufs1 PE=1 SV=114 21 0.0532084 -0.075734 0.1779247 0.6055 0.3912727

sp|Q5HZY2|SAR1B_RAT GTP-binding protein SAR1b OS=Rattus norvegicus GN=Sar1b PE=2 SV=12 3 -0.022262 -0.386068 0.3449071 0.6056375 0.391455

sp|P04041|GPX1_RAT Glutathione peroxidase 1 OS=Rattus norvegicus GN=Gpx1 PE=1 SV=43 6 -0.028787 -0.33705 0.2898873 0.606075 0.3918191

sp|P13264|GLSK_RAT Glutaminase kidney isoform, mitochondrial OS=Rattus norvegicus GN=Gls PE=1 SV=210 13 0.047405 -0.128039 0.2319502 0.6062 0.392001

sp|Q63617|HYOU1_RAT Hypoxia up-regulated protein 1 OS=Rattus norvegicus GN=Hyou1 PE=1 SV=112 17 -0.050153 -0.212258 0.1102803 0.607 0.392365

sp|Q7TSA0|MIRO2_RAT Mitochondrial Rho GTPase 2 OS=Rattus norvegicus GN=Rhot2 PE=2 SV=12 4 -0.023959 -0.416802 0.3504725 0.6071 0.3925467

sp|Q9JHW0|PSB7_RAT Proteasome subunit beta type-7 OS=Rattus norvegicus GN=Psmb7 PE=1 SV=13 3 0.0365916 -0.224219 0.3007314 0.60755 0.3927285

sp|P24473|GSTK1_RAT Glutathione S-transferase kappa 1 OS=Rattus norvegicus GN=Gstk1 PE=1 SV=33 3 0.0295121 -0.28965 0.3455508 0.60765 0.39291

sp|P37996|ARL3_RAT ADP-ribosylation factor-like protein 3 OS=Rattus norvegicus GN=Arl3 PE=1 SV=22 5 0.0196764 -0.359746 0.4045333 0.60805 0.3930915

sp|Q561S0|NDUAA_RAT NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 10, mitochondrial OS=Rattus norvegicus GN=Ndufa10 PE=1 SV=15 6 0.0454231 -0.143385 0.2325036 0.6083125 0.393273
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sp|P23606|TGM1_RAT Protein-glutamine gamma-glutamyltransferase K OS=Rattus norvegicus GN=Tgm1 PE=2 SV=12 2 -0.028377 -0.418665 0.3699049 0.6084625 0.3934543

sp|Q4FZT9|PSMD2_RAT 26S proteasome non-ATPase regulatory subunit 2 OS=Rattus norvegicus GN=Psmd2 PE=2 SV=16 9 -0.04069 -0.244169 0.1773926 0.6089875 0.3938166

sp|O88553|ZFP37_RAT Zinc finger protein 37 OS=Rattus norvegicus GN=Zfp37 PE=2 SV=12 2 -0.021261 -0.422694 0.4052131 0.6091875 0.3939975

sp|P19332|TAU_RAT Microtubule-associated protein tau OS=Rattus norvegicus GN=Mapt PE=1 SV=39 17 0.0570578 -0.04824 0.167533 0.610225 0.3945403

sp|O08839|BIN1_RAT Myc box-dependent-interacting protein 1 OS=Rattus norvegicus GN=Bin1 PE=1 SV=15 5 -0.034573 -0.335675 0.2547602 0.610525 0.3947212

sp|P05765|RS21_RAT 40S ribosomal protein S21 OS=Rattus norvegicus GN=Rps21 PE=1 SV=14 8 0.0501971 -0.099886 0.1938931 0.6107125 0.3949019

sp|P39052|DYN2_RAT Dynamin-2 OS=Rattus norvegicus GN=Dnm2 PE=1 SV=15 5 0.0368886 -0.20746 0.2877004 0.6108875 0.3950825

sp|Q8VBU2|NDRG2_RAT Protein NDRG2 OS=Rattus norvegicus GN=Ndrg2 PE=1 SV=14 7 -0.021059 -0.368193 0.3384048 0.611025 0.3952629

sp|P18395|CSDE1_RAT Cold shock domain-containing protein E1 OS=Rattus norvegicus GN=Csde1 PE=2 SV=14 4 0.0421653 -0.161437 0.2540618 0.611075 0.395443

sp|P02688|MBP_RAT Myelin basic protein S OS=Rattus norvegicus GN=Mbp PE=1 SV=316 100 -0.038831 -0.283947 0.2019781 0.6114 0.3956232

sp|Q63189|PRG2_RAT Bone marrow proteoglycan OS=Rattus norvegicus GN=Prg2 PE=2 SV=12 3 0.0096964 -0.468537 0.5059387 0.611775 0.3958033

sp|P11762|LEG1_RAT Galectin-1 OS=Rattus norvegicus GN=Lgals1 PE=1 SV=211 34 0.0559046 -0.047475 0.158444 0.6117875 0.3959831

sp|O08678|MARK1_RAT Serine/threonine-protein kinase MARK1 OS=Rattus norvegicus GN=Mark1 PE=1 SV=11 2 -0.013339 -0.431965 0.4081495 0.612125 0.3961629

sp|P69682|NECP1_RAT Adaptin ear-binding coat-associated protein 1 OS=Rattus norvegicus GN=Necap1 PE=1 SV=11 2 -0.025382 -0.362763 0.3145052 0.61215 0.3963425

sp|P62076|TIM13_RAT Mitochondrial import inner membrane translocase subunit Tim13 OS=Rattus norvegicus GN=Timm13 PE=2 SV=12 4 -0.017632 -0.417291 0.3556349 0.612425 0.3965219

sp|Q4AEF8|COPG_RAT Coatomer subunit gamma OS=Rattus norvegicus GN=Copg PE=2 SV=15 9 0.0428412 -0.164267 0.2436161 0.61275 0.3967014

sp|Q9Z0U4|GABR1_RAT Gamma-aminobutyric acid type B receptor subunit 1 OS=Rattus norvegicus GN=Gabbr1 PE=1 SV=11 4 -0.035909 -0.291993 0.2230025 0.6130375 0.3968808

sp|P50753|TNNT2_RAT Troponin T, cardiac muscle OS=Rattus norvegicus GN=Tnnt2 PE=1 SV=21 2 -0.036969 -0.296802 0.213734 0.613075 0.3970599

sp|P97557|KCNV1_RAT Potassium voltage-gated channel subfamily V member 1 OS=Rattus norvegicus GN=Kcnv1 PE=1 SV=12 2 -0.018244 -0.45085 0.4101698 0.6130875 0.3972387

sp|Q9QZ81|AGO2_RAT Protein argonaute-2 OS=Rattus norvegicus GN=Eif2c2 PE=2 SV=23 5 0.0298948 -0.271813 0.334102 0.613375 0.3974175

sp|Q5FWT1|FA98A_RAT Protein FAM98A OS=Rattus norvegicus GN=Fam98a PE=2 SV=11 3 -0.022551 -0.369303 0.3231953 0.613675 0.3975962

sp|O88277|FAT2_RAT Protocadherin Fat 2 OS=Rattus norvegicus GN=Fat2 PE=1 SV=17 47 -0.049362 -0.189799 0.0946386 0.6137625 0.3977747

sp|P70615|LMNB1_RAT Lamin-B1 OS=Rattus norvegicus GN=Lmnb1 PE=1 SV=311 15 0.0495483 -0.102504 0.2044693 0.6139875 0.3979531

sp|P09034|ASSY_RAT Argininosuccinate synthase OS=Rattus norvegicus GN=Ass1 PE=2 SV=12 3 0.0339727 -0.22324 0.2940722 0.6149875 0.3983106

sp|P11915|NLTP_RAT Non-specific lipid-transfer protein OS=Rattus norvegicus GN=Scp2 PE=1 SV=38 13 -0.016961 -0.531597 0.479858 0.61515 0.3984891

sp|Q3B7U9|FKBP8_RAT Peptidyl-prolyl cis-trans isomerase FKBP8 OS=Rattus norvegicus GN=Fkbp8 PE=2 SV=12 2 -0.005144 -0.471218 0.4483837 0.61555 0.3988455

sp|Q794E4|HNRPF_RAT Heterogeneous nuclear ribonucleoprotein F OS=Rattus norvegicus GN=Hnrnpf PE=1 SV=32 2 0.0004202 -0.515604 0.5097644 0.6155625 0.3990235

sp|P16638|ACLY_RAT ATP-citrate synthase OS=Rattus norvegicus GN=Acly PE=1 SV=137 65 -0.055302 -0.163129 0.0499421 0.6156125 0.3992011

sp|P48004|PSA7_RAT Proteasome subunit alpha type-7 OS=Rattus norvegicus GN=Psma7 PE=1 SV=17 9 0.0505303 -0.084368 0.1901736 0.6157875 0.3995559

sp|Q9ESM2|HPLN2_RAT Hyaluronan and proteoglycan link protein 2 OS=Rattus norvegicus GN=Hapln2 PE=2 SV=13 4 -0.005705 -0.76911 0.7233032 0.6160375 0.3999097

sp|P0CC10|LRC4B_RAT Leucine-rich repeat-containing protein 4B OS=Rattus norvegicus GN=Lrrc4b PE=1 SV=12 2 -0.006193 -0.467901 0.4678365 0.6160375 0.4000863

sp|P33124|ACSL6_RAT Long-chain-fatty-acid--CoA ligase 6 OS=Rattus norvegicus GN=Acsl6 PE=1 SV=14 4 -0.027042 -0.326085 0.2716111 0.61625 0.4002628

sp|P13084|NPM_RAT Nucleophosmin OS=Rattus norvegicus GN=Npm1 PE=1 SV=17 9 0.0491085 -0.091649 0.1869712 0.6164875 0.4004391

sp|Q5PQN1|HERC4_RAT Probable E3 ubiquitin-protein ligase HERC4 OS=Rattus norvegicus GN=Herc4 PE=2 SV=12 2 -0.007087 -0.511237 0.4815789 0.616525 0.4006153

sp|Q5XIF3|NDUS4_RAT NADH dehydrogenase [ubiquinone] iron-sulfur protein 4, mitochondrial OS=Rattus norvegicus GN=Ndufs4 PE=1 SV=15 7 -0.040575 -0.233782 0.1658604 0.6167625 0.4007913

sp|Q6PEC1|TBCA_RAT Tubulin-specific chaperone A OS=Rattus norvegicus GN=Tbca PE=1 SV=19 11 0.0533654 -0.07601 0.1914574 0.61685 0.4009671

sp|Q62671|UBR5_RAT E3 ubiquitin-protein ligase UBR5 (Fragment) OS=Rattus norvegicus GN=Ubr5 PE=2 SV=23 3 -0.003714 -0.51325 0.516166 0.616875 0.4011426

sp|Q6AY97|CCD91_RAT Coiled-coil domain-containing protein 91 OS=Rattus norvegicus GN=Ccdc91 PE=2 SV=13 3 0.0269677 -0.371177 0.4471397 0.6174875 0.4014934

sp|Q5U2R7|MESD_RAT LDLR chaperone MESD OS=Rattus norvegicus GN=Mesdc2 PE=2 SV=12 2 0.017544 -0.416642 0.4663687 0.6174875 0.4016685

sp|P29994|ITPR1_RAT Inositol 1,4,5-trisphosphate receptor type 1 OS=Rattus norvegicus GN=Itpr1 PE=1 SV=24 4 -0.019312 -0.353569 0.3177475 0.6176875 0.4018436

sp|Q66H76|PAXI_RAT Paxillin OS=Rattus norvegicus GN=Pxn PE=1 SV=12 2 0.004725 -0.487226 0.5127679 0.61785 0.4020185

sp|P19643|AOFB_RAT Amine oxidase [flavin-containing] B OS=Rattus norvegicus GN=Maob PE=1 SV=313 26 -0.059939 -0.144565 0.0209428 0.6181125 0.4021933

sp|P30349|LKHA4_RAT Leukotriene A-4 hydrolase OS=Rattus norvegicus GN=Lta4h PE=2 SV=24 5 0.0204165 -0.308426 0.3530998 0.618575 0.4023683

sp|P10760|SAHH_RAT Adenosylhomocysteinase OS=Rattus norvegicus GN=Ahcy PE=1 SV=311 24 -0.045665 -0.220798 0.1307368 0.619025 0.4025433

sp|Q64119|MYL6_RAT Myosin light polypeptide 6 OS=Rattus norvegicus GN=Myl6 PE=1 SV=38 20 -0.038891 -0.25825 0.1815245 0.6193 0.4028928

sp|P84817|FIS1_RAT Mitochondrial fission 1 protein OS=Rattus norvegicus GN=Fis1 PE=1 SV=12 2 0.002332 -0.507681 0.4932246 0.6193875 0.4030673

sp|Q6P730|DAB2P_RAT Disabled homolog 2-interacting protein OS=Rattus norvegicus GN=Dab2ip PE=1 SV=12 4 0.0385223 -0.197119 0.2804471 0.620425 0.4039388
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sp|B0BNE5|ESTD_RAT S-formylglutathione hydrolase OS=Rattus norvegicus GN=Esd PE=1 SV=13 5 -0.015683 -0.431056 0.4024596 0.620425 0.4037649

sp|P97609|HAIR_RAT Protein hairless OS=Rattus norvegicus GN=Hr PE=2 SV=22 2 -0.006826 -0.453424 0.437327 0.6205375 0.4041125

sp|B2RYJ4|ADPPT_RAT L-aminoadipate-semialdehyde dehydrogenase-phosphopantetheinyl transferase OS=Rattus norvegicus GN=Aasdhppt PE=2 SV=13 3 0.0066665 -0.479684 0.512467 0.62065 0.404286

sp|O70196|PPCE_RAT Prolyl endopeptidase OS=Rattus norvegicus GN=Prep PE=1 SV=13 6 0.0224806 -0.29584 0.3633812 0.620875 0.4044594

sp|Q6AXM5|CEPT1_RAT Choline/ethanolaminephosphotransferase 1 OS=Rattus norvegicus GN=Cept1 PE=2 SV=11 3 -0.01356 -0.407806 0.3690602 0.6211125 0.4046327

sp|P50904|RASA1_RAT Ras GTPase-activating protein 1 OS=Rattus norvegicus GN=Rasa1 PE=2 SV=14 4 -0.033986 -0.326839 0.2405633 0.621675 0.4051518

sp|Q7TSP2|KIF15_RAT Kinesin-like protein KIF15 OS=Rattus norvegicus GN=Kif15 PE=2 SV=14 4 0.0232136 -0.386053 0.4545779 0.621825 0.405497

sp|P25030|K1C20_RAT Keratin, type I cytoskeletal 20 OS=Rattus norvegicus GN=Krt20 PE=2 SV=22 2 -0.021596 -0.393387 0.3527774 0.6218375 0.4056693

sp|Q5XII0|EPDR1_RAT Mammalian ependymin-related protein 1 OS=Rattus norvegicus GN=Epdr1 PE=2 SV=16 13 -0.05112 -0.183214 0.0833991 0.6221375 0.4058415

sp|P85971|6PGL_RAT 6-phosphogluconolactonase OS=Rattus norvegicus GN=Pgls PE=1 SV=13 3 0.0350981 -0.217448 0.2957854 0.6223125 0.4061853

sp|Q9EST6|AN32B_RAT Acidic leucine-rich nuclear phosphoprotein 32 family member B OS=Rattus norvegicus GN=Anp32b PE=2 SV=14 4 -0.028925 -0.346054 0.2597902 0.6229 0.4067003

sp|P62243|RS8_RAT 40S ribosomal protein S8 OS=Rattus norvegicus GN=Rps8 PE=1 SV=28 17 0.0541717 -0.058103 0.1702614 0.6232125 0.4072133

sp|Q9Z270|VAPA_RAT Vesicle-associated membrane protein-associated protein A OS=Rattus norvegicus GN=Vapa PE=1 SV=35 8 0.0455829 -0.115709 0.2127296 0.6233625 0.4073841

sp|P48679|LMNA_RAT Prelamin-A/C OS=Rattus norvegicus GN=Lmna PE=1 SV=137 100 0.0435099 -0.143095 0.2306059 0.6233875 0.4075546

sp|Q8R5I7|MYCD_RAT Myocardin OS=Rattus norvegicus GN=Myocd PE=1 SV=22 2 0.0382083 -0.214809 0.2936209 0.6235375 0.4077249

