High content screening applications

In @ multi-user, multi-disciplinary biomedical imaging research unit

Pritika Narayan!3, Jennifer Eom?, Sarah McManaway®, Mohammed Abuwarwar>, Kevin Hicks>, Vaughan Feisst*, Sue-Ling Kim?, Claire Lill>, Sue McGlashan! and Mike Dragunow?3.

‘ T . . . . .
N N = N Image acquisition of chamber glass slides or plastic micro-well plates is performed using

Microscope slides are acquired using the:
[ IFRHGHSEINED (D iy, AR [N high content screening modality: ImageXpress Micro XLS (Molecular Devices)

VSlide Scanner (MetaSystems)

systems such as the ImageXpress Micro XLS (Molecular
Devices) and VSlide scanner (MetaSystems) in conjunction
with image analysis software MetaXpress and data
management solution MDCStore (Molecular Devices), provide . .
a powerful analysis package for users. Analysis can be tailored Chamber Slides Micro-well plates
to unique biological experiments with speed and accuracy.
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Image analysis is performed using: MetaXpress software (Molecular Devices)
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analysis of a range of different biological
samples. Users can specify parameters such as
minimum and maximum width of an object and
staining intensity of label, for up to 7
wavelengths simultaneously. A range of
different semi-quantitative measurements can
be logged directly to excel spreadsheets for
further statistical analysis in GraphPad Prism
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Customised journals can be written for more
complex data sets, using specific commands A
within ‘Journal Editor’. The steps involved in

the analysis are shown adjacent. ‘Integrated
morphometry analysis ‘ is used to measure
objects and define filter criteria. For example

in this example any objects less 500um? are

Region of interest (ROI,
red circle) within the well
is identified using find
spots (MetaXpress v5.3)
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et Integrated morphometry A Representative site (x10) of tissue micro-array immuno-labelled for A Representative site (x10) of tissue micro-array immuno-
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: Figure 1. Expression level of chondrocyte marker Area A |n addition to cell marker width, area and staining intensity, users module ‘Count nuclei’.
in differentiated cells A can also specify parameters for quantifying processes branching
Figure 2. Spheroid size evaluation from cells of interest.
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