sp|P38062|AMPM2_RAT Methionine aminopeptidase 2 OS=Rattus norvegicus GN=Metap2 PE=2 SV=21 2 -0.030793 -0.275801 0.2297094 0.6236125 0.407895

sp|Q66H44|TM39B_RAT Transmembrane protein 39B OS=Rattus norvegicus GN=Tmem39b PE=2 SV=11 4 -0.036074 -0.399786 0.2930992 0.6241875 0.4082351

sp|P05982|NQO1_RAT NAD(P)H dehydrogenase [quinone] 1 OS=Rattus norvegicus GN=Nqo1 PE=1 SV=43 5 0.0177719 -0.337107 0.3553819 0.624625 0.4084052

sp|P86410|RLGPB_RAT Ral GTPase-activating protein subunit beta OS=Rattus norvegicus GN=Ralgapb PE=1 SV=13 5 0.0259084 -0.272106 0.3323654 0.6250875 0.4085754

sp|Q9QYV8|DPOG1_RAT DNA polymerase subunit gamma-1 OS=Rattus norvegicus GN=Polg PE=2 SV=12 3 -0.015721 -0.388525 0.3474199 0.6252125 0.4089152

sp|B5DEH2|ERLN2_RAT Erlin-2 OS=Rattus norvegicus GN=Erlin2 PE=1 SV=13 4 0.0351004 -0.202918 0.2731645 0.6256 0.4090851

sp|Q924N5|ACBG1_RAT Long-chain-fatty-acid--CoA ligase ACSBG1 OS=Rattus norvegicus GN=Acsbg1 PE=1 SV=13 3 0.0185529 -0.2836 0.2911741 0.62615 0.4094246

sp|P25886|RL29_RAT 60S ribosomal protein L29 OS=Rattus norvegicus GN=Rpl29 PE=1 SV=35 14 0.0493181 -0.112689 0.2208798 0.6262125 0.4095941

sp|O70277|TRIM3_RAT Tripartite motif-containing protein 3 OS=Rattus norvegicus GN=Trim3 PE=1 SV=13 4 0.0297543 -0.23831 0.3139045 0.6262125 0.4097633

sp|Q05695|L1CAM_RAT Neural cell adhesion molecule L1 OS=Rattus norvegicus GN=L1cam PE=2 SV=35 8 -0.036974 -0.240527 0.1665371 0.626925 0.4099328

sp|Q9JHY2|SFXN3_RAT Sideroflexin-3 OS=Rattus norvegicus GN=Sfxn3 PE=2 SV=17 11 0.0440976 -0.121972 0.2043268 0.627075 0.4102713

sp|Q9JIR4|RIMS1_RAT Regulating synaptic membrane exocytosis protein 1 OS=Rattus norvegicus GN=Rims1 PE=1 SV=12 2 0.0084387 -0.432174 0.4604546 0.6272 0.4104402

sp|O88994|MOSC2_RAT MOSC domain-containing protein 2, mitochondrial OS=Rattus norvegicus GN=Mosc2 PE=2 SV=12 3 -0.02356 -0.365097 0.3215872 0.6275125 0.4106092

sp|P45953|ACADV_RAT Very long-chain specific acyl-CoA dehydrogenase, mitochondrial OS=Rattus norvegicus GN=Acadvl PE=1 SV=16 8 0.0340962 -0.213022 0.2726245 0.6276625 0.410778

sp|P51650|SSDH_RAT Succinate-semialdehyde dehydrogenase, mitochondrial OS=Rattus norvegicus GN=Aldh5a1 PE=1 SV=23 3 0.0137726 -0.375638 0.4022591 0.62785 0.4109466

sp|P12847|MYH3_RAT Myosin-3 OS=Rattus norvegicus GN=Myh3 PE=2 SV=15 8 -0.019245 -0.388473 0.3562942 0.6284875 0.4111155

sp|P12711|ADHX_RAT Alcohol dehydrogenase class-3 OS=Rattus norvegicus GN=Adh5 PE=1 SV=22 3 -0.027861 -0.278239 0.2390443 0.62855 0.4112842

sp|Q5M7U6|ARP2_RAT Actin-related protein 2 OS=Rattus norvegicus GN=Actr2 PE=1 SV=16 9 -0.040103 -0.226408 0.1516716 0.6286 0.4114527

sp|P31399|ATP5H_RAT ATP synthase subunit d, mitochondrial OS=Rattus norvegicus GN=Atp5h PE=1 SV=310 23 -0.051036 -0.188586 0.0841588 0.6288 0.411621

sp|P38652|PGM1_RAT Phosphoglucomutase-1 OS=Rattus norvegicus GN=Pgm1 PE=1 SV=210 13 0.0344008 -0.195187 0.240786 0.6291 0.4117893

sp|P07632|SODC_RAT Superoxide dismutase [Cu-Zn] OS=Rattus norvegicus GN=Sod1 PE=1 SV=210 38 -0.043388 -0.212044 0.1313684 0.6295 0.4121257

sp|Q5I0G4|SYG_RAT Glycyl-tRNA synthetase (Fragment) OS=Rattus norvegicus GN=Gars PE=1 SV=113 19 -0.048145 -0.181918 0.0904983 0.6295 0.4122935

sp|Q63358|MYO9B_RAT Myosin-IXb OS=Rattus norvegicus GN=Myo9b PE=1 SV=15 6 -0.03139 -0.301418 0.2293488 0.62985 0.4124614

sp|P14841|CYTC_RAT Cystatin-C OS=Rattus norvegicus GN=Cst3 PE=1 SV=23 6 0.032732 -0.210584 0.2776688 0.6299875 0.4127965

sp|Q9JK71|MAGI3_RAT Membrane-associated guanylate kinase, WW and PDZ domain-containing protein 3 OS=Rattus norvegicus GN=Magi3 PE=1 SV=24 4 0.0415077 -0.177021 0.2683456 0.6299875 0.4129637

sp|Q9EPH2|MRP_RAT MARCKS-related protein OS=Rattus norvegicus GN=Marcksl1 PE=2 SV=34 12 0.0308393 -0.232107 0.300084 0.630175 0.4131307

sp|P04797|G3P_RAT Glyceraldehyde-3-phosphate dehydrogenase OS=Rattus norvegicus GN=Gapdh PE=1 SV=322 78 0.0452095 -0.11313 0.2116703 0.6304875 0.4132978

sp|Q9JIL8|RAD50_RAT DNA repair protein RAD50 OS=Rattus norvegicus GN=Rad50 PE=1 SV=11 2 -0.002438 -0.34433 0.3700311 0.6308125 0.4134649

sp|P15791|KCC2D_RAT Calcium/calmodulin-dependent protein kinase type II subunit delta OS=Rattus norvegicus GN=Camk2d PE=1 SV=11 2 0.0325402 -0.205853 0.2685318 0.630875 0.4136317

sp|Q7TPB1|TCPD_RAT T-complex protein 1 subunit delta OS=Rattus norvegicus GN=Cct4 PE=1 SV=317 24 0.0520283 -0.066584 0.1692651 0.631475 0.4137988

sp|O35077|GPDA_RAT Glycerol-3-phosphate dehydrogenase [NAD+], cytoplasmic OS=Rattus norvegicus GN=Gpd1 PE=1 SV=47 15 -0.039163 -0.231204 0.1561809 0.6316125 0.4139657

sp|Q01129|PGS2_RAT Decorin OS=Rattus norvegicus GN=Dcn PE=1 SV=116 48 -0.038334 -0.241772 0.1647328 0.6317625 0.4141325
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sp|P21533|RL6_RAT 60S ribosomal protein L6 OS=Rattus norvegicus GN=Rpl6 PE=1 SV=510 19 0.0554377 -0.044208 0.1584065 0.63195 0.4142991

sp|Q5U318|PEA15_RAT Astrocytic phosphoprotein PEA-15 OS=Rattus norvegicus GN=Pea15 PE=1 SV=17 19 -0.024789 -0.301811 0.2576845 0.6340125 0.4147993

sp|Q9QZA2|PDC6I_RAT Programmed cell death 6-interacting protein OS=Rattus norvegicus GN=Pdcd6ip PE=1 SV=212 19 -0.05047 -0.169264 0.0739912 0.6343375 0.4151338

sp|Q63186|EI2BD_RAT Translation initiation factor eIF-2B subunit delta OS=Rattus norvegicus GN=Eif2b4 PE=2 SV=14 4 -0.03104 -0.269177 0.2101754 0.6346125 0.4154678

sp|P0C5H9|MANF_RAT Mesencephalic astrocyte-derived neurotrophic factor OS=Rattus norvegicus GN=Manf PE=1 SV=14 4 -0.006393 -0.380801 0.3731498 0.6347125 0.4156345

sp|Q62812|MYH9_RAT Myosin-9 OS=Rattus norvegicus GN=Myh9 PE=1 SV=350 87 -0.045945 -0.193666 0.1097822 0.6348625 0.4158011

sp|Q9Z0Y8|CAC1I_RAT Voltage-dependent T-type calcium channel subunit alpha-1I OS=Rattus norvegicus GN=Cacna1i PE=2 SV=32 2 -0.006933 -0.545623 0.5094053 0.6348625 0.4159675

sp|Q497B3|KCP3_RAT Keratinocyte-associated protein 3 OS=Rattus norvegicus GN=Krtcap3 PE=2 SV=11 2 0.0171295 -0.33136 0.3706838 0.63545 0.416134

sp|Q4KMA2|RD23B_RAT UV excision repair protein RAD23 homolog B OS=Rattus norvegicus GN=Rad23b PE=1 SV=19 16 0.052752 -0.056596 0.161328 0.6357375 0.4167981

sp|Q9Z0W7|CLIC4_RAT Chloride intracellular channel protein 4 OS=Rattus norvegicus GN=Clic4 PE=1 SV=33 7 0.0342062 -0.202342 0.2755029 0.6358 0.4169637

sp|P62161|CALM_RAT Calmodulin OS=Rattus norvegicus GN=Calm1 PE=1 SV=29 32 0.0495901 -0.079436 0.1792311 0.6370625 0.4174605

sp|Q56R16|IMA5_RAT Importin subunit alpha-6 OS=Rattus norvegicus GN=Kpna5 PE=2 SV=12 2 -0.017486 -0.383064 0.339858 0.637425 0.4176262

sp|P60901|PSA6_RAT Proteasome subunit alpha type-6 OS=Rattus norvegicus GN=Psma6 PE=1 SV=15 7 -0.041171 -0.225655 0.1387361 0.637875 0.4177921

sp|P62755|RS6_RAT 40S ribosomal protein S6 OS=Rattus norvegicus GN=Rps6 PE=1 SV=113 23 0.0556089 -0.030261 0.1436181 0.6381 0.4179579

sp|Q4G061|EIF3B_RAT Eukaryotic translation initiation factor 3 subunit B OS=Rattus norvegicus GN=Eif3b PE=1 SV=14 8 -0.037204 -0.237613 0.1631786 0.6382375 0.4181235

sp|Q62968|SCNAA_RAT Sodium channel protein type 10 subunit alpha OS=Rattus norvegicus GN=Scn10a PE=1 SV=13 3 -0.010956 -0.314568 0.3280295 0.6388 0.4182893

sp|P15650|ACADL_RAT Long-chain specific acyl-CoA dehydrogenase, mitochondrial OS=Rattus norvegicus GN=Acadl PE=1 SV=19 13 -0.052831 -0.154136 0.0529039 0.6391875 0.4184551

sp|P70483|STRN_RAT Striatin OS=Rattus norvegicus GN=Strn PE=1 SV=13 5 0.018449 -0.289727 0.3249124 0.640025 0.418787

sp|O35244|PRDX6_RAT Peroxiredoxin-6 OS=Rattus norvegicus GN=Prdx6 PE=1 SV=38 15 -0.033764 -0.248819 0.1870348 0.64045 0.4189531

sp|Q6AYA1|GAR1_RAT H/ACA ribonucleoprotein complex subunit 1 OS=Rattus norvegicus GN=Gar1 PE=2 SV=13 3 -0.028239 -0.28044 0.2337447 0.6404625 0.4191189

sp|Q9ER24|ATX10_RAT Ataxin-10 OS=Rattus norvegicus GN=Atxn10 PE=1 SV=13 4 0.0154911 -0.304493 0.3232855 0.640575 0.4192845

sp|P39069|KAD1_RAT Adenylate kinase isoenzyme 1 OS=Rattus norvegicus GN=Ak1 PE=1 SV=36 13 -0.029324 -0.266345 0.2072041 0.6409125 0.4194501

sp|P21575|DYN1_RAT Dynamin-1 OS=Rattus norvegicus GN=Dnm1 PE=1 SV=214 25 -0.048693 -0.176545 0.0780924 0.64155 0.4197815

sp|P52631|STAT3_RAT Signal transducer and activator of transcription 3 OS=Rattus norvegicus GN=Stat3 PE=1 SV=17 9 -0.030922 -0.231343 0.1828141 0.6416 0.4199469

sp|Q0VGK2|TT39C_RAT Tetratricopeptide repeat protein 39C OS=Rattus norvegicus GN=Ttc39c PE=2 SV=11 3 0.0126645 -0.321004 0.3499277 0.641825 0.4201122

sp|P28073|PSB6_RAT Proteasome subunit beta type-6 OS=Rattus norvegicus GN=Psmb6 PE=1 SV=33 10 0.0430534 -0.114588 0.2012436 0.6420375 0.4204424

sp|Q9QVC8|FKBP4_RAT Peptidyl-prolyl cis-trans isomerase FKBP4 OS=Rattus norvegicus GN=Fkbp4 PE=1 SV=38 14 -0.042204 -0.204542 0.1269918 0.64205 0.4206072

sp|P69897|TBB5_RAT Tubulin beta-5 chain OS=Rattus norvegicus GN=Tubb5 PE=1 SV=14 12 -0.002341 -0.416431 0.4025649 0.6423875 0.4207719

sp|Q4V7F2|CREL1_RAT Cysteine-rich with EGF-like domain protein 1 OS=Rattus norvegicus GN=Creld1 PE=2 SV=13 6 -0.027754 -0.253289 0.2066188 0.6437 0.4209374

sp|Q9WTT6|GUAD_RAT Guanine deaminase OS=Rattus norvegicus GN=Gda PE=1 SV=111 24 -0.030393 -0.244364 0.178488 0.6439 0.4211028

sp|P08934|KNG1_RAT Kininogen-1 OS=Rattus norvegicus GN=Kng1 PE=2 SV=12 5 0.0261559 -0.229655 0.2873871 0.6442125 0.4212682

sp|Q78P75|DYL2_RAT Dynein light chain 2, cytoplasmic OS=Rattus norvegicus GN=Dynll2 PE=1 SV=11 3 -0.001223 -0.381066 0.3737614 0.64455 0.4214336

sp|O88794|PNPO_RAT Pyridoxine-5'-phosphate oxidase OS=Rattus norvegicus GN=Pnpo PE=1 SV=12 3 0.027228 -0.219337 0.2644649 0.6448375 0.421764

sp|O88637|PCY2_RAT Ethanolamine-phosphate cytidylyltransferase OS=Rattus norvegicus GN=Pcyt2 PE=1 SV=11 3 -0.022286 -0.281543 0.253265 0.6449125 0.4219289

sp|P06866|HPT_RAT Haptoglobin OS=Rattus norvegicus GN=Hp PE=1 SV=38 13 -0.007397 -0.367757 0.3441087 0.6449375 0.4220936

sp|P97534|FKB1B_RAT Peptidyl-prolyl cis-trans isomerase FKBP1B OS=Rattus norvegicus GN=Fkbp1b PE=2 SV=32 5 0.0285795 -0.225463 0.2819068 0.6457125 0.4229151

sp|Q7TP98|ILF2_RAT Interleukin enhancer-binding factor 2 OS=Rattus norvegicus GN=Ilf2 PE=2 SV=13 5 -0.026475 -0.262047 0.2123482 0.646 0.4232428

sp|Q64057|AL7A1_RAT Alpha-aminoadipic semialdehyde dehydrogenase OS=Rattus norvegicus GN=Aldh7a1 PE=1 SV=24 5 0.0029379 -0.401686 0.4061388 0.6467125 0.4237341

sp|P07943|ALDR_RAT Aldose reductase OS=Rattus norvegicus GN=Akr1b1 PE=1 SV=320 47 0.0283371 -0.209144 0.2705887 0.6473 0.4240613

sp|Q6AXT5|RAB21_RAT Ras-related protein Rab-21 OS=Rattus norvegicus GN=Rab21 PE=2 SV=12 3 0.0317948 -0.223618 0.2996959 0.6477875 0.4243884

sp|O88761|PSMD1_RAT 26S proteasome non-ATPase regulatory subunit 1 OS=Rattus norvegicus GN=Psmd1 PE=2 SV=16 7 -0.03297 -0.250669 0.1722439 0.6478875 0.4245516

sp|P41499|PTN11_RAT Tyrosine-protein phosphatase non-receptor type 11 OS=Rattus norvegicus GN=Ptpn11 PE=1 SV=46 9 0.0316895 -0.177455 0.236217 0.64795 0.4247147

sp|P52873|PYC_RAT Pyruvate carboxylase, mitochondrial OS=Rattus norvegicus GN=Pc PE=1 SV=211 13 0.0446119 -0.090605 0.1871096 0.6482 0.4248777

sp|Q2LAP6|TES_RAT Testin OS=Rattus norvegicus GN=Tes PE=2 SV=11 2 0.0064792 -0.337544 0.3618569 0.650175 0.4253687

sp|O35303|DNM1L_RAT Dynamin-1-like protein OS=Rattus norvegicus GN=Dnm1l PE=1 SV=114 21 -0.045272 -0.183258 0.0927409 0.6504125 0.4255323

sp|B2RYW9|FAHD2_RAT Fumarylacetoacetate hydrolase domain-containing protein 2 OS=Rattus norvegicus GN=Fahd2 PE=1 SV=12 4 -0.020381 -0.296014 0.2531371 0.6510125 0.4256962

sp|Q63716|PRDX1_RAT Peroxiredoxin-1 OS=Rattus norvegicus GN=Prdx1 PE=1 SV=110 25 0.0307925 -0.194998 0.2525445 0.6514 0.4258601
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sp|Q91Z79|LIPA3_RAT Liprin-alpha-3 OS=Rattus norvegicus GN=Ppfia3 PE=1 SV=25 5 0.0255526 -0.206399 0.2572275 0.651425 0.4260238

sp|P45592|COF1_RAT Cofilin-1 OS=Rattus norvegicus GN=Cfl1 PE=1 SV=313 30 0.037812 -0.141739 0.2209194 0.651875 0.4263509

sp|Q64640|ADK_RAT Adenosine kinase OS=Rattus norvegicus GN=Adk PE=1 SV=36 11 -0.032928 -0.237691 0.173412 0.6523 0.4265145

sp|P35745|ACYP2_RAT Acylphosphatase-2 OS=Rattus norvegicus GN=Acyp2 PE=1 SV=22 3 0.0073114 -0.380135 0.3991003 0.6524625 0.426678

sp|P24155|THOP1_RAT Thimet oligopeptidase OS=Rattus norvegicus GN=Thop1 PE=1 SV=46 7 -0.029421 -0.239557 0.1871422 0.6529 0.4271674

sp|Q64537|CPNS1_RAT Calpain small subunit 1 OS=Rattus norvegicus GN=Capns1 PE=1 SV=32 3 -0.017578 -0.399204 0.346773 0.6530875 0.4273304

sp|Q62640|GRID1_RAT Glutamate receptor delta-1 subunit OS=Rattus norvegicus GN=Grid1 PE=2 SV=12 2 0.0095894 -0.335075 0.3560155 0.6540625 0.4278193

sp|Q62632|FSTL1_RAT Follistatin-related protein 1 OS=Rattus norvegicus GN=Fstl1 PE=1 SV=13 3 0.0025947 -0.382375 0.3905795 0.6547625 0.4279826

sp|Q4KLH5|AGFG1_RAT Arf-GAP domain and FG repeats-containing protein 1 OS=Rattus norvegicus GN=Agfg1 PE=1 SV=12 3 0.0253362 -0.227687 0.2833216 0.6550125 0.4283087

sp|Q8VI04|ASGL1_RAT L-asparaginase OS=Rattus norvegicus GN=Asrgl1 PE=1 SV=110 19 -0.039382 -0.200853 0.1326654 0.65685 0.4286355

sp|P27881|HXK2_RAT Hexokinase-2 OS=Rattus norvegicus GN=Hk2 PE=1 SV=14 4 0.0213008 -0.234617 0.2862954 0.6569 0.4289625

sp|Q63425|PRAX_RAT Periaxin OS=Rattus norvegicus GN=Prx PE=1 SV=248 100 0.0338734 -0.161861 0.2272571 0.657075 0.4291258

sp|Q5FVI6|VATC1_RAT V-type proton ATPase subunit C 1 OS=Rattus norvegicus GN=Atp6v1c1 PE=2 SV=15 6 0.0320401 -0.206623 0.2847239 0.6571125 0.4294517

sp|P85125|PTRF_RAT Polymerase I and transcript release factor OS=Rattus norvegicus GN=Ptrf PE=1 SV=115 26 -0.033234 -0.233084 0.1658817 0.6571125 0.4292889

sp|Q9EQP5|PRELP_RAT Prolargin OS=Rattus norvegicus GN=Prelp PE=2 SV=121 57 -0.004685 -0.350998 0.349621 0.658 0.4297777

sp|P97685|NFASC_RAT Neurofascin OS=Rattus norvegicus GN=Nfasc PE=1 SV=24 4 0.0125827 -0.311226 0.3418301 0.658275 0.4299407

sp|P25235|RPN2_RAT Dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit 2 OS=Rattus norvegicus GN=Rpn2 PE=2 SV=26 11 0.0422637 -0.099996 0.1835871 0.6590375 0.4302668

sp|Q4KLH4|PSPC1_RAT Paraspeckle component 1 OS=Rattus norvegicus GN=Pspc1 PE=2 SV=12 2 0.0087049 -0.334188 0.3641401 0.65905 0.4304296

sp|Q5XIF6|TBA4A_RAT Tubulin alpha-4A chain OS=Rattus norvegicus GN=Tuba4a PE=2 SV=14 10 -0.032168 -0.225238 0.1630482 0.6605125 0.4310821

sp|Q63377|AT1B3_RAT Sodium/potassium-transporting ATPase subunit beta-3 OS=Rattus norvegicus GN=Atp1b3 PE=2 SV=16 10 -0.035033 -0.216565 0.1473013 0.6610625 0.4314078

sp|P62268|RS23_RAT 40S ribosomal protein S23 OS=Rattus norvegicus GN=Rps23 PE=2 SV=38 14 0.0498609 -0.058477 0.1598808 0.6617125 0.4317337

sp|P60123|RUVB1_RAT RuvB-like 1 OS=Rattus norvegicus GN=Ruvbl1 PE=1 SV=14 8 0.0314752 -0.166012 0.2274134 0.662075 0.4318966

sp|Q5I0D7|PEPD_RAT Xaa-Pro dipeptidase OS=Rattus norvegicus GN=Pepd PE=2 SV=14 5 0.0069797 -0.316291 0.313053 0.6634375 0.4325483

sp|P12007|IVD_RAT Isovaleryl-CoA dehydrogenase, mitochondrial OS=Rattus norvegicus GN=Ivd PE=1 SV=27 9 -0.039886 -0.186275 0.108656 0.6638875 0.4327113

sp|O35142|COPB2_RAT Coatomer subunit beta' OS=Rattus norvegicus GN=Copb2 PE=1 SV=34 4 -0.015535 -0.315393 0.2971658 0.664675 0.4328747

sp|A2RUW1|TOLIP_RAT Toll-interacting protein OS=Rattus norvegicus GN=Tollip PE=2 SV=15 7 0.026854 -0.187746 0.2410685 0.6648625 0.4330379

sp|Q66HB6|CAGE1_RAT Cancer-associated gene 1 protein homolog OS=Rattus norvegicus GN=Cage1 PE=2 SV=13 3 0.0089685 -0.308971 0.3108908 0.6656 0.4333644

sp|Q8VHK2|CSKI1_RAT Caskin-1 OS=Rattus norvegicus GN=Caskin1 PE=1 SV=14 5 0.0193949 -0.223844 0.2721388 0.665625 0.4335275

sp|Q5MPA9|DCLK2_RAT Serine/threonine-protein kinase DCLK2 OS=Rattus norvegicus GN=Dclk2 PE=1 SV=23 4 0.0093088 -0.2875 0.3158805 0.665825 0.4338533

sp|Q9Z1I6|ARHG1_RAT Rho guanine nucleotide exchange factor 1 OS=Rattus norvegicus GN=Arhgef1 PE=1 SV=12 2 0.0012575 -0.343479 0.3446897 0.6664625 0.4340163

sp|Q63028|ADDA_RAT Alpha-adducin OS=Rattus norvegicus GN=Add1 PE=1 SV=214 24 0.0495022 -0.050097 0.1500708 0.666475 0.4341791

sp|Q9JLZ1|GLRX3_RAT Glutaredoxin-3 OS=Rattus norvegicus GN=Glrx3 PE=1 SV=212 21 0.0351435 -0.154612 0.2216858 0.6672875 0.4343422

sp|P38659|PDIA4_RAT Protein disulfide-isomerase A4 OS=Rattus norvegicus GN=Pdia4 PE=1 SV=212 20 -0.04451 -0.16183 0.0779038 0.668225 0.4345058

sp|P35571|GPDM_RAT Glycerol-3-phosphate dehydrogenase, mitochondrial OS=Rattus norvegicus GN=Gpd2 PE=1 SV=15 6 -0.015407 -0.291185 0.2585911 0.668325 0.4346692

sp|P23565|AINX_RAT Alpha-internexin OS=Rattus norvegicus GN=Ina PE=1 SV=218 39 -0.017188 -0.270632 0.2510779 0.668425 0.4349954

sp|P52303|AP1B1_RAT AP-1 complex subunit beta-1 OS=Rattus norvegicus GN=Ap1b1 PE=1 SV=12 3 -0.011838 -0.316831 0.2794623 0.66845 0.4351582

sp|P30713|GSTT2_RAT Glutathione S-transferase theta-2 OS=Rattus norvegicus GN=Gstt2 PE=1 SV=32 4 0.0056756 -0.298476 0.3172765 0.6685125 0.4353208

sp|Q9WTY2|REM2_RAT GTP-binding protein REM 2 OS=Rattus norvegicus GN=Rem2 PE=1 SV=22 4 -0.01856 -0.256455 0.2284864 0.66855 0.4354832

sp|O08590|AOC3_RAT Membrane primary amine oxidase OS=Rattus norvegicus GN=Aoc3 PE=1 SV=45 7 -0.021157 -0.27992 0.2412167 0.6686375 0.4356455

sp|Q6VV72|IF1A_RAT Eukaryotic translation initiation factor 1A OS=Rattus norvegicus GN=Eif1a PE=2 SV=35 6 -0.018768 -0.25778 0.2267665 0.6689625 0.4358077

sp|Q5PQX1|TOIP1_RAT Torsin-1A-interacting protein 1 OS=Rattus norvegicus GN=Tor1aip1 PE=1 SV=14 4 0.0130966 -0.256388 0.2729293 0.6691 0.4359698

sp|P35704|PRDX2_RAT Peroxiredoxin-2 OS=Rattus norvegicus GN=Prdx2 PE=1 SV=37 16 -0.043957 -0.169797 0.0864324 0.66915 0.4361318

sp|P08503|ACADM_RAT Medium-chain specific acyl-CoA dehydrogenase, mitochondrial OS=Rattus norvegicus GN=Acadm PE=1 SV=15 6 0.0116196 -0.304871 0.357434 0.6695375 0.4362937

sp|P30904|MIF_RAT Macrophage migration inhibitory factor OS=Rattus norvegicus GN=Mif PE=1 SV=42 10 -0.038175 -0.19993 0.118477 0.669975 0.4367789

sp|Q5TKR9|MYST3_RAT Histone acetyltransferase MYST3 OS=Rattus norvegicus GN=Myst3 PE=2 SV=22 2 0.0108695 -0.394507 0.4215874 0.6704875 0.4369406

sp|Q6AYH5|DCTN2_RAT Dynactin subunit 2 OS=Rattus norvegicus GN=Dctn2 PE=1 SV=110 19 0.0500659 -0.040855 0.14398 0.6705125 0.4371021

sp|Q0VGK0|GBRL1_RAT Gamma-aminobutyric acid receptor-associated protein-like 1 OS=Rattus norvegicus GN=Gabarapl1 PE=1 SV=13 4 0.0242012 -0.209732 0.2652625 0.6712125 0.4372639
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sp|P10354|CMGA_RAT Chromogranin-A OS=Rattus norvegicus GN=Chga PE=1 SV=12 3 -0.00924 -0.31101 0.2850522 0.6713125 0.4374255

sp|Q920F5|DCMC_RAT Malonyl-CoA decarboxylase, mitochondrial OS=Rattus norvegicus GN=Mlycd PE=2 SV=15 5 0.0135903 -0.253528 0.2702665 0.6717625 0.4380706

sp|Q3B8Q0|MARE2_RAT Microtubule-associated protein RP/EB family member 2 OS=Rattus norvegicus GN=Mapre2 PE=2 SV=16 8 0.0243032 -0.185223 0.2362086 0.67285 0.4383934

sp|P29419|ATP5I_RAT ATP synthase subunit e, mitochondrial OS=Rattus norvegicus GN=Atp5i PE=1 SV=35 10 -0.041295 -0.181382 0.0958061 0.6733375 0.4385548

sp|Q6AXV4|SAM50_RAT Sorting and assembly machinery component 50 homolog OS=Rattus norvegicus GN=Samm50 PE=1 SV=14 5 0.0232166 -0.205557 0.2582106 0.674175 0.4387167

sp|Q6UE39|GLT13_RAT Polypeptide N-acetylgalactosaminyltransferase 13 OS=Rattus norvegicus GN=Galnt13 PE=2 SV=12 2 0.0054349 -0.345133 0.3440336 0.67425 0.4388783

sp|Q8R478|WBP2_RAT WW domain-binding protein 2 OS=Rattus norvegicus GN=Wbp2 PE=1 SV=16 10 0.0257235 -0.18737 0.2286928 0.67455 0.43904

sp|P08460|NID1_RAT Nidogen-1 (Fragment) OS=Rattus norvegicus GN=Nid1 PE=2 SV=25 9 0.0323292 -0.146412 0.2175982 0.674825 0.4393628

sp|P62890|RL30_RAT 60S ribosomal protein L30 OS=Rattus norvegicus GN=Rpl30 PE=3 SV=24 10 0.0363318 -0.113294 0.1791772 0.6757625 0.4398469

sp|P04636|MDHM_RAT Malate dehydrogenase, mitochondrial OS=Rattus norvegicus GN=Mdh2 PE=1 SV=217 53 -0.059131 -0.108665 -0.006857 0.6759 0.4401691

sp|O88764|DAPK3_RAT Death-associated protein kinase 3 OS=Rattus norvegicus GN=Dapk3 PE=1 SV=13 4 -0.021112 -0.26105 0.2111379 0.676425 0.4404909

sp|Q9WV63|KIF2A_RAT Kinesin-like protein KIF2A OS=Rattus norvegicus GN=Kif2a PE=2 SV=25 6 0.0128058 -0.25327 0.2665077 0.6772 0.4408131

sp|Q641Y2|NDUS2_RAT NADH dehydrogenase [ubiquinone] iron-sulfur protein 2, mitochondrial OS=Rattus norvegicus GN=Ndufs2 PE=1 SV=16 12 0.0291762 -0.155336 0.2094774 0.678425 0.4412966

sp|P50878|RL4_RAT 60S ribosomal protein L4 OS=Rattus norvegicus GN=Rpl4 PE=1 SV=315 25 0.0444951 -0.072068 0.1631613 0.679075 0.4417799

sp|P62329|TYB4_RAT Thymosin beta-4 OS=Rattus norvegicus GN=Tmsb4x PE=1 SV=24 11 0.0185511 -0.220333 0.2577953 0.6791 0.4419407

sp|Q07205|IF5_RAT Eukaryotic translation initiation factor 5 OS=Rattus norvegicus GN=Eif5 PE=1 SV=15 8 0.0240557 -0.185474 0.2388278 0.6792875 0.4421014

sp|P81795|IF2G_RAT Eukaryotic translation initiation factor 2 subunit 3 OS=Rattus norvegicus GN=Eif2s3 PE=1 SV=28 13 -0.038963 -0.175705 0.1011922 0.679825 0.4424225

sp|A4L9P7|PDS5A_RAT Sister chromatid cohesion protein PDS5 homolog A OS=Rattus norvegicus GN=Pds5a PE=2 SV=13 3 0.031501 -0.1652 0.2265944 0.6799375 0.4425829

sp|Q7TP47|HNRPQ_RAT Heterogeneous nuclear ribonucleoprotein Q OS=Rattus norvegicus GN=Syncrip PE=2 SV=19 10 0.0095734 -0.255869 0.2756709 0.6807625 0.4430645

sp|Q6PDU1|SRSF2_RAT Serine/arginine-rich splicing factor 2 OS=Rattus norvegicus GN=Srsf2 PE=1 SV=34 5 0.0149654 -0.228173 0.2592862 0.6809 0.4432248

sp|P11654|PO210_RAT Nuclear pore membrane glycoprotein 210 OS=Rattus norvegicus GN=Pom210 PE=1 SV=12 2 0.0147434 -0.310181 0.3732951 0.68145 0.4438646

sp|Q7M767|UB2V2_RAT Ubiquitin-conjugating enzyme E2 variant 2 OS=Rattus norvegicus GN=Ube2v2 PE=1 SV=32 3 -0.024442 -0.244066 0.1822058 0.6815875 0.4440243

sp|Q6AYS7|ACY1A_RAT Aminoacylase-1A OS=Rattus norvegicus GN=Acy1a PE=1 SV=114 21 -0.034135 -0.188203 0.1199523 0.6817375 0.4441838

sp|P11730|KCC2G_RAT Calcium/calmodulin-dependent protein kinase type II subunit gamma OS=Rattus norvegicus GN=Camk2g PE=2 SV=15 7 -0.024728 -0.224876 0.1743389 0.68235 0.4446619

sp|P82995|HS90A_RAT Heat shock protein HSP 90-alpha OS=Rattus norvegicus GN=Hsp90aa1 PE=1 SV=323 63 -0.038139 -0.18318 0.1108023 0.6828375 0.4448213

sp|P27605|HPRT_RAT Hypoxanthine-guanine phosphoribosyltransferase OS=Rattus norvegicus GN=Hprt1 PE=1 SV=14 9 0.0288628 -0.152936 0.2109106 0.682925 0.4449806

sp|P31977|EZRI_RAT Ezrin OS=Rattus norvegicus GN=Ezr PE=1 SV=36 6 -0.004987 -0.283502 0.2799303 0.6833375 0.4451399

sp|P29418|ATP5E_RAT ATP synthase subunit epsilon, mitochondrial OS=Rattus norvegicus GN=Atp5e PE=1 SV=23 4 0.0173231 -0.233615 0.2488381 0.683475 0.4452991

sp|Q68FY0|QCR1_RAT Cytochrome b-c1 complex subunit 1, mitochondrial OS=Rattus norvegicus GN=Uqcrc1 PE=1 SV=110 21 -0.048383 -0.155233 0.0526646 0.6848625 0.4456183

sp|Q07439|HSP71_RAT Heat shock 70 kDa protein 1A/1B OS=Rattus norvegicus GN=Hspa1a PE=2 SV=27 13 0.0285985 -0.151116 0.2086582 0.6855125 0.4464151

sp|Q5PPN5|TPPP3_RAT Tubulin polymerization-promoting protein family member 3 OS=Rattus norvegicus GN=Tppp3 PE=2 SV=110 20 0.0288083 -0.16272 0.21744 0.6859625 0.4470498

sp|Q6QLM7|KIF5A_RAT Kinesin heavy chain isoform 5A OS=Rattus norvegicus GN=Kif5a PE=1 SV=19 12 -0.025879 -0.223395 0.1656134 0.6861375 0.4472082

sp|P55161|NCKP1_RAT Nck-associated protein 1 OS=Rattus norvegicus GN=Nckap1 PE=2 SV=12 3 -0.017506 -0.259481 0.2195552 0.6862 0.4473665

sp|P52296|IMB1_RAT Importin subunit beta-1 OS=Rattus norvegicus GN=Kpnb1 PE=1 SV=110 13 0.0396337 -0.092545 0.1672523 0.6862875 0.4476825

sp|P62198|PRS8_RAT 26S protease regulatory subunit 8 OS=Rattus norvegicus GN=Psmc5 PE=1 SV=14 6 0.0097083 -0.252766 0.2729687 0.68665 0.447998

sp|Q5PPH0|ENOPH_RAT Enolase-phosphatase E1 OS=Rattus norvegicus GN=Enoph1 PE=2 SV=14 5 0.0156081 -0.213788 0.2527337 0.68725 0.448471

sp|P62752|RL23A_RAT 60S ribosomal protein L23a OS=Rattus norvegicus GN=Rpl23a PE=2 SV=17 10 0.0288046 -0.165803 0.2370668 0.6879 0.4486287

sp|Q9WU68|PKHB1_RAT Pleckstrin homology domain-containing family B member 1 OS=Rattus norvegicus GN=Plekhb1 PE=2 SV=15 6 -0.019994 -0.228403 0.1942054 0.6887625 0.4487868

sp|Q9Z244|GMPR1_RAT GMP reductase 1 OS=Rattus norvegicus GN=Gmpr PE=2 SV=13 5 0.0087491 -0.258166 0.2724208 0.6889375 0.4491025

sp|P63312|TYB10_RAT Thymosin beta-10 OS=Rattus norvegicus GN=Tmsb10 PE=2 SV=21 2 0.0232128 -0.184127 0.2344929 0.689525 0.4494179

sp|P08081|CLCA_RAT Clathrin light chain A OS=Rattus norvegicus GN=Clta PE=1 SV=18 13 -0.038533 -0.170359 0.0923569 0.6895625 0.4495755

sp|Q7TP65|ANKL2_RAT Ankyrin repeat and LEM domain-containing protein 2 OS=Rattus norvegicus GN=Ankle2 PE=2 SV=14 6 0.031358 -0.133606 0.1952437 0.6898625 0.4497331

sp|Q9Z2S9|FLOT2_RAT Flotillin-2 OS=Rattus norvegicus GN=Flot2 PE=1 SV=18 9 -0.015215 -0.236161 0.2171878 0.6900125 0.4498905

sp|Q5U1W5|U1SBP_RAT U11/U12 small nuclear ribonucleoprotein 35 kDa protein OS=Rattus norvegicus GN=Snrnp35 PE=2 SV=11 2 0.0104066 -0.253053 0.2588154 0.69025 0.4500479

sp|P97924|KALRN_RAT Kalirin OS=Rattus norvegicus GN=Kalrn PE=1 SV=34 5 -0.025718 -0.208944 0.1622266 0.690275 0.4502051

sp|P62944|AP2B1_RAT AP-2 complex subunit beta OS=Rattus norvegicus GN=Ap2b1 PE=1 SV=17 7 -0.014383 -0.249725 0.2172015 0.690475 0.4505192

sp|P60868|RS20_RAT 40S ribosomal protein S20 OS=Rattus norvegicus GN=Rps20 PE=3 SV=16 10 0.0390958 -0.09687 0.1798246 0.690675 0.450676
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sp|O08651|SERA_RAT D-3-phosphoglycerate dehydrogenase OS=Rattus norvegicus GN=Phgdh PE=1 SV=313 27 0.0250298 -0.171923 0.2288682 0.6912875 0.4508331

sp|Q68A21|PURB_RAT Transcriptional activator protein Pur-beta OS=Rattus norvegicus GN=Purb PE=1 SV=38 15 0.0357737 -0.108541 0.1757635 0.691375 0.45099

sp|P08541|UD2B2_RAT UDP-glucuronosyltransferase 2B2 OS=Rattus norvegicus GN=Ugt2b PE=1 SV=12 2 0.0032016 -0.282049 0.3216183 0.6914875 0.4511468

sp|Q1WIM3|CADM3_RAT Cell adhesion molecule 3 OS=Rattus norvegicus GN=Cadm3 PE=2 SV=19 23 0.0275009 -0.156257 0.211574 0.69165 0.4513034

sp|P16446|PIPNA_RAT Phosphatidylinositol transfer protein alpha isoform OS=Rattus norvegicus GN=Pitpna PE=1 SV=27 13 -0.03017 -0.20284 0.1360669 0.6924375 0.4516172

sp|O54898|CAC1G_RAT Voltage-dependent T-type calcium channel subunit alpha-1G OS=Rattus norvegicus GN=Cacna1g PE=2 SV=22 3 -0.027006 -0.22674 0.1645139 0.6930375 0.4522432

sp|Q5XI81|FXR1_RAT Fragile X mental retardation syndrome-related protein 1 OS=Rattus norvegicus GN=Fxr1 PE=2 SV=14 4 -0.020779 -0.241556 0.2033809 0.6930875 0.4523994

sp|Q9QYV0|ADA15_RAT Disintegrin and metalloproteinase domain-containing protein 15 OS=Rattus norvegicus GN=Adam15 PE=2 SV=21 3 -0.037085 -0.171996 0.1013335 0.6931 0.4525554

sp|P36506|MP2K2_RAT Dual specificity mitogen-activated protein kinase kinase 2 OS=Rattus norvegicus GN=Map2k2 PE=2 SV=12 3 0.0206496 -0.236716 0.2826866 0.6931125 0.4527112

sp|Q63312|PHLB1_RAT Pleckstrin homology-like domain family B member 1 (Fragment) OS=Rattus norvegicus GN=Phldb1 PE=2 SV=27 8 -0.02017 -0.230205 0.1874554 0.6931625 0.4528668

sp|P34058|HS90B_RAT Heat shock protein HSP 90-beta OS=Rattus norvegicus GN=Hsp90ab1 PE=1 SV=417 43 -0.03132 -0.197081 0.1360544 0.69375 0.4530227

sp|P12001|RL18_RAT 60S ribosomal protein L18 OS=Rattus norvegicus GN=Rpl18 PE=2 SV=28 28 0.0378686 -0.094291 0.1753415 0.6940375 0.4531785

sp|P26453|BASI_RAT Basigin OS=Rattus norvegicus GN=Bsg PE=1 SV=23 4 0.0135602 -0.281841 0.2931214 0.6941375 0.4534895

sp|P31422|GRM3_RAT Metabotropic glutamate receptor 3 OS=Rattus norvegicus GN=Grm3 PE=1 SV=14 4 0.0181133 -0.198273 0.2299805 0.6958875 0.4538019

sp|P50398|GDIA_RAT Rab GDP dissociation inhibitor alpha OS=Rattus norvegicus GN=Gdi1 PE=1 SV=113 24 0.0362586 -0.104839 0.1758074 0.6970375 0.4545826

sp|Q68FP1|GELS_RAT Gelsolin OS=Rattus norvegicus GN=Gsn PE=1 SV=119 45 -0.039421 -0.165327 0.0905086 0.6972 0.4547385

sp|P40307|PSB2_RAT Proteasome subunit beta type-2 OS=Rattus norvegicus GN=Psmb2 PE=1 SV=13 4 -0.025103 -0.218323 0.1650118 0.6980375 0.4555162

sp|P62870|ELOB_RAT Transcription elongation factor B polypeptide 2 OS=Rattus norvegicus GN=Tceb2 PE=1 SV=16 13 0.0327766 -0.121316 0.1858267 0.6982 0.4556715

sp|Q5XIN6|LETM1_RAT LETM1 and EF-hand domain-containing protein 1, mitochondrial OS=Rattus norvegicus GN=Letm1 PE=1 SV=18 10 -0.016603 -0.219131 0.1914425 0.69935 0.4561373

sp|Q64560|TPP2_RAT Tripeptidyl-peptidase 2 OS=Rattus norvegicus GN=Tpp2 PE=2 SV=38 8 0.0203086 -0.178446 0.2174928 0.699475 0.4564476

sp|P61149|FGF1_RAT Heparin-binding growth factor 1 OS=Rattus norvegicus GN=Fgf1 PE=1 SV=14 8 -0.027013 -0.203833 0.1491095 0.70045 0.456758

sp|Q05982|NDKA_RAT Nucleoside diphosphate kinase A OS=Rattus norvegicus GN=Nme1 PE=1 SV=13 4 0.0121303 -0.220437 0.2532783 0.701675 0.4573799

sp|Q62940|NEDD4_RAT E3 ubiquitin-protein ligase NEDD4 OS=Rattus norvegicus GN=Nedd4 PE=1 SV=110 15 -0.031359 -0.183163 0.1194897 0.703375 0.4580018

sp|P47942|DPYL2_RAT Dihydropyrimidinase-related protein 2 OS=Rattus norvegicus GN=Dpysl2 PE=1 SV=117 50 -0.04141 -0.152579 0.0742484 0.7039625 0.4586229

sp|B4F795|CTL2_RAT Choline transporter-like protein 2 OS=Rattus norvegicus GN=Slc44a2 PE=2 SV=16 8 0.020434 -0.177386 0.2255038 0.70455 0.4590878

sp|Q6P686|OSTF1_RAT Osteoclast-stimulating factor 1 OS=Rattus norvegicus GN=Ostf1 PE=1 SV=16 13 0.0083422 -0.244879 0.2869086 0.7050125 0.4592429

sp|Q99PD4|ARC1A_RAT Actin-related protein 2/3 complex subunit 1A OS=Rattus norvegicus GN=Arpc1a PE=2 SV=13 4 -0.021807 -0.214814 0.16309 0.70605 0.459863

sp|Q6P7B0|SYWC_RAT Tryptophanyl-tRNA synthetase, cytoplasmic OS=Rattus norvegicus GN=Wars PE=1 SV=213 20 0.0337249 -0.115705 0.1820062 0.7061375 0.4601724

sp|Q63598|PLST_RAT Plastin-3 OS=Rattus norvegicus GN=Pls3 PE=2 SV=210 18 0.0316349 -0.112459 0.1802698 0.706475 0.4606354

sp|P62630|EF1A1_RAT Elongation factor 1-alpha 1 OS=Rattus norvegicus GN=Eef1a1 PE=1 SV=113 41 -0.044929 -0.142294 0.0545313 0.7068875 0.4607897

sp|P10688|PLCD1_RAT 1-phosphatidylinositol-4,5-bisphosphate phosphodiesterase delta-1 OS=Rattus norvegicus GN=Plcd1 PE=1 SV=13 4 -0.009495 -0.246363 0.2258914 0.707075 0.4609439

sp|P63170|DYL1_RAT Dynein light chain 1, cytoplasmic OS=Rattus norvegicus GN=Dynll1 PE=1 SV=12 7 0.0392302 -0.085189 0.1631594 0.7074625 0.4612521

sp|Q9R1Z0|VDAC3_RAT Voltage-dependent anion-selective channel protein 3 OS=Rattus norvegicus GN=Vdac3 PE=1 SV=25 9 -0.008877 -0.246378 0.2304062 0.7083125 0.4618679

sp|Q9Z1X1|ESYT1_RAT Extended synaptotagmin-1 OS=Rattus norvegicus GN=Esyt1 PE=2 SV=119 30 -0.039953 -0.156654 0.0798514 0.708825 0.4621755

sp|Q499N5|ACSF2_RAT Acyl-CoA synthetase family member 2, mitochondrial OS=Rattus norvegicus GN=Acsf2 PE=2 SV=13 4 -0.004661 -0.25966 0.2509256 0.7098375 0.4627902

sp|B0BNA5|COTL1_RAT Coactosin-like protein OS=Rattus norvegicus GN=Cotl1 PE=1 SV=17 15 0.0395683 -0.084429 0.1617897 0.7099625 0.4629437

sp|Q6PST4|ATLA1_RAT Atlastin-1 OS=Rattus norvegicus GN=Atl1 PE=1 SV=13 4 0.0004284 -0.256379 0.2644653 0.710275 0.4634036

sp|P13233|CN37_RAT 2',3'-cyclic-nucleotide 3'-phosphodiesterase OS=Rattus norvegicus GN=Cnp PE=1 SV=233 100 -0.006361 -0.248867 0.2408066 0.71095 0.463557

sp|P62083|RS7_RAT 40S ribosomal protein S7 OS=Rattus norvegicus GN=Rps7 PE=1 SV=18 21 0.037104 -0.090184 0.1650582 0.7111625 0.4637103

sp|P48037|ANXA6_RAT Annexin A6 OS=Rattus norvegicus GN=Anxa6 PE=1 SV=239 93 -0.051872 -0.123061 0.020745 0.711425 0.4638636

sp|Q6NYB7|RAB1A_RAT Ras-related protein Rab-1A OS=Rattus norvegicus GN=Rab1A PE=1 SV=36 8 0.0284988 -0.129076 0.1796964 0.7118875 0.4641699

sp|Q6P9U8|EIF3H_RAT Eukaryotic translation initiation factor 3 subunit H OS=Rattus norvegicus GN=Eif3h PE=2 SV=15 10 0.0195868 -0.16831 0.2057996 0.71305 0.4647823

sp|Q99MZ8|LASP1_RAT LIM and SH3 domain protein 1 OS=Rattus norvegicus GN=Lasp1 PE=1 SV=15 7 -0.019895 -0.201388 0.1642412 0.7131375 0.4649353

sp|P0C1X8|AAK1_RAT AP2-associated protein kinase 1 OS=Rattus norvegicus GN=Aak1 PE=1 SV=13 5 0.0137174 -0.204739 0.2315234 0.7131875 0.4650882

sp|P14480|FIBB_RAT Fibrinogen beta chain OS=Rattus norvegicus GN=Fgb PE=1 SV=410 12 -0.009945 -0.242261 0.2277493 0.7133 0.4652409

sp|P05426|RL7_RAT 60S ribosomal protein L7 OS=Rattus norvegicus GN=Rpl7 PE=1 SV=27 13 0.0374047 -0.089604 0.1699462 0.7133625 0.4653935

sp|P85515|ACTZ_RAT Alpha-centractin OS=Rattus norvegicus GN=Actr1a PE=1 SV=18 12 0.0359762 -0.091327 0.1656611 0.71395 0.4655463
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sp|Q9R063|PRDX5_RAT Peroxiredoxin-5, mitochondrial OS=Rattus norvegicus GN=Prdx5 PE=1 SV=111 25 -0.018433 -0.213248 0.1736334 0.7148 0.4660046

sp|P13383|NUCL_RAT Nucleolin OS=Rattus norvegicus GN=Ncl PE=1 SV=326 42 0.0516109 -0.016149 0.1206336 0.7154 0.4663103

sp|P82471|GNAQ_RAT Guanine nucleotide-binding protein G(q) subunit alpha OS=Rattus norvegicus GN=Gnaq PE=1 SV=25 9 0.0228369 -0.14768 0.1904592 0.7159125 0.4669199

sp|P59215|GNAO_RAT Guanine nucleotide-binding protein G(o) subunit alpha OS=Rattus norvegicus GN=Gnao1 PE=1 SV=27 10 -0.029124 -0.188341 0.1296463 0.7160625 0.467224

sp|Q91XU1|QKI_RAT Protein quaking OS=Rattus norvegicus GN=Qki PE=1 SV=25 6 -0.010761 -0.235241 0.2055917 0.716375 0.4673761

sp|P11250|RL34_RAT 60S ribosomal protein L34 OS=Rattus norvegicus GN=Rpl34 PE=1 SV=33 6 -0.005965 -0.247697 0.2325423 0.716375 0.4675279

sp|P63036|DNJA1_RAT DnaJ homolog subfamily A member 1 OS=Rattus norvegicus GN=Dnaja1 PE=2 SV=14 6 -0.024685 -0.182404 0.1379841 0.7165375 0.4678311

sp|Q642A6|VWA1_RAT von Willebrand factor A domain-containing protein 1 OS=Rattus norvegicus GN=Vwa1 PE=2 SV=18 19 0.033064 -0.107369 0.1663487 0.7167375 0.4679826

sp|Q6AYT7|ABD12_RAT Monoacylglycerol lipase ABHD12 OS=Rattus norvegicus GN=Abhd12 PE=2 SV=17 14 -0.031438 -0.174666 0.1079051 0.7167875 0.468134

sp|P63041|CPLX1_RAT Complexin-1 OS=Rattus norvegicus GN=Cplx1 PE=1 SV=16 14 0.0255074 -0.142219 0.1964962 0.7175625 0.4682856

sp|P04764|ENOA_RAT Alpha-enolase OS=Rattus norvegicus GN=Eno1 PE=1 SV=415 39 0.0112666 -0.203285 0.2424549 0.7187 0.4688921

sp|P37805|TAGL3_RAT Transgelin-3 OS=Rattus norvegicus GN=Tagln3 PE=1 SV=27 10 -0.02293 -0.1919 0.1464021 0.7187125 0.4690435

sp|Q01205|ODO2_RAT Dihydrolipoyllysine-residue succinyltransferase component of 2-oxoglutarate dehydrogenase complex, mitochondrial OS=Rattus norvegicus GN=Dlst PE=1 SV=211 21 0.0380233 -0.07685 0.1584018 0.719375 0.4694974

sp|P13437|THIM_RAT 3-ketoacyl-CoA thiolase, mitochondrial OS=Rattus norvegicus GN=Acaa2 PE=1 SV=111 19 -0.028966 -0.1746 0.1188204 0.7199875 0.4699511

sp|P35427|RL13A_RAT 60S ribosomal protein L13a OS=Rattus norvegicus GN=Rpl13a PE=1 SV=27 15 0.0350063 -0.088509 0.1601007 0.7204875 0.4704039

sp|A0JPJ7|OLA1_RAT Obg-like ATPase 1 OS=Rattus norvegicus GN=Ola1 PE=2 SV=18 11 0.0262797 -0.132075 0.1864281 0.720725 0.4705547

sp|P14942|GSTA4_RAT Glutathione S-transferase alpha-4 OS=Rattus norvegicus GN=Gsta4 PE=1 SV=28 13 -0.020211 -0.198635 0.162789 0.72095 0.4707054

sp|Q9QYF3|MYO5A_RAT Myosin-Va OS=Rattus norvegicus GN=Myo5a PE=2 SV=114 17 -0.02635 -0.178503 0.1256135 0.72105 0.470856

sp|P97571|CAN1_RAT Calpain-1 catalytic subunit OS=Rattus norvegicus GN=Capn1 PE=1 SV=18 10 0.0215083 -0.15284 0.1997565 0.7216 0.4711571

sp|P09495|TPM4_RAT Tropomyosin alpha-4 chain OS=Rattus norvegicus GN=Tpm4 PE=1 SV=38 22 0.0446594 -0.045675 0.1382617 0.72175 0.4713076

sp|Q7TQ16|QCR8_RAT Cytochrome b-c1 complex subunit 8 OS=Rattus norvegicus GN=Uqcrq PE=2 SV=14 6 0.0222868 -0.143519 0.1869945 0.7232 0.4717601

sp|P30839|AL3A2_RAT Fatty aldehyde dehydrogenase OS=Rattus norvegicus GN=Aldh3a2 PE=1 SV=17 7 0.0103175 -0.201487 0.2311694 0.723275 0.4722115

sp|A0JPM9|EIF3J_RAT Eukaryotic translation initiation factor 3 subunit J OS=Rattus norvegicus GN=Eif3j PE=2 SV=13 6 0.0037753 -0.23578 0.2368679 0.7232875 0.4723617

sp|Q9QYL8|LYPA2_RAT Acyl-protein thioesterase 2 OS=Rattus norvegicus GN=Lypla2 PE=1 SV=14 4 0.0069297 -0.223462 0.2466168 0.7234 0.4725118

sp|P62959|HINT1_RAT Histidine triad nucleotide-binding protein 1 OS=Rattus norvegicus GN=Hint1 PE=1 SV=54 7 0.0108051 -0.20355 0.2359073 0.72535 0.4734117

sp|P01256|CALCA_RAT Calcitonin gene-related peptide 1 OS=Rattus norvegicus GN=Calca PE=2 SV=11 4 -0.005232 -0.235786 0.2276734 0.7255 0.4738613

sp|P01041|CYTB_RAT Cystatin-B OS=Rattus norvegicus GN=Cstb PE=1 SV=15 9 -0.008172 -0.231735 0.2173033 0.7257375 0.4740109

sp|Q4KLM4|ENC2_RAT Ectoderm-neural cortex protein 2 OS=Rattus norvegicus GN=Klhl25 PE=2 SV=12 3 -0.020645 -0.197252 0.1564864 0.725875 0.4741605

sp|P05197|EF2_RAT Elongation factor 2 OS=Rattus norvegicus GN=Eef2 PE=1 SV=432 65 0.0454011 -0.04695 0.135829 0.726075 0.4744593

sp|P35213|1433B_RAT 14-3-3 protein beta/alpha OS=Rattus norvegicus GN=Ywhab PE=1 SV=34 7 0.0239675 -0.1436 0.190106 0.7264625 0.4746086

sp|P49242|RS3A_RAT 40S ribosomal protein S3a OS=Rattus norvegicus GN=Rps3a PE=1 SV=213 28 0.0450312 -0.040358 0.1313811 0.72715 0.4752054

sp|O88767|PARK7_RAT Protein DJ-1 OS=Rattus norvegicus GN=Park7 PE=1 SV=114 41 0.0110884 -0.197653 0.221208 0.7271875 0.4753543

sp|Q9JMJ4|PRP19_RAT Pre-mRNA-processing factor 19 OS=Rattus norvegicus GN=Prpf19 PE=2 SV=24 5 0.0128768 -0.187685 0.2273359 0.72755 0.4755033

sp|P00173|CYB5_RAT Cytochrome b5 OS=Rattus norvegicus GN=Cyb5a PE=1 SV=24 9 -0.029469 -0.178131 0.1137431 0.7282625 0.4758014

sp|P29266|3HIDH_RAT 3-hydroxyisobutyrate dehydrogenase, mitochondrial OS=Rattus norvegicus GN=Hibadh PE=1 SV=37 11 0.0312644 -0.098667 0.1580946 0.729875 0.4765463

sp|O89049|TRXR1_RAT Thioredoxin reductase 1, cytoplasmic OS=Rattus norvegicus GN=Txnrd1 PE=1 SV=48 11 0.0237133 -0.127958 0.1773763 0.7306375 0.4769933

sp|O08557|DDAH1_RAT N(G),N(G)-dimethylarginine dimethylaminohydrolase 1 OS=Rattus norvegicus GN=Ddah1 PE=1 SV=313 23 0.0055813 -0.219846 0.2300169 0.730825 0.4771423

sp|Q6P7Q4|LGUL_RAT Lactoylglutathione lyase OS=Rattus norvegicus GN=Glo1 PE=1 SV=37 15 -0.0306 -0.167664 0.1032777 0.7330875 0.4778889

sp|Q4KM49|SYYC_RAT Tyrosyl-tRNA synthetase, cytoplasmic OS=Rattus norvegicus GN=Yars PE=2 SV=318 31 0.0377352 -0.078411 0.1571335 0.7336 0.4783366

sp|P06399|FIBA_RAT Fibrinogen alpha chain OS=Rattus norvegicus GN=Fga PE=1 SV=313 19 -0.009716 -0.208288 0.2021584 0.7346375 0.4786353

sp|Q5XIP9|TMM43_RAT Transmembrane protein 43 OS=Rattus norvegicus GN=Tmem43 PE=2 SV=15 5 -0.007268 -0.207919 0.1936489 0.7349 0.4789339

sp|Q9EPH8|PABP1_RAT Polyadenylate-binding protein 1 OS=Rattus norvegicus GN=Pabpc1 PE=2 SV=116 23 0.0383624 -0.068013 0.1511274 0.735475 0.4790833

sp|Q6MG60|DDAH2_RAT N(G),N(G)-dimethylarginine dimethylaminohydrolase 2 OS=Rattus norvegicus GN=Ddah2 PE=1 SV=114 35 0.0398761 -0.067092 0.1425434 0.7359125 0.4793819

sp|Q5XFX0|TAGL2_RAT Transgelin-2 OS=Rattus norvegicus GN=Tagln2 PE=1 SV=18 17 -0.032175 -0.15619 0.096717 0.73665 0.4798299

sp|O35854|BCAT2_RAT Branched-chain-amino-acid aminotransferase, mitochondrial OS=Rattus norvegicus GN=Bcat2 PE=1 SV=12 3 -0.007073 -0.216322 0.2061182 0.7367625 0.479979

sp|P97874|GAK_RAT Cyclin-G-associated kinase OS=Rattus norvegicus GN=Gak PE=2 SV=15 6 0.0023609 -0.222409 0.2258748 0.73715 0.480277

sp|B5DF89|CUL3_RAT Cullin-3 OS=Rattus norvegicus GN=Cul3 PE=1 SV=24 7 -0.009208 -0.206186 0.189308 0.7374125 0.4805748
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sp|Q920J4|TXNL1_RAT Thioredoxin-like protein 1 OS=Rattus norvegicus GN=Txnl1 PE=1 SV=36 16 0.0276073 -0.113798 0.1670678 0.7382875 0.4808727

sp|Q8CH84|ELAV2_RAT ELAV-like protein 2 OS=Rattus norvegicus GN=Elavl2 PE=2 SV=15 9 0.0191411 -0.144242 0.182004 0.7383375 0.4810216

sp|P97700|M2OM_RAT Mitochondrial 2-oxoglutarate/malate carrier protein OS=Rattus norvegicus GN=Slc25a11 PE=2 SV=310 18 0.027961 -0.109219 0.1677928 0.738725 0.4814674

sp|Q9WVK7|HCDH_RAT Hydroxyacyl-coenzyme A dehydrogenase, mitochondrial OS=Rattus norvegicus GN=Hadh PE=2 SV=111 21 -0.043208 -0.130667 0.0414705 0.7398 0.4822089

sp|Q6PCU2|VATE1_RAT V-type proton ATPase subunit E 1 OS=Rattus norvegicus GN=Atp6v1e1 PE=1 SV=19 16 -0.024114 -0.172632 0.129285 0.7399625 0.4823572

sp|P62632|EF1A2_RAT Elongation factor 1-alpha 2 OS=Rattus norvegicus GN=Eef1a2 PE=2 SV=114 29 0.0417915 -0.058864 0.1386863 0.7400625 0.4825053

sp|P20280|RL21_RAT 60S ribosomal protein L21 OS=Rattus norvegicus GN=Rpl21 PE=1 SV=37 14 0.0240404 -0.125576 0.1795512 0.7409125 0.4832445

sp|P50137|TKT_RAT Transketolase OS=Rattus norvegicus GN=Tkt PE=1 SV=126 49 0.0166936 -0.16293 0.1930587 0.7426875 0.4841305

sp|P23965|D3D2_RAT 3,2-trans-enoyl-CoA isomerase, mitochondrial OS=Rattus norvegicus GN=Dci PE=1 SV=16 11 0.0215482 -0.132775 0.1795052 0.7430125 0.4845732

sp|P61078|UB2D3_RAT Ubiquitin-conjugating enzyme E2 D3 OS=Rattus norvegicus GN=Ube2d3 PE=2 SV=11 2 0.0155926 -0.165127 0.194564 0.7435375 0.4848682

sp|P23978|SC6A1_RAT Sodium- and chloride-dependent GABA transporter 1 OS=Rattus norvegicus GN=Slc6a1 PE=1 SV=11 2 -0.00175 -0.22606 0.2289145 0.743575 0.4850154

sp|P11232|THIO_RAT Thioredoxin OS=Rattus norvegicus GN=Txn PE=1 SV=27 27 0.0160181 -0.163071 0.1920606 0.7448875 0.4856045

sp|Q63560|MAP6_RAT Microtubule-associated protein 6 OS=Rattus norvegicus GN=Map6 PE=1 SV=117 27 -0.034699 -0.15054 0.0792091 0.7465 0.4870742

sp|O88600|HSP74_RAT Heat shock 70 kDa protein 4 OS=Rattus norvegicus GN=Hspa4 PE=1 SV=123 33 0.0304763 -0.101645 0.1757574 0.747375 0.4873676

sp|P11507|AT2A2_RAT Sarcoplasmic/endoplasmic reticulum calcium ATPase 2 OS=Rattus norvegicus GN=Atp2a2 PE=1 SV=110 15 -0.021577 -0.176852 0.135952 0.7489625 0.4881025

sp|P32551|QCR2_RAT Cytochrome b-c1 complex subunit 2, mitochondrial OS=Rattus norvegicus GN=Uqcrc2 PE=1 SV=214 25 -0.04394 -0.124602 0.0366969 0.749 0.4882491

sp|Q00981|UCHL1_RAT Ubiquitin carboxyl-terminal hydrolase isozyme L1 OS=Rattus norvegicus GN=Uchl1 PE=1 SV=220 78 0.0033215 -0.209857 0.211079 0.749775 0.4894183

sp|Q63081|PDIA6_RAT Protein disulfide-isomerase A6 OS=Rattus norvegicus GN=Pdia6 PE=1 SV=211 19 -0.033998 -0.142053 0.0763539 0.7500375 0.4895641

sp|Q6P747|HP1B3_RAT Heterochromatin protein 1-binding protein 3 OS=Rattus norvegicus GN=Hp1bp3 PE=2 SV=114 24 0.034622 -0.074059 0.1455082 0.7502375 0.4897098

sp|P62832|RL23_RAT 60S ribosomal protein L23 OS=Rattus norvegicus GN=Rpl23 PE=2 SV=19 17 0.0322075 -0.085907 0.1478854 0.750575 0.4902915

sp|Q9ESN0|NIBAN_RAT Protein Niban OS=Rattus norvegicus GN=Fam129a PE=2 SV=25 6 -0.002589 -0.206191 0.1989028 0.7508875 0.4905818

sp|Q9JIL3|ILF3_RAT Interleukin enhancer-binding factor 3 OS=Rattus norvegicus GN=Ilf3 PE=1 SV=23 3 -0.005381 -0.24347 0.2261764 0.7515 0.4911614

sp|Q6XVN8|MLP3A_RAT Microtubule-associated proteins 1A/1B light chain 3A OS=Rattus norvegicus GN=Map1lc3a PE=1 SV=15 8 0.0242022 -0.118084 0.1696885 0.75325 0.4915963

sp|Q9JJ19|NHRF1_RAT Na(+)/H(+) exchange regulatory cofactor NHE-RF1 OS=Rattus norvegicus GN=Slc9a3r1 PE=1 SV=37 8 0.0078338 -0.178269 0.2016219 0.7535625 0.4917416

sp|P50399|GDIB_RAT Rab GDP dissociation inhibitor beta OS=Rattus norvegicus GN=Gdi2 PE=1 SV=217 32 -0.025365 -0.166324 0.1240674 0.7537875 0.4921767

sp|Q63638|SPEG_RAT Striated muscle-specific serine/threonine-protein kinase OS=Rattus norvegicus GN=Speg PE=2 SV=24 4 -0.000555 -0.222142 0.2138056 0.7540125 0.4923216

sp|P01830|THY1_RAT Thy-1 membrane glycoprotein OS=Rattus norvegicus GN=Thy1 PE=1 SV=14 6 0.0140474 -0.155995 0.1836957 0.7546375 0.493045

sp|Q6PEC4|SKP1_RAT S-phase kinase-associated protein 1 OS=Rattus norvegicus GN=Skp1 PE=2 SV=312 23 0.0229932 -0.126159 0.1748111 0.75495 0.4936216

sp|P62845|RS15_RAT 40S ribosomal protein S15 OS=Rattus norvegicus GN=Rps15 PE=1 SV=23 5 0.0109324 -0.182908 0.1986594 0.75575 0.4941966

sp|Q9ERE6|MPRIP_RAT Myosin phosphatase Rho-interacting protein OS=Rattus norvegicus GN=Mprip PE=1 SV=15 6 -0.009786 -0.195458 0.1676311 0.7569625 0.4947714

sp|Q4V8B0|OXR1_RAT Oxidation resistance protein 1 OS=Rattus norvegicus GN=Oxr1 PE=1 SV=38 8 -0.011024 -0.203628 0.177812 0.75735 0.4952024

sp|P84083|ARF5_RAT ADP-ribosylation factor 5 OS=Rattus norvegicus GN=Arf5 PE=1 SV=23 8 0.025172 -0.107314 0.1577867 0.7578 0.4957756

sp|P27867|DHSO_RAT Sorbitol dehydrogenase OS=Rattus norvegicus GN=Sord PE=1 SV=46 9 0.0112805 -0.162129 0.1853638 0.7578625 0.4959187

sp|Q99NA5|IDH3A_RAT Isocitrate dehydrogenase [NAD] subunit alpha, mitochondrial OS=Rattus norvegicus GN=Idh3a PE=1 SV=111 19 -0.042761 -0.126545 0.0406837 0.760075 0.4967773

sp|Q66H98|SDPR_RAT Serum deprivation-response protein OS=Rattus norvegicus GN=Sdpr PE=1 SV=36 8 0.0025725 -0.192836 0.1955492 0.760525 0.497207

sp|P18422|PSA3_RAT Proteasome subunit alpha type-3 OS=Rattus norvegicus GN=Psma3 PE=1 SV=33 5 0.0025688 -0.197244 0.1999369 0.761175 0.4976361

sp|P55260|ANXA4_RAT Annexin A4 OS=Rattus norvegicus GN=Anxa4 PE=1 SV=311 19 0.0249848 -0.109984 0.1653663 0.7613375 0.497779

sp|Q01177|PLMN_RAT Plasminogen OS=Rattus norvegicus GN=Plg PE=2 SV=26 9 0.0153989 -0.144389 0.1722129 0.761925 0.4982075

sp|P20788|UCRI_RAT Cytochrome b-c1 complex subunit Rieske, mitochondrial OS=Rattus norvegicus GN=Uqcrfs1 PE=1 SV=29 14 -0.02175 -0.16061 0.1196671 0.7621375 0.4983503

sp|P97849|S27A1_RAT Long-chain fatty acid transport protein 1 OS=Rattus norvegicus GN=Slc27a1 PE=2 SV=17 11 -0.017534 -0.173343 0.1331789 0.76215 0.4984929

sp|P69060|NEUA_RAT N-acylneuraminate cytidylyltransferase OS=Rattus norvegicus GN=Cmas PE=2 SV=11 3 0.0177387 -0.138423 0.1874407 0.763875 0.4997739

sp|Q9JHU0|DPYL5_RAT Dihydropyrimidinase-related protein 5 OS=Rattus norvegicus GN=Dpysl5 PE=1 SV=117 34 0.036157 -0.068204 0.1414484 0.76465 0.5000582

sp|P41565|IDHG1_RAT Isocitrate dehydrogenase [NAD] subunit gamma 1, mitochondrial OS=Rattus norvegicus GN=Idh3g PE=2 SV=28 10 0.0209368 -0.121608 0.1580951 0.7648125 0.5002004

sp|Q5RJR8|LRC59_RAT Leucine-rich repeat-containing protein 59 OS=Rattus norvegicus GN=Lrrc59 PE=1 SV=110 17 0.0292542 -0.087987 0.1485549 0.7648875 0.5006261

sp|P61980|HNRPK_RAT Heterogeneous nuclear ribonucleoprotein K OS=Rattus norvegicus GN=Hnrnpk PE=1 SV=115 30 0.0398007 -0.047655 0.1274862 0.7651125 0.5009093

sp|Q2TA68|OPA1_RAT Dynamin-like 120 kDa protein, mitochondrial OS=Rattus norvegicus GN=Opa1 PE=1 SV=17 12 0.0051028 -0.177298 0.1886413 0.76885 0.5026065

sp|P49432|ODPB_RAT Pyruvate dehydrogenase E1 component subunit beta, mitochondrial OS=Rattus norvegicus GN=Pdhb PE=1 SV=211 18 0.0209953 -0.114274 0.1569421 0.769575 0.5031732
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sp|Q64559|BACH_RAT Cytosolic acyl coenzyme A thioester hydrolase OS=Rattus norvegicus GN=Acot7 PE=1 SV=48 12 0.0020849 -0.19731 0.1975397 0.7707625 0.5037393

sp|Q9QX69|LANC1_RAT LanC-like protein 1 OS=Rattus norvegicus GN=Lancl1 PE=2 SV=29 14 0.020326 -0.121339 0.1619979 0.7708375 0.5038808

sp|P86252|PURA_RAT Transcriptional activator protein Pur-alpha (Fragments) OS=Rattus norvegicus GN=Pura PE=1 SV=18 19 0.0237359 -0.110675 0.1551128 0.77115 0.5043046

sp|P63326|RS10_RAT 40S ribosomal protein S10 OS=Rattus norvegicus GN=Rps10 PE=2 SV=15 9 -0.016184 -0.164124 0.1280821 0.772475 0.5047289

sp|P50503|F10A1_RAT Hsc70-interacting protein OS=Rattus norvegicus GN=St13 PE=1 SV=112 21 -0.027614 -0.146213 0.0969738 0.7729875 0.5052937

sp|Q62717|CAPS1_RAT Calcium-dependent secretion activator 1 OS=Rattus norvegicus GN=Cadps PE=1 SV=110 13 0.0242397 -0.100845 0.1482941 0.774925 0.5069833

sp|P62260|1433E_RAT 14-3-3 protein epsilon OS=Rattus norvegicus GN=Ywhae PE=1 SV=114 29 -0.035821 -0.13251 0.0605018 0.775275 0.5071237

sp|B2RYG6|OTUB1_RAT Ubiquitin thioesterase OTUB1 OS=Rattus norvegicus GN=Otub1 PE=1 SV=16 9 0.003791 -0.177572 0.183719 0.7755125 0.5075443

sp|B0K020|CISD1_RAT CDGSH iron-sulfur domain-containing protein 1 OS=Rattus norvegicus GN=Cisd1 PE=3 SV=15 9 -0.025172 -0.148591 0.0954773 0.775725 0.5076843

sp|P28480|TCPA_RAT T-complex protein 1 subunit alpha OS=Rattus norvegicus GN=Tcp1 PE=1 SV=115 28 0.0363696 -0.056182 0.1271831 0.77625 0.5082437

sp|P21913|DHSB_RAT Succinate dehydrogenase [ubiquinone] iron-sulfur subunit, mitochondrial OS=Rattus norvegicus GN=Sdhb PE=2 SV=26 11 -0.018155 -0.16408 0.1264059 0.777325 0.5089423

sp|Q6AYS8|DHB11_RAT Estradiol 17-beta-dehydrogenase 11 OS=Rattus norvegicus GN=Hsd17b11 PE=2 SV=17 9 0.0078801 -0.15731 0.172988 0.777375 0.509221

sp|Q9JLJ3|AL9A1_RAT 4-trimethylaminobutyraldehyde dehydrogenase OS=Rattus norvegicus GN=Aldh9a1 PE=1 SV=110 18 -0.028494 -0.138262 0.0817378 0.778 0.5094997

sp|Q91Y81|SEPT2_RAT Septin-2 OS=Rattus norvegicus GN=Sept2 PE=1 SV=18 12 -0.025341 -0.143128 0.0952968 0.77825 0.5097782

sp|P60881|SNP25_RAT Synaptosomal-associated protein 25 OS=Rattus norvegicus GN=Snap25 PE=1 SV=14 9 0.002599 -0.175533 0.1823847 0.7783125 0.5099172

sp|Q6P6R2|DLDH_RAT Dihydrolipoyl dehydrogenase, mitochondrial OS=Rattus norvegicus GN=Dld PE=1 SV=111 23 -0.040745 -0.121869 0.0384514 0.778325 0.5100562

sp|Q62638|GSLG1_RAT Golgi apparatus protein 1 OS=Rattus norvegicus GN=Glg1 PE=1 SV=111 17 0.0199291 -0.116471 0.1553821 0.7785125 0.510195

sp|P42123|LDHB_RAT L-lactate dehydrogenase B chain OS=Rattus norvegicus GN=Ldhb PE=1 SV=217 51 -0.008599 -0.176227 0.1609076 0.780025 0.5115811

sp|P10111|PPIA_RAT Peptidyl-prolyl cis-trans isomerase A OS=Rattus norvegicus GN=Ppia PE=1 SV=211 35 0.0009574 -0.185572 0.19994 0.7806625 0.5122716

sp|Q5RKI0|WDR1_RAT WD repeat-containing protein 1 OS=Rattus norvegicus GN=Wdr1 PE=1 SV=314 20 -0.030661 -0.136119 0.0730338 0.7810625 0.5125471

sp|Q5XHY8|CF146_RAT Uncharacterized protein C6orf146 homolog OS=Rattus norvegicus PE=2 SV=21 2 0.0121109 -0.153464 0.1703004 0.7810875 0.5128223

sp|O08562|SCN9A_RAT Sodium channel protein type 9 subunit alpha OS=Rattus norvegicus GN=Scn9a PE=1 SV=11 2 -0.007618 -0.185997 0.1657519 0.7812 0.5129597

sp|P04256|ROA1_RAT Heterogeneous nuclear ribonucleoprotein A1 OS=Rattus norvegicus GN=Hnrnpa1 PE=1 SV=35 9 0.015437 -0.134899 0.1663355 0.781375 0.5133713

sp|P06685|AT1A1_RAT Sodium/potassium-transporting ATPase subunit alpha-1 OS=Rattus norvegicus GN=Atp1a1 PE=1 SV=122 63 -0.031984 -0.137056 0.0740871 0.78215 0.5139189

sp|Q9Z272|GIT1_RAT ARF GTPase-activating protein GIT1 OS=Rattus norvegicus GN=Git1 PE=1 SV=15 6 -0.003107 -0.192487 0.1791525 0.782225 0.5141924

sp|P61203|CSN2_RAT COP9 signalosome complex subunit 2 OS=Rattus norvegicus GN=Cops2 PE=2 SV=19 13 -0.002902 -0.186235 0.173622 0.7842 0.5154216

sp|Q9WVB1|RAB6A_RAT Ras-related protein Rab-6A OS=Rattus norvegicus GN=Rab6a PE=2 SV=28 12 -0.032416 -0.132863 0.0647635 0.785225 0.5161031

sp|Q5XIH7|PHB2_RAT Prohibitin-2 OS=Rattus norvegicus GN=Phb2 PE=1 SV=115 23 0.0303837 -0.073982 0.1357683 0.786275 0.516376

sp|P18418|CALR_RAT Calreticulin OS=Rattus norvegicus GN=Calr PE=1 SV=122 53 -0.033226 -0.131106 0.0683198 0.7864125 0.5166487

sp|Q9Z1E1|FLOT1_RAT Flotillin-1 OS=Rattus norvegicus GN=Flot1 PE=2 SV=27 12 0.0066939 -0.156221 0.1690928 0.788025 0.5181442

sp|Q9EQS0|TALDO_RAT Transaldolase OS=Rattus norvegicus GN=Taldo1 PE=1 SV=217 38 0.0127015 -0.134717 0.1693783 0.7912375 0.5199049

sp|A2RRU1|GYS1_RAT Glycogen [starch] synthase, muscle OS=Rattus norvegicus GN=Gys1 PE=2 SV=16 7 -0.001344 -0.17161 0.1729451 0.79195 0.5204464

sp|P07323|ENOG_RAT Gamma-enolase OS=Rattus norvegicus GN=Eno2 PE=1 SV=212 29 -0.014827 -0.162929 0.1303797 0.7938 0.5209879

sp|Q63355|MYO1C_RAT Myosin-Ic OS=Rattus norvegicus GN=Myo1c PE=2 SV=212 17 -0.0057 -0.169748 0.1583914 0.79405 0.5213943

sp|Q5M9I5|QCR6_RAT Cytochrome b-c1 complex subunit 6, mitochondrial OS=Rattus norvegicus GN=Uqcrh PE=2 SV=12 8 -0.016 -0.154614 0.118172 0.7943 0.5219348

sp|Q9Z1A6|VIGLN_RAT Vigilin OS=Rattus norvegicus GN=Hdlbp PE=1 SV=114 19 -0.022706 -0.142141 0.0936481 0.794875 0.5226087

sp|Q9Z0W5|PACN1_RAT Protein kinase C and casein kinase substrate in neurons protein 1 OS=Rattus norvegicus GN=Pacsin1 PE=1 SV=18 10 0.0008974 -0.175722 0.1693025 0.7949875 0.5227432

sp|O55156|CLIP2_RAT CAP-Gly domain-containing linker protein 2 OS=Rattus norvegicus GN=Clip2 PE=1 SV=114 19 -0.010698 -0.160747 0.1376132 0.795425 0.5231465

sp|P12075|COX5B_RAT Cytochrome c oxidase subunit 5B, mitochondrial OS=Rattus norvegicus GN=Cox5b PE=1 SV=25 13 0.0278823 -0.081127 0.1314987 0.79585 0.5235492

sp|Q07266|DREB_RAT Drebrin OS=Rattus norvegicus GN=Dbn1 PE=2 SV=37 13 -0.014733 -0.151139 0.1214599 0.7965875 0.5246194

sp|Q9QXY2|SRCN1_RAT SRC kinase signaling inhibitor 1 OS=Rattus norvegicus GN=Srcin1 PE=1 SV=11 2 -0.011869 -0.158688 0.1397092 0.7967125 0.524886

sp|P62718|RL18A_RAT 60S ribosomal protein L18a OS=Rattus norvegicus GN=Rpl18a PE=2 SV=16 14 0.0138368 -0.130358 0.1561111 0.7967375 0.5251522

sp|Q07936|ANXA2_RAT Annexin A2 OS=Rattus norvegicus GN=Anxa2 PE=1 SV=226 82 -0.025092 -0.139251 0.091302 0.7967375 0.5250192

sp|P51635|AK1A1_RAT Alcohol dehydrogenase [NADP+] OS=Rattus norvegicus GN=Akr1a1 PE=1 SV=212 25 0.013605 -0.13152 0.162173 0.7978875 0.5259494

sp|P85972|VINC_RAT Vinculin OS=Rattus norvegicus GN=Vcl PE=1 SV=142 72 -0.010256 -0.163489 0.1402831 0.798525 0.52648

sp|P63102|1433Z_RAT 14-3-3 protein zeta/delta OS=Rattus norvegicus GN=Ywhaz PE=1 SV=111 33 0.0219336 -0.100017 0.1466736 0.799575 0.5271425

sp|P97852|DHB4_RAT Peroxisomal multifunctional enzyme type 2 OS=Rattus norvegicus GN=Hsd17b4 PE=1 SV=310 13 0.0143705 -0.131721 0.1571054 0.80005 0.5279351

Page 252 of 255Diabetes



sp|P37285|KLC1_RAT Kinesin light chain 1 OS=Rattus norvegicus GN=Klc1 PE=2 SV=212 19 0.0161217 -0.118975 0.1527164 0.8000625 0.5280669

sp|P47752|S1PR2_RAT Sphingosine 1-phosphate receptor 2 OS=Rattus norvegicus GN=S1pr2 PE=1 SV=11 5 0.0038411 -0.158343 0.1714062 0.8005 0.5281987

sp|P04762|CATA_RAT Catalase OS=Rattus norvegicus GN=Cat PE=1 SV=310 12 0.0135361 -0.125915 0.1541867 0.8011 0.5284625

sp|O54924|EXOC8_RAT Exocyst complex component 8 OS=Rattus norvegicus GN=Exoc8 PE=1 SV=11 3 0.0042377 -0.164573 0.1719065 0.8016375 0.5287263

sp|P40329|SYRC_RAT Arginyl-tRNA synthetase, cytoplasmic OS=Rattus norvegicus GN=Rars PE=1 SV=217 24 0.0266019 -0.077585 0.1315788 0.8019125 0.52899

sp|Q9JLT0|MYH10_RAT Myosin-10 OS=Rattus norvegicus GN=Myh10 PE=1 SV=130 41 -0.020764 -0.143482 0.1042484 0.8022375 0.5296474

sp|P47875|CSRP1_RAT Cysteine and glycine-rich protein 1 OS=Rattus norvegicus GN=Csrp1 PE=2 SV=29 17 0.0061723 -0.154369 0.1606606 0.8032875 0.5301723

sp|P12839|NFM_RAT Neurofilament medium polypeptide OS=Rattus norvegicus GN=Nefm PE=1 SV=431 100 -0.037086 -0.12046 0.0452755 0.8034 0.5303036

sp|P25113|PGAM1_RAT Phosphoglycerate mutase 1 OS=Rattus norvegicus GN=Pgam1 PE=1 SV=411 28 -0.00334 -0.164727 0.1646019 0.8035875 0.5305658

sp|P04904|GSTA3_RAT Glutathione S-transferase alpha-3 OS=Rattus norvegicus GN=Gsta3 PE=1 SV=36 11 -0.021132 -0.140493 0.0991854 0.8050625 0.531221

sp|Q06647|ATPO_RAT ATP synthase subunit O, mitochondrial OS=Rattus norvegicus GN=Atp5o PE=1 SV=19 17 -0.005419 -0.168965 0.1467903 0.8056875 0.5313523

sp|P35435|ATPG_RAT ATP synthase subunit gamma, mitochondrial OS=Rattus norvegicus GN=Atp5c1 PE=1 SV=28 15 -0.019575 -0.142135 0.1015983 0.805775 0.5314835

sp|Q08163|CAP1_RAT Adenylyl cyclase-associated protein 1 OS=Rattus norvegicus GN=Cap1 PE=1 SV=312 21 0.0198288 -0.098752 0.1485995 0.8060875 0.5316148

sp|Q8CFN2|CDC42_RAT Cell division control protein 42 homolog OS=Rattus norvegicus GN=Cdc42 PE=1 SV=28 11 -0.019177 -0.143244 0.1029332 0.80635 0.5318772

sp|P09117|ALDOC_RAT Fructose-bisphosphate aldolase C OS=Rattus norvegicus GN=Aldoc PE=1 SV=311 24 0.0116879 -0.138077 0.158685 0.8071 0.5322706

sp|P08699|LEG3_RAT Galectin-3 OS=Rattus norvegicus GN=Lgals3 PE=1 SV=43 4 0.003343 -0.15665 0.1658857 0.8080875 0.5333166

sp|Q62733|LAP2_RAT Lamina-associated polypeptide 2, isoform beta OS=Rattus norvegicus GN=Tmpo PE=1 SV=310 15 -0.008156 -0.172602 0.1448175 0.8084875 0.5339685

sp|Q00566|MECP2_RAT Methyl-CpG-binding protein 2 OS=Rattus norvegicus GN=Mecp2 PE=1 SV=15 7 -0.00967 -0.149151 0.1301695 0.8087 0.5342286

sp|O88989|MDHC_RAT Malate dehydrogenase, cytoplasmic OS=Rattus norvegicus GN=Mdh1 PE=1 SV=313 32 -0.008847 -0.154753 0.1436891 0.810125 0.5347492

sp|P10860|DHE3_RAT Glutamate dehydrogenase 1, mitochondrial OS=Rattus norvegicus GN=Glud1 PE=1 SV=218 42 -0.004058 -0.163838 0.1663137 0.811625 0.535271

sp|P63322|RALA_RAT Ras-related protein Ral-A OS=Rattus norvegicus GN=Rala PE=1 SV=16 9 -0.007976 -0.149315 0.139318 0.8118 0.5354014

sp|P67779|PHB_RAT Prohibitin OS=Rattus norvegicus GN=Phb PE=1 SV=112 21 0.0291899 -0.068084 0.123865 0.81215 0.5357922

sp|P23358|RL12_RAT 60S ribosomal protein L12 OS=Rattus norvegicus GN=Rpl12 PE=2 SV=18 17 -0.025631 -0.128549 0.0759618 0.81255 0.5365715

sp|P06761|GRP78_RAT 78 kDa glucose-regulated protein OS=Rattus norvegicus GN=Hspa5 PE=1 SV=131 63 -0.034117 -0.117102 0.0525267 0.8138875 0.5377352

sp|P16617|PGK1_RAT Phosphoglycerate kinase 1 OS=Rattus norvegicus GN=Pgk1 PE=1 SV=222 44 0.0067486 -0.14215 0.1591077 0.81605 0.5392839

sp|Q5FVJ0|RUFY3_RAT Protein RUFY3 OS=Rattus norvegicus GN=Rufy3 PE=1 SV=121 37 0.0060154 -0.146052 0.1572369 0.8161875 0.5394126

sp|Q5XHY5|SYTC_RAT Threonyl-tRNA synthetase, cytoplasmic OS=Rattus norvegicus GN=Tars PE=2 SV=16 8 0.0020541 -0.151585 0.1567752 0.81765 0.540184

sp|P48500|TPIS_RAT Triosephosphate isomerase OS=Rattus norvegicus GN=Tpi1 PE=1 SV=212 31 0.0099057 -0.129407 0.1474433 0.8185125 0.5408269

sp|P62909|RS3_RAT 40S ribosomal protein S3 OS=Rattus norvegicus GN=Rps3 PE=2 SV=116 32 0.0376299 -0.034185 0.1130509 0.8200625 0.541469

sp|Q5XIT1|MARE3_RAT Microtubule-associated protein RP/EB family member 3 OS=Rattus norvegicus GN=Mapre3 PE=1 SV=17 16 0.0045283 -0.140498 0.1504135 0.8210125 0.5421113

sp|P31000|VIME_RAT Vimentin OS=Rattus norvegicus GN=Vim PE=1 SV=231 100 -0.033398 -0.118487 0.0512178 0.8212375 0.5422397

sp|Q03344|ATIF1_RAT ATPase inhibitor, mitochondrial OS=Rattus norvegicus GN=Atpif1 PE=2 SV=25 8 0.0143314 -0.113325 0.1392389 0.821725 0.5424964

sp|Q4QRB4|TBB3_RAT Tubulin beta-3 chain OS=Rattus norvegicus GN=Tubb3 PE=1 SV=112 64 -0.02328 -0.130095 0.0858904 0.822825 0.5437763

sp|P10888|COX41_RAT Cytochrome c oxidase subunit 4 isoform 1, mitochondrial OS=Rattus norvegicus GN=Cox4i1 PE=1 SV=19 21 -0.027443 -0.128953 0.0678635 0.82305 0.5442862

sp|P62246|RS15A_RAT 40S ribosomal protein S15a OS=Rattus norvegicus GN=Rps15a PE=1 SV=28 12 -0.006695 -0.145543 0.1370098 0.8266125 0.5464467

sp|Q1WIM1|CADM4_RAT Cell adhesion molecule 4 OS=Rattus norvegicus GN=Cadm4 PE=1 SV=110 24 -0.007234 -0.158015 0.1324426 0.8268625 0.5467005

sp|Q6P502|TCPG_RAT T-complex protein 1 subunit gamma OS=Rattus norvegicus GN=Cct3 PE=1 SV=122 40 0.0413364 -0.022125 0.1047114 0.8274625 0.5475863

sp|Q09073|ADT2_RAT ADP/ATP translocase 2 OS=Rattus norvegicus GN=Slc25a5 PE=1 SV=37 13 -0.01922 -0.130247 0.0915073 0.827675 0.5477127

sp|Q6RUV5|RAC1_RAT Ras-related C3 botulinum toxin substrate 1 OS=Rattus norvegicus GN=Rac1 PE=1 SV=17 23 0.0193386 -0.093915 0.1362078 0.828525 0.5480918

sp|P11240|COX5A_RAT Cytochrome c oxidase subunit 5A, mitochondrial OS=Rattus norvegicus GN=Cox5a PE=1 SV=16 11 0.0025305 -0.145611 0.1550859 0.829425 0.5487232

sp|P19511|AT5F1_RAT ATP synthase subunit b, mitochondrial OS=Rattus norvegicus GN=Atp5f1 PE=1 SV=17 15 -0.030273 -0.117842 0.0579566 0.8295 0.5488493

sp|Q63570|PRS6B_RAT 26S protease regulatory subunit 6B OS=Rattus norvegicus GN=Psmc4 PE=1 SV=14 6 0.0011562 -0.151183 0.1515963 0.8297125 0.5492273

sp|Q66X93|SND1_RAT Staphylococcal nuclease domain-containing protein 1 OS=Rattus norvegicus GN=Snd1 PE=2 SV=116 26 0.0247445 -0.072527 0.1232151 0.8297625 0.5494787

sp|P34926|MAP1A_RAT Microtubule-associated protein 1A OS=Rattus norvegicus GN=Map1a PE=1 SV=150 100 -0.016378 -0.135728 0.1061018 0.8299 0.5497298

sp|Q9Z2L0|VDAC1_RAT Voltage-dependent anion-selective channel protein 1 OS=Rattus norvegicus GN=Vdac1 PE=1 SV=410 12 -0.005044 -0.146909 0.1371349 0.83065 0.5501063

sp|P18420|PSA1_RAT Proteasome subunit alpha type-1 OS=Rattus norvegicus GN=Psma1 PE=1 SV=27 15 -0.014733 -0.13179 0.1036534 0.8313125 0.550858

sp|P11951|CX6C2_RAT Cytochrome c oxidase subunit 6C-2 OS=Rattus norvegicus GN=Cox6c2 PE=1 SV=37 16 -0.005417 -0.147104 0.1396022 0.8320125 0.5518566
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sp|Q5I0D1|GLOD4_RAT Glyoxalase domain-containing protein 4 OS=Rattus norvegicus GN=Glod4 PE=1 SV=114 27 0.0152361 -0.109441 0.1348969 0.83205 0.5521054

sp|P62902|RL31_RAT 60S ribosomal protein L31 OS=Rattus norvegicus GN=Rpl31 PE=2 SV=17 11 0.0033732 -0.142805 0.158689 0.83275 0.5523542

sp|P10719|ATPB_RAT ATP synthase subunit beta, mitochondrial OS=Rattus norvegicus GN=Atp5b PE=1 SV=225 59 -0.037634 -0.107835 0.0355348 0.8336125 0.5529761

sp|Q5XI72|IF4H_RAT Eukaryotic translation initiation factor 4H OS=Rattus norvegicus GN=Eif4h PE=1 SV=110 20 0.0040655 -0.136184 0.1474525 0.8364375 0.5542197

sp|Q1JU68|EIF3A_RAT Eukaryotic translation initiation factor 3 subunit A OS=Rattus norvegicus GN=Eif3a PE=2 SV=218 31 0.0199089 -0.087082 0.1241109 0.83705 0.5547168

sp|P17074|RS19_RAT 40S ribosomal protein S19 OS=Rattus norvegicus GN=Rps19 PE=2 SV=39 15 -0.016408 -0.132747 0.0985742 0.83705 0.554841

sp|Q920L2|DHSA_RAT Succinate dehydrogenase [ubiquinone] flavoprotein subunit, mitochondrial OS=Rattus norvegicus GN=Sdha PE=1 SV=113 25 -0.016048 -0.130694 0.0988461 0.8372875 0.555213

sp|Q63083|NUCB1_RAT Nucleobindin-1 OS=Rattus norvegicus GN=Nucb1 PE=1 SV=17 10 0.0019324 -0.141483 0.1393937 0.8374125 0.5553369

sp|P11980|KPYM_RAT Pyruvate kinase isozymes M1/M2 OS=Rattus norvegicus GN=Pkm2 PE=1 SV=332 93 0.0139598 -0.108898 0.1316611 0.8388625 0.5562043

sp|Q5M7W5|MAP4_RAT Microtubule-associated protein 4 OS=Rattus norvegicus GN=Map4 PE=1 SV=135 67 0.0212498 -0.081126 0.1296936 0.838975 0.5563279

sp|O35095|NCDN_RAT Neurochondrin OS=Rattus norvegicus GN=Ncdn PE=1 SV=212 21 -0.014796 -0.130008 0.1028889 0.8401 0.5569458

sp|P13221|AATC_RAT Aspartate aminotransferase, cytoplasmic OS=Rattus norvegicus GN=Got1 PE=1 SV=317 33 0.024448 -0.073954 0.1222563 0.8417625 0.5583028

sp|Q9QUL6|NSF_RAT Vesicle-fusing ATPase OS=Rattus norvegicus GN=Nsf PE=1 SV=136 67 -0.031518 -0.11591 0.0470322 0.8426625 0.559041

sp|P35434|ATPD_RAT ATP synthase subunit delta, mitochondrial OS=Rattus norvegicus GN=Atp5d PE=1 SV=23 8 0.0113663 -0.110152 0.1310911 0.843575 0.5594099

sp|P61589|RHOA_RAT Transforming protein RhoA OS=Rattus norvegicus GN=Rhoa PE=1 SV=19 20 0.023361 -0.070989 0.1187608 0.843625 0.5596556

sp|P81155|VDAC2_RAT Voltage-dependent anion-selective channel protein 2 OS=Rattus norvegicus GN=Vdac2 PE=1 SV=27 13 -0.004183 -0.13958 0.1360122 0.8444875 0.5601469

sp|P04785|PDIA1_RAT Protein disulfide-isomerase OS=Rattus norvegicus GN=P4hb PE=1 SV=222 37 -0.038972 -0.101647 0.0219703 0.8464 0.5617398

sp|Q8R491|EHD3_RAT EH domain-containing protein 3 OS=Rattus norvegicus GN=Ehd3 PE=1 SV=24 13 0.0062741 -0.125397 0.1366286 0.8474 0.5625939

sp|P16884|NFH_RAT Neurofilament heavy polypeptide OS=Rattus norvegicus GN=Nefh PE=1 SV=426 100 -0.037573 -0.104888 0.0288166 0.847725 0.5628377

sp|P85834|EFTU_RAT Elongation factor Tu, mitochondrial OS=Rattus norvegicus GN=Tufm PE=1 SV=110 16 0.0205674 -0.075577 0.1219656 0.8499125 0.5644183

sp|P19804|NDKB_RAT Nucleoside diphosphate kinase B OS=Rattus norvegicus GN=Nme2 PE=1 SV=14 7 -0.011817 -0.133403 0.1026261 0.850025 0.5646609

sp|P97697|IMPA1_RAT Inositol monophosphatase 1 OS=Rattus norvegicus GN=Impa1 PE=1 SV=26 9 -0.004464 -0.13417 0.1247254 0.8502375 0.5649033

sp|P09895|RL5_RAT 60S ribosomal protein L5 OS=Rattus norvegicus GN=Rpl5 PE=1 SV=314 21 -0.018307 -0.121489 0.0826075 0.8504625 0.5651454

sp|Q64428|ECHA_RAT Trifunctional enzyme subunit alpha, mitochondrial OS=Rattus norvegicus GN=Hadha PE=1 SV=222 35 0.0281581 -0.057406 0.1096081 0.850475 0.5652664

sp|Q68FU3|ETFB_RAT Electron transfer flavoprotein subunit beta OS=Rattus norvegicus GN=Etfb PE=2 SV=38 12 -0.010231 -0.125427 0.1087707 0.8506625 0.5656288

sp|Q9WU82|CTNB1_RAT Catenin beta-1 OS=Rattus norvegicus GN=Ctnnb1 PE=1 SV=112 19 0.0172178 -0.087126 0.1187968 0.850725 0.5657494

sp|P13086|SUCA_RAT Succinyl-CoA ligase [GDP-forming] subunit alpha, mitochondrial OS=Rattus norvegicus GN=Suclg1 PE=2 SV=213 24 0.0109474 -0.105748 0.1319569 0.8527625 0.5665955

sp|P62762|VISL1_RAT Visinin-like protein 1 OS=Rattus norvegicus GN=Vsnl1 PE=1 SV=211 19 -0.007433 -0.12627 0.1138852 0.8551875 0.5681627

sp|P61314|RL15_RAT 60S ribosomal protein L15 OS=Rattus norvegicus GN=Rpl15 PE=1 SV=26 10 -0.005557 -0.131052 0.1177813 0.8555125 0.5682833

sp|Q5FVM4|NONO_RAT Non-POU domain-containing octamer-binding protein OS=Rattus norvegicus GN=Nono PE=2 SV=37 12 -0.011746 -0.12258 0.1000459 0.8564125 0.5686451

sp|P61765|STXB1_RAT Syntaxin-binding protein 1 OS=Rattus norvegicus GN=Stxbp1 PE=1 SV=120 32 -0.008791 -0.129067 0.1194895 0.8581125 0.5699695

sp|Q05962|ADT1_RAT ADP/ATP translocase 1 OS=Rattus norvegicus GN=Slc25a4 PE=1 SV=37 20 -0.011818 -0.129898 0.0992551 0.858175 0.5700896

sp|Q6JE36|NDRG1_RAT Protein NDRG1 OS=Rattus norvegicus GN=Ndrg1 PE=1 SV=19 32 0.0211538 -0.072632 0.1147885 0.8585625 0.5703299

sp|Q5EB81|NB5R1_RAT NADH-cytochrome b5 reductase 1 OS=Rattus norvegicus GN=Cyb5r1 PE=2 SV=16 14 -0.00044 -0.132911 0.1381803 0.8600125 0.57117

sp|P14668|ANXA5_RAT Annexin A5 OS=Rattus norvegicus GN=Anxa5 PE=1 SV=322 64 -0.008544 -0.131178 0.1159115 0.8603375 0.57129

sp|Q5XI73|GDIR1_RAT Rho GDP-dissociation inhibitor 1 OS=Rattus norvegicus GN=Arhgdia PE=1 SV=111 22 0.0153867 -0.093147 0.1194991 0.8609 0.5718893

sp|Q6P6V0|G6PI_RAT Glucose-6-phosphate isomerase OS=Rattus norvegicus GN=Gpi PE=1 SV=122 36 -0.005582 -0.13063 0.1195569 0.8617625 0.5722487

sp|Q5RKI1|IF4A2_RAT Eukaryotic initiation factor 4A-II OS=Rattus norvegicus GN=Eif4a2 PE=1 SV=111 25 -0.022689 -0.110871 0.0692489 0.8619125 0.5723685

sp|P22062|PIMT_RAT Protein-L-isoaspartate(D-aspartate) O-methyltransferase OS=Rattus norvegicus GN=Pcmt1 PE=1 SV=28 16 -0.013053 -0.121531 0.0994799 0.864225 0.5735657

sp|P15999|ATPA_RAT ATP synthase subunit alpha, mitochondrial OS=Rattus norvegicus GN=Atp5a1 PE=1 SV=234 98 -0.033262 -0.103327 0.0374617 0.865675 0.5741651

sp|P62271|RS18_RAT 40S ribosomal protein S18 OS=Rattus norvegicus GN=Rps18 PE=1 SV=38 25 0.0129114 -0.092075 0.1137992 0.87075 0.5790339

sp|P97536|CAND1_RAT Cullin-associated NEDD8-dissociated protein 1 OS=Rattus norvegicus GN=Cand1 PE=1 SV=120 31 -0.011811 -0.11736 0.0947505 0.87175 0.579741

sp|P49134|ITB1_RAT Integrin beta-1 OS=Rattus norvegicus GN=Itgb1 PE=2 SV=19 21 -0.003466 -0.124301 0.1170504 0.873725 0.5808011

sp|Q9JK11|RTN4_RAT Reticulon-4 OS=Rattus norvegicus GN=Rtn4 PE=1 SV=124 44 0.0199201 -0.067937 0.1106996 0.8749625 0.5817415

sp|P05942|S10A4_RAT Protein S100-A4 OS=Rattus norvegicus GN=S100a4 PE=2 SV=18 16 -0.014724 -0.113813 0.0853711 0.8755 0.5824453

sp|P15178|SYDC_RAT Aspartyl-tRNA synthetase, cytoplasmic OS=Rattus norvegicus GN=Dars PE=2 SV=117 30 0.0144589 -0.084325 0.113807 0.8776 0.5836152

sp|P62425|RL7A_RAT 60S ribosomal protein L7a OS=Rattus norvegicus GN=Rpl7a PE=1 SV=216 30 -0.016584 -0.108958 0.0766468 0.8797625 0.5847862
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sp|P15205|MAP1B_RAT Microtubule-associated protein 1B OS=Rattus norvegicus GN=Map1b PE=1 SV=253 100 -0.009175 -0.115366 0.0998386 0.8810375 0.5859534

sp|Q9QZR6|SEPT9_RAT Septin-9 OS=Rattus norvegicus GN=Sept9 PE=1 SV=112 17 0.0030107 -0.110962 0.1184767 0.8813 0.586419

sp|P61983|1433G_RAT 14-3-3 protein gamma OS=Rattus norvegicus GN=Ywhag PE=1 SV=210 15 -0.004133 -0.124286 0.1124563 0.88165 0.5868835

sp|Q641Y0|OST48_RAT Dolichyl-diphosphooligosaccharide--protein glycosyltransferase 48 kDa subunit OS=Rattus norvegicus GN=Ddost PE=2 SV=19 21 0.0100808 -0.093325 0.1118626 0.8826 0.587926

sp|Q63269|ITPR3_RAT Inositol 1,4,5-trisphosphate receptor type 3 OS=Rattus norvegicus GN=Itpr3 PE=1 SV=127 37 0.0010205 -0.115997 0.1227341 0.8864375 0.590804

sp|P25809|KCRU_RAT Creatine kinase U-type, mitochondrial OS=Rattus norvegicus GN=Ckmt1 PE=1 SV=17 15 0.0106103 -0.088999 0.1105804 0.8876375 0.5911489

sp|Q5BK63|NDUA9_RAT NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 9, mitochondrial OS=Rattus norvegicus GN=Ndufa9 PE=1 SV=29 18 0.0069073 -0.10303 0.1155956 0.88785 0.5914937

sp|P19945|RLA0_RAT 60S acidic ribosomal protein P0 OS=Rattus norvegicus GN=Rplp0 PE=1 SV=212 26 0.0102243 -0.093756 0.1139987 0.88865 0.5918383

sp|Q5QD51|AKA12_RAT A-kinase anchor protein 12 OS=Rattus norvegicus GN=Akap12 PE=1 SV=121 31 -0.006214 -0.11 0.1020954 0.889575 0.5925272

sp|Q3KR86|IMMT_RAT Mitochondrial inner membrane protein (Fragment) OS=Rattus norvegicus GN=Immt PE=1 SV=118 30 -0.01628 -0.107071 0.078517 0.8907125 0.5938998

sp|Q9Z269|VAPB_RAT Vesicle-associated membrane protein-associated protein B OS=Rattus norvegicus GN=Vapb PE=1 SV=39 12 -0.001409 -0.118642 0.1117354 0.89125 0.5943559

sp|P43244|MATR3_RAT Matrin-3 OS=Rattus norvegicus GN=Matr3 PE=1 SV=211 15 0.0057466 -0.097271 0.1109508 0.8917875 0.5948114

sp|P28023|DCTN1_RAT Dynactin subunit 1 OS=Rattus norvegicus GN=Dctn1 PE=2 SV=221 29 0.0064653 -0.09739 0.1126513 0.892275 0.5954932

sp|P24050|RS5_RAT 40S ribosomal protein S5 OS=Rattus norvegicus GN=Rps5 PE=2 SV=38 17 0.0257899 -0.047554 0.0963401 0.894 0.5965142

sp|Q62952|DPYL3_RAT Dihydropyrimidinase-related protein 3 OS=Rattus norvegicus GN=Dpysl3 PE=1 SV=214 29 0.0121301 -0.077564 0.1110612 0.8962875 0.5980968

sp|Q04462|SYVC_RAT Valyl-tRNA synthetase OS=Rattus norvegicus GN=Vars PE=2 SV=218 26 -0.016419 -0.102237 0.0713704 0.89685 0.5989989

sp|B2RZ37|REEP5_RAT Receptor expression-enhancing protein 5 OS=Rattus norvegicus GN=Reep5 PE=1 SV=15 12 -0.006538 -0.114278 0.0981746 0.897075 0.5995608

sp|Q6PDV7|RL10_RAT 60S ribosomal protein L10 OS=Rattus norvegicus GN=Rpl10 PE=1 SV=312 24 -0.00777 -0.108905 0.0922586 0.8981375 0.6001218

sp|P63018|HSP7C_RAT Heat shock cognate 71 kDa protein OS=Rattus norvegicus GN=Hspa8 PE=1 SV=128 81 0.0083443 -0.088516 0.1099841 0.9024875 0.603037

sp|P11598|PDIA3_RAT Protein disulfide-isomerase A3 OS=Rattus norvegicus GN=Pdia3 PE=1 SV=229 77 -0.015584 -0.10162 0.0720885 0.90795 0.6069249

sp|P27952|RS2_RAT 40S ribosomal protein S2 OS=Rattus norvegicus GN=Rps2 PE=1 SV=115 36 0.0107065 -0.079937 0.1016684 0.9109375 0.6088063

sp|Q62826|HNRPM_RAT Heterogeneous nuclear ribonucleoprotein M OS=Rattus norvegicus GN=Hnrnpm PE=1 SV=415 25 -0.010237 -0.098221 0.0804852 0.9137375 0.6109

sp|Q07009|CAN2_RAT Calpain-2 catalytic subunit OS=Rattus norvegicus GN=Capn2 PE=1 SV=313 32 0.0101287 -0.075489 0.0966904 0.920575 0.6142026

sp|P68511|1433F_RAT 14-3-3 protein eta OS=Rattus norvegicus GN=Ywhah PE=1 SV=27 15 -0.000932 -0.102089 0.1009918 0.920625 0.6143126

sp|P07153|RPN1_RAT Dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit 1 OS=Rattus norvegicus GN=Rpn1 PE=2 SV=122 35 -0.007785 -0.096515 0.0849821 0.9241625 0.6173795

sp|P35565|CALX_RAT Calnexin OS=Rattus norvegicus GN=Canx PE=1 SV=115 31 0.0084164 -0.075272 0.0912867 0.9333375 0.6244176

sp|P16036|MPCP_RAT Phosphate carrier protein, mitochondrial OS=Rattus norvegicus GN=Slc25a3 PE=1 SV=111 22 -0.00062 -0.094128 0.0924668 0.936225 0.6264532

sp|P62703|RS4X_RAT 40S ribosomal protein S4, X isoform OS=Rattus norvegicus GN=Rps4x PE=2 SV=214 28 0.0108715 -0.065446 0.0864028 0.9422 0.6315502

sp|P29314|RS9_RAT 40S ribosomal protein S9 OS=Rattus norvegicus GN=Rps9 PE=1 SV=414 29 0.0071654 -0.071436 0.0857006 0.94485 0.6340731

sp|P62919|RL8_RAT 60S ribosomal protein L8 OS=Rattus norvegicus GN=Rpl8 PE=2 SV=216 36 0.0145206 -0.053205 0.0855613 0.944975 0.6341777

sp|Q63507|RL14_RAT 60S ribosomal protein L14 OS=Rattus norvegicus GN=Rpl14 PE=1 SV=38 17 -0.003105 -0.087171 0.0841174 0.9451375 0.6342824

sp|P26284|ODPA_RAT Pyruvate dehydrogenase E1 component subunit alpha, somatic form, mitochondrial OS=Rattus norvegicus GN=Pdha1 PE=1 SV=219 34 0.0073022 -0.069342 0.0869431 0.948575 0.6370957

sp|P30427|PLEC_RAT Plectin OS=Rattus norvegicus GN=Plec PE=1 SV=273 100 0.0292226 -0.018448 0.0794813 0.9533625 0.6403082

sp|Q8VHF5|CISY_RAT Citrate synthase, mitochondrial OS=Rattus norvegicus GN=Cs PE=1 SV=117 37 0.0033342 -0.075374 0.0805558 0.9572 0.6435973

sp|P04642|LDHA_RAT L-lactate dehydrogenase A chain OS=Rattus norvegicus GN=Ldha PE=1 SV=116 38 0.0113834 -0.057119 0.0802006 0.95915 0.6452326

sp|P46462|TERA_RAT Transitional endoplasmic reticulum ATPase OS=Rattus norvegicus GN=Vcp PE=1 SV=342 91 -0.002541 -0.07998 0.075445 0.9623 0.6474735

sp|Q9ER34|ACON_RAT Aconitate hydratase, mitochondrial OS=Rattus norvegicus GN=Aco2 PE=1 SV=229 47 -0.009025 -0.075278 0.05717 0.96375 0.648489

sp|P48721|GRP75_RAT Stress-70 protein, mitochondrial OS=Rattus norvegicus GN=Hspa9 PE=1 SV=325 51 0.0056742 -0.061997 0.0754958 0.9668125 0.6509199

sp|P16086|SPTA2_RAT Spectrin alpha chain, brain OS=Rattus norvegicus GN=Sptan1 PE=1 SV=262 100 0.0249128 -0.021055 0.0725918 0.9697875 0.6534335

sp|O35814|STIP1_RAT Stress-induced-phosphoprotein 1 OS=Rattus norvegicus GN=Stip1 PE=1 SV=127 39 -0.002647 -0.073483 0.067464 0.9709375 0.6552298

sp|P05708|HXK1_RAT Hexokinase-1 OS=Rattus norvegicus GN=Hk1 PE=1 SV=425 52 -0.015882 -0.07043 0.0375201 0.9792375 0.6627022

sp|P11442|CLH_RAT Clathrin heavy chain 1 OS=Rattus norvegicus GN=Cltc PE=1 SV=356 100 0.0190909 -0.027889 0.0677362 0.9802375 0.6630918

sp|P00507|AATM_RAT Aspartate aminotransferase, mitochondrial OS=Rattus norvegicus GN=Got2 PE=1 SV=220 51 0.0085485 -0.045924 0.0627002 0.986875 0.6682323

sp|P38650|DYHC1_RAT Cytoplasmic dynein 1 heavy chain 1 OS=Rattus norvegicus GN=Dync1h1 PE=1 SV=170 100 -0.000971 -0.054479 0.0518659 0.992875 0.6731175
